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-Val Lys Cys Trp.Met lie Asp' Ala Asp Ser Arg Pro Lys Phe Lys Glu 
930 935 940 



Leu Ala. Ala* Glu Phe Ser Arg Met Ala Arg Asp Pro Gin. Arg Tyr Leu 
945 s 950 955 960 



Val lie" Gin Gly. Asp Asp Arg Met Lys Leu Pro Ser Pro Asn Asp Ser 
- 965. '970 975 

Lys Phe -Phe Glri Asn. Leu Leu Asp Glu Glu Asp Leu Glu Asp Met Met 
• 980. .985 990 

Asp Ala. Glu Glu Tyr* Leu Val Pro Gin. Ala Phe Asn lie Pro Pro Pro 
995 ■ 1000 1005 

lie Tyr Thr Ser Arg; Ala Arg.. I-le.As'p Ser Asn Arg Ser Glu lie 
1010 V V • • 1015 1020 

Gly His Ser' pro. ; Pro Pro* Ala Tyr.Thr/"Pro Met Ser Gly Asn Gin-. 
. 1025 J; f'. - :i030.!.' 1035 



Phe Val .Tyr Arg Asp Gly Gly Phe Ala Ala Glu Gin Gly Val Ser 
1040 : ' .10.45'. 1050 



Val Pro Tyr Arg Ala- -Pro Thr : Ser Thr lie Pro Glu Ala Pro Val 
1055 10.60 1065 



Ala Gin Gly Ala. Thr "Ala Glu - lie Phe Asp Asp .Ser Cys Cys Asn 
1070 • ' - : 1075 1080 



Gly Thr Leu Arg Lys Pro Val Ala Pro His Val Gin Glu Asp Ser 
1085 1090 1095. 



Ser Thr Gin Arg -Tyr Ser . Ala Asp Pro Thr Val Phe Ala Pro Glu 
. 1100'* '< 1105 1110 



Arg Ser pro. Arg 'Gly : Glu Leu Asp Glu. Glu Gly Tyr. Met Thr Pro 
1115. . \i''iY':: : . : "**2.°% ' 1125 

Met Arg.- AsibViys Pro.:Lys':Gln Glu Tyr. Leu Asn Pro val Glu Glu 
1130- r- - .1035 :-- . 1140 



Asn Pro' Phe. vki - Ser Arg Arg ." .Lys Asn. Gly Asp Leu Gin Ala Leu 
1145 " 1150V 1155 



Asp Ash PrQ: Glu '.Tyr. His . Asn 'Ala Ser. Asn Gly Pro Pro Lys Ala 
1160 lies-. H70 

Glu Asp' Glu Tyr Vai-Asn Glu- '/Pro Leu ' Tyr Leu Asn Thr Phe Ala 
1175.* 1180- * 1185 



Asn Thr. Leu Gly Lys Ala Glu Tyr Leu Lys Asn. Asn lie Leu Ser 
1190 ' : 1195' 1200 



Met Pro Glii Lys Ala -lys .Lys Ala Phe Asp Asn Pro Asp Tyr Trp 
1205 V 1210. 1215 
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Asn His . Ser Leu' Pro /Pro Arcr . Ser Thr Leu Gin His Pro Asp Tyr 
1220 v . "* ■ 1225. 1230 



Leu Gin Glu Tyr Ser Thr Lys Tyr Phe Tyr Lys Gin Asn Gly Arg 
1235 1240** - 1245 



lie Arg -Pro lie Val Ala Glu Asn Pro Glu Tyr Leu Ser Glu Phe 
1250 ' . 1255 1260 



Ser Leu Lys Pro G.iy-Thr Val : Leu Pro Pro Pro Pro Tyr Arg His 
1265 1270 1275 



Arg Asn Thr Val Val 
1280 " 



<210> 103, 

<211> 623 - 

<212> - .PRT • ; .. 

<213> Artificial seg^ence " 

<220> \ • ;..\ . ■ * • 

<223> A novel 'predicted alternative spliced variant protein product 

<400> 101 ' V '• 



Met Ser Glu- A*g Lys' Glu Gly Arg Gly Lys Gly Lys Gly Lys Lys Lys 

i . . . • s\ ' 10. 15 

Glu Arg Gly Ser Giy" Lys Lys Pro Glu Ser Ala Ala Gly Ser Gin Ser 
20 - . "25 30 



Pro Ala Leu Pro Pro Arg Leu Lys Glu .Met Lys Ser Gin Glu Ser Ala 

35. . " .40 .45 



Ala Gly Ser Lys Leu Val Leu. Arg Cys Glu Thr Ser Ser Glu Tyr Ser 
50 55 . 60 



Ser Leu Arg; Phe Lys'.Trp. Phe Lys Asn Gly Asn Glu Leu Asn Arg Lys 
65 70 75 80 



Asn Lys Pro Gin Asn lie Lys lie Gin Lys Lys Pro Gly Lys Ser Glu 

■.05...;-'- 90 . 95 

Leu Arg lie Asn Lys- Ala Ser .t»eii Ala Asp Ser Gly Glu Tyr Met Cys 

* : .'iop^ .'; ' 105 " .' no 

Lys Val tie. Ser Lys;Leu .Gly. Asn Asp Ser Ala Ser Ala Asn lie Thr 

• lis ' ' '• : : ' 125 

/lie Val dlu. Ser' Asn v Giu lie, lie Thr Gly Met Pro Ala Ser Thr Glu ■ 
130 * ■ m 135 . . 140 • 

Gly Ala Tyr Val Ser ■ Ser Ala Thr Ser Thr Ser Thr Thr Gly Thr Ser 
145 .150 155 ' 160 

His Leu Val Lys Cys- Ala Glu. Lys Glu Lys Thr Phe Cys Val Asn Gly 

V - ;.i65. 170 175 



Gly Glu Cys Phe Met Val. Lys Asp Leu Ser. Asn Pro Ser Arg Tyr Leu 
* 180 ■ \\ V . .185 * 190 
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Cys Lys Cys Gin - Pro, 'Gly Phe Thr Gly Ala Arg Cys Tnr Glu Asn Val 
195 "200 ' 20S 

Pro Met Lys Val Gin .Asn Gin . Glu Lys Ala Glu Glu Leu Tyr Gin Lys 
210 215 ' , 220 

Arg Val Leu Thr lie Tor Gly He Cys lie Ala Leu Leu Val Val Gly 
225 '230 235 240 

lie Met Cys Val val Ala Tyr Cys Lys Thr Lys Lys Gin Arg Lys Lys 
245 . 250 255 



Leu His Asp Arg Leu Arg Gin Ser Leu Arg Ser Glu Arg Asn Asn Met 
260 ... 265 270 

Met Asn He- Ala Asn Gly Pro His His Pro Asn Pro Pro Pro Glu Asn 
275 - 280 285 

Val Gin Leu Val Asn- Gin. Tyr Val Ser Lys Asn Val He Ser Ser Glu 
290 \V" "295 .'\ -300 

His He Val Glu Arg: Glu .Ala Glu* Thr Ser Phe Ser Thr Ser His Tyr. 
305 .310 ..*•• .. 315 320 

Thr Ser Tnr Ala His His Sex Tnr Thr Val Thr Gin Thr Pro Ser His 

325' • 330 335 



Ser Trp Ser Asn Gly His Thr Glu Ser lie Leu Ser Glu Ser His Ser 
340 345 350 



Val He Val Met Ser Ser Val Glu Asn .Ser Arg His Ser Ser Pro Thr 
355-. * ■ .360 365 

Gly Gly Pro Arg; Gly [Arg Leu Asn Gly Thr Gly Gly Pro Arg Glu Cys 
370 . 375 " 380 

Asn Ser Phe Leu Arg' His Ala Arg Glu Thr Pro Asp Ser Tyr Arg Asp 
385 V./390' - 395 400 

Ser Pro His Ser. Glu. Arg Tyr. Val Ser Ala Met Thr Thr Pro Ala Arg 
405. ' 4i0 415 



Met Ser Pro .Val- Asp. Phe His Thr* Pro Ser Ser Pro Lys Ser Pro Pro 

'.-420- V :(.; . ' .425 * 430 

Ser Glu' Met Sei\ Prq./Pro Val .Ser .Ser Met Thr Val Ser Met Pro . Ser 
■435" f- * '440 " 445 

Met Ala Val Ser Pro .Phe Met - Glu: Glu Glu Arg Pro Leu Leu Leu Val 

450 ■ "* '*.... '455 • 460 

Thr Pro Pro-. Arg Leu Arg. Glu Lys Lys Phe Asp His His Pro Gin Gin 
465 ..' -470 475 • 480 



Phe. Ser Ser Phe. Hi's His' Asn Pro Ala His Asp Ser Asn Ser Leu Pro 
■' "»": .4Q5 75 4 9 0 495 
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Ala Ser Pro. Leu >Arg ile Val Glu Asp Glu Glu Tyr Glu Thr Thr Gin 
500' - 505 510 



Glu Tyr Glu- Pro' Ala Glu Glu Pro Val Lys Lys Leu Ala Asn Ser Arg 
S15 V 520 . 52S 



Arg Ala Lys Arg. Thr Lys Pro Asa Gly His lie Ala Asn Arg Leu Glu 
530 535 540 



Val Asp Ser Asn Thr Ser Ser Gin Ser Ser Asn Ser Glu Ser Glu Thr 
545 ' 550 555 560 



Glu Asp Glu Arg .Val Gly Glu Asp Thr Pro Phe Leu Gly lie Gin Asn 
■ '■565 . 570 575 



Pro Leu Ala Ala Ser .Leu Glu Ala Thr Pro Ala Phe Arg Leu Ala Asp 
580» 585 . 590 



Ser Arg Thr Asn Pro Ala Gly Arg Phe Ser Thr Gin Glu Glu lie Gin 
595.« . 600 6Q5 

Ala- Arg Leu Ser S6r ; Val. lie Ala Asn Gin Asp Pro lie Ala Val 

610 ' V V SIS.' 620 



<210> 102 

<211> 252 

<212> PRT , 

<213> Artificial sequence 

<220> 

<223> A novel predicted- alternative spliced variant protein product 
<400> 102- 

Met Ser Glu Arg Lys -Glu Gly Arg Gly Lys Gly Lys Gly Lys Lys Lys 

.1 * 5 1 . *' 10 15 

Glu Arg Gly. Ser Gly Lys Lys Pro Glu Ser Ala Ala Gly Ser Gin Ser 
20 . .25 30 

Pro Ala Leu Pro Pro Arg Leu Lys Glu Met Lys Ser Gin Glu Ser Ala 

35 /> . . ' • .40 45 

Ala Gly Ser Lys ' Leu Val Leu Arg Cys Glu Thr Ser Ser Glu Tyr Ser 

50 • . 55... 60 

Ser Leu Arg.:Ph\e\ Lys- Trp. Phe .Lys Asn Giy Asn Glu Leu Asn Arg Lys 

65 ••■ •.','>.' ':-.;'70. • ' . 7S 80 

Asn Lys Pro Gin As^ i lie Lys lie Gin Lys Lys Pro Gly Lys Ser Glu 

•\85 ■. «\ 90" 95 

.Leu Arg lie ' Asn Lys * Ala Ser. Leu Ala Asp Ser Gly Giu Tyr Met Cys 

■ .iqo" :--- .; ■; '* . .105 • no 

Lys Val "lie Ser,. Lys :i'eu Gly. Asn' Asp .Ser Ala Ser Ala Asn lie, Thr 
' liS\*. 120 * 125 

. lie Val Glu " Ser Asn Glu lie rie^Thr Gly Met Pro Ala Ser Thr Glu 
13 0 " ' . 135. 140 
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Gly Ala Tyr. VaiL- Ser. iSer Glu Ser Pro lie Arg lie Ser Val Ser Thr 
145 '-" X50 • 155 160 



Glu Gly Ala Asn Thr Ser Ser Ser Thr Ser Thr Ser Thr Thr Gly Thr 
i,65- ' 170 175 



Ser His Leu Val! Lys Cys Ala" Glu Lys Glu Lys Thr Phe Cys Val Asn 
180 * 185 190 



Gly Gly Glu Cys Phe Met Val Lys Asp Leu Ser Asn Pro Ser Arg Tyr 
195 200 205 



Leu Cys Lys Gly Gly Gly Ala Val Pro Glu Glu Ser Ala Asp His Asn 
210 V 215 220 



Arg His Leu His Arg- Pro Pro Cys Gly Arg Hie His Val Cys Gly Gly 
225 -230 235 240 



Leu Leu Gin" Ash Gin' Glu Thr Ala Glu Lys Ala Ala 

■'■ 245.'. 250 



<210> 10.3 ' V\ : " 

<211> 628 -. . V }<:'•". :.' \ •'.;/':'• 

<212> PRT . 

<213> Artificial .^e^juence . 

<220> ' • • ';' 

<223> A novel -predicted alternative spliced variant protein product 
<400> 103 

Met Ser Glu Arg Lys Glu Gly- Arg Gly Lys Gly Lys Gly Lys Lys Lys 
1 5. / "io 15 

Glu Arg Gly . Ser Gly Lys Lys Pro Glu Ser Ala Ala Gly .Ser Gin. Ser 

-*20' "* . - 25 30 



Pro Ala Leu . Pro Pro Gin' Leu Lys Glu Met Lys Ser Gin Glu Ser Ala 
35 ■ * 40 45 



Ala Gly Ser Lys Leu -Val Leu Arg Cys Glu Thr Ser Ser Glu Tyr Ser 

50 * . 55.. 60 



Ser Leu Arg Phe Lys Trp Phe Lys Asn Gly Asn Glu Leu Asn Arg Lys 
65 . - 70 75 80 

Asn Lys Pro;- Gin. Asn; lie. Lys ile Gin Lys Lys Pro Gly . Lys Ser Glu 

• ' 8 5/ ■ " '•" V- • 90' 9.5 



Leu Arg lie Asn. Lys -Ala Ser' Leu Ala Asp .Ser Gly Glu Tyr Met Cys 
.loo . X -':- • *■• 105" " 110 



Lys Val lie, Ser. Lys .Leu- Gly Asn- Asp Ser Ala Ser Ala Asn Ile Thr 

115 i ■ ■ ' r'/:'-: ' ■■- v< 120 • • 125 



Ile Val Glu Ser : Asii Glu lie lie Thr Gly Met Pro Ala Ser Thr Glu 
' 130 . 135 - ' " 140 



.Gly Ala' Tyr Vai Ser. Ser," Ala .Thr Ser Thr Ser Thr Thr Gly Thr Ser 



WO 2005/071059 



200 



145 150 / 1S5 160 

His Leu Val Lys Cys Ala Glu. Lys Glu .Lys Thr Phe Cys Val Asn Gly 
.' 165. / 170 1*75 



Gly Glu Cys Phe Met Val Lys Asp Leu Ser Asn Pro Ser Arg Tyr Leu 
180 - " " 185 " 190 



Cys Lys Cys Pro Asn; "Glu phe Thr Gly . Asp Arg Cys Gin Asn Tyr Val . 

195 ".- - ' 200.. 205 

Met Ala Ser Phe Tyr. Lys His Leu Gly lie Glu Phe Met Glu Ala Glu 
210 " 215 . 220 



Glu Leu Tyr Gin Lys Arg' Val Leiu Thr ;Ele Thr Gly lie Cys lie Ala 
225 .230* 235 240 

Leu Leu* Val Val Gly lie Met Cys Val Val Ala Tyr Cys Lys Thr Lys 
245;. 250 255 



Lys Gin. Arg Lys . Lys Leu His Asp Arg Leu Arg Gin Ser. Leu Arg Ser 
: " 260- . 265 . 270 

.Glu Arg Asn Asn Met -Met Asn lie Ala- Asn Gly Pro .His His Pro Asn 

•275; J \ V - : . '-'280 285 

Pro Pro Pro. 'Glu Asn Val Gin Leu. Val Asn Gin Tyr Val Ser Lys Asn 
290 295' .• 3 00 

Val lie Ser Ser Glu" His Ile : Val Glu Arg Glu Ala Glu Thr Ser Phe 
.305 . V 310. ■ , 315 320 

Ser Thr Ser His Tyr Thr Ser Thr Ala His His Ser Thr Thr Val Thr 

. 325 . \v 330 335 



Gin Thr Pro Ser His Ser Trp Ser Asn. Gly His Thr Glu Ser lie Leu 
340. " , ;345 .*' 350 

Ser' Glu Ser. His' Ser* Val lie- Val Met Ser Ser Val Glu Asn Ser Arg 
. 355 .■" / 3.60 365 



His Ser Ser Pro Thr- Gly Gly Pro Arg Gly Arg Leu Asn Gly Thr Gly 

370 ' V ' 375 ' ' 380 , 

Gly Pro Arg Glii Cys Asn Ser Phe Leu Arg His Ala Arg Glu Thr Pro 

385 .' i? 90 V". . ■-■ 395 400 



Asp. Ser Tyr Arg. A£p: Ser. Pro His Ser Glu Arg Tyr Val Ser Ala Met 
' 405. *•» "410 " 415 



■ Thr Thr Pro- Ala;. Arg '.Met Ser." Pro Val ")lsp Phe His Thr Pro Ser Ser 

7 42p;. ; ' ; . :" . ' 425 430 

Pro Lys Ser Pro Pro - Ser Glu. Met Ser ' Pro Pro Val Ser Ser Met Thr 

.435 ; , •'/'...'■' • ':.44p..:. ' 445 

Val Ser Met Pro, Ser.. Met Ala. Val" Ser Pro Phe Met Glu Glu Glu Arg 

450 •* • ! • '' 455 V' ' • " 460 



WO 2005/071059 



. 201 



PCT/1L2005/000107 



Pro Leu Leu Leu' Val Thr Pro Pro Arg Leu Arg Glu Lys Lys Phe Asp 
465 , 470 ■ 475 480 



His His Pro' Gin. Glh .Phe Ser Ser Phe His His Asn Pro Ala His Asp 
" ;.4fl5 .; , 490 495 



Ser Asn Ser Leu' Pro * Ala Ser i^ro Leu Arg He Val Glu Asp Glu Glu 
/ 500* .* : .:'" . '. '. 505 510 



Tyr Glu Thr Thr Gin. Glu .Tyr Glu . Pro Ala Gin Glu Pro Val Lys Lys 
.515 * . ' 520 . 525 



Leu Ala Asn . Ser Arg ;Arg Ala Lys Arg Thr Lys Pro Asn Gly His lie 

530 ' '.' V \ 535 540 



Ala Asn. Arg Leu Glu Val Asp Ser Asn' Thr Ser Ser Gin Ser Ser Asn 
545 550- " 555 560 



Ser Glu Ser Giu Thr Glu Asp Glu Arg Val Gly Glu Asp Thr Pro Phe 

*■'- 5jS5**. > . . 570 575 



Leu Gly lie Gin' Ash Pro Leu Ala Ala Ser Leu Glu Ala Thr Pro Ala 

580 ... V" 585 • ■ 590 

. Phe Arg Leu; Ala' Asp^. Ser. Arg Thr Asn Pro Ala Gly Arg. Phe Ser Thr 

595 A -'. • V' '' V... -./ 600 605 

Gin Glu Glu lie Gin 'Ala Arg' Leu' Ser Ser Val He Ala Asn Gin Asp 
• 610 '" .615' 620 



•Pro lie Ala Val 
625 



<210> 104 

<211> 252 / 

<212> JPRT • '!.' '. :" ' -' ' ' 

<213> Artificial, sequence . 

<220> . * L "•" • }.' .■:',-. ,. , •' " ■ 

<223> A novel predicted alternative ; spliced variant protein product 
<400> 104 . V" .* 

Met Ser Glu Arg Lys "Glu Giy .Arg Gly Lys Gly Lys Gly Lys Lys Lys 

1 • • 5 v • .10 15 

Glu Arg Gly' Ser Gly Lys Lys ;pro Glu Ser Ala Ala Gly Ser Gin Ser 

' '20* \. *.'•.?.." ' "/• - . 25 30 

Pro Ala' Leu 'Pro ProV'.Gln Leu Lys Glu- Met: Lys Ser Gin Glu Ser Ala 

35: v'v' I,"' 40;. ' '• 45 

Ala Gly Ser Lys Leu - Val -Leu' Arg Cys <31u Thr. Ser' Ser Glu Tyr Ser 

so '.r -s* 5 . • - *' : 60 

Ser Leu Arg. Phe> Lys/Tgcp ■ Phe- Lys Asn Gly Asn Glu Leu Asn Arg Lys 

.65 !'.-/'/. -TV. 75 ■ 80 

Asn Lys Pro Gin. Ash" '.lie Lys lie. Gin Lys Lys Pro Gly Lys Ser Glu 
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85 90 95 



Leu Arg He Asn -Lys Ala Ser I«eu Ala Asp Ser Gly Glu Tyr Met Cys 
100 • 105 110 



Lys Vai He Ser, Lys - Leu Gly Asn Asp Ser Ala Ser Ala Asn He Thr 
115.'; ' ■> .120 125 

He Val Glu Ser Asn.' Glu lie lie Thr Gly Met Pro Ala Ser Thr Glu 

130 '--""' 135 140 



Gly Ala Tyr -Val Ser.Ser Glu Ser Pro He Arg He Ser Val Ser Thr 

145 •- ... 150 155 160 



Glu Gly .Ala Asn' Thr Ser Ser Ser Thr Ser Thr Ser Thr Thr Gly Thr 
* ' 1 165' 170 175 



Ser His Leu Val .Lys Cys Ala Glu Lys Glu Lys Thr Phe Cys Val Asn 
18.0'- 185 . 190 



Gly Gly Glu Cys Phe .Met Val Lys Asp Leu Ser Asn Pro Ser Arg Tyr 
195 . : 200 205 



Leu Cys Lys Gly Gly Gly Ala Val Pro Glu Glu Ser - Ala Asp His Asn 
210 215 220 



Arg His Leu His. Atg 'Pro Pro Cys Gly- Arg His His Val Cys Gly Gly 
225 ' • .' • V230 •*• • 235 240 



Leu Leu Glh. ; Asn..Gln Glu Thr Ala. Glu Lys Ala Ala 

".. ,/2;45y "•" 250 



<210> 105" 

-<211> 637 

<212> PRT- . 

<213> Artificial, sequence 

<220> . •• • . 

<223> A . novel \ predicted alternative spliced variant protein product 

<400> 105 '. 

Met Ser Glu Arg Lys 01u Gly Arg Giy Lys Gly Lys Gly Lys Lys Lys 

' 1 ■■&';} . • ' 10 15 

Glu Arg Gly Set Gly Lys Lys. Pro Glu Ser Ala Ala Gly Ser Gin Ser 
" 20/ 25 30 

Pro Ala- Leu Pro ' Pro, Gin Leu Lys Glu Met" Lys Ser Gin- Glu Ser Ala 
• 35 "• v. 40 - ■ 45- 

•Ala Gly Ser. Lys; Leu Vai Leu Arg" Cys .Glu Thr* Ser Ser Glu Tyr Ser 

•soy-- :■: /;./yV^>* 55/" eo 

Ser Leu.Axgr.Pne-^Lys'/Trp Phe Lys.- Asn Gly Asn Glu Leu Asn Arg Lys 

65 . ' « v'" - "%,vV7i. ' 75 ' 80 • 

.Asn Lys .Pro Gin. Asn .He Lys, /lie Gin Lys Lys Pro Gly Lys Ser Glu 

"'•.,•■■'> H5*" V'-' SO 95 
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Leu Arg lie Asn Lys Ala Ser Leu Ala Asp' Ser Gly Glu Tyr Met Cys 
100 105 110 



Lys Val. lie Ser Lys Leu Gly Asn Asp Ser Ala Ser Ala Asn He Tor 
115 120. 125 



He Val. Glu . Ser Asn Glu lie He Thr Gly- Met Pro Ala Ser Thr Glu 
130 •": 135. 140 



Gly Ala Tyr Val Ser. . Ser Glu Ser Pro lie Arg lie ser Val Ser Thr. 
145 • ';' ISO • 155 160 



Glu Gly Ala Asn Thr Ser Ser Ser. Thr Ser Thr Ser Thr Thr Gly Thr 

.1.65.. ..." '170 175 



Ser His Leu Val Lys Cys Ala Glu Lys Glu Lys Thr Phe Cys Val Asn 
180 . • 185 190 



Gly Gly* Glu Cys Pile Met Val Lys Asp Leu Ser Asn Pro Ser Arg Tyr 
.195- : 200 205 



Leu Cys Lys Cys Pro Asn Glu. Phe Thr Gly Asp Arg Cys Gin Asn Tyr 
210 215 220 



Val Met Ala Ser. Phe Tyr Lys Ala Glu Glu Leu Tyr Gin Lys Arg Val 

225 / 230 ' 235 240 



Leu Thr lie. Thr. Gly. lie Cys lie Ala Leu Leu Val Val Gly He Met 

245 - '.. ;* ■ ' 250 • 255 

Cys Val- Val Ala. Tyr- Cys Lys Thr Lys Lys Gin Arg Lys Lys Leu His 

;26o .-.:,-* -;• 265 ■ 270 



Asp Arg Leu Arg. Gin ;Ser .Leu Arg Ser Glu Arg Asn Asn Met Met Asn 
275- - "280 285 



He Ala Asn Gly Pro - His His* ; Pro. Asn. Pro Pro Pro Glu Asn Val Gin 
290 -295 - 300 



Leu Val Asn. Gin Tyr Val Ser Lys Asn Val He Ser Ser Glu His He 

305 . ; . ,-XlQ ' 315 . 320 

Val Glu Arg. Glu. Ala Glu Thr Ser. Phe .Ser Thr Ser His Tyr Thr Ser 

325""*- ■ "'■ .330 335 



Thr Ala His" His Ser" Thr Thr Val Thr Gin Thr Pro Ser His Ser Trp 
'.* 340 "345 350 



Ser Asn- Gly His Thr Glu Ser He Leu Ser Glu Ser His Ser Val He 
355 ' 360 • 365 



Val Met 1 Ser "Ser. yaiv'!Giu. Asn S.er .Arg His Ser Ser Pro. Thr Gly Gly 
.370 *. 37> * " 380 

• Pro Arg GXy Arg- "Leu/ Asn 01y Thr Gly Gly Pro Arg Glu Cys Asn Ser 

385 * ... 's./CSj'3'$0.-r'' " : • . - 395 400 



Phe Leu Arg, His. A^a Arg Glu Thr- Pro Asp Ser Tyr Arg Asp Ser Pro 
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■ 405 • ' 410 415 



His Ser Glu Arg Tyr. Val Ser -Ala Met Thr Thr Pro Ala Arg Met Ser 
420 425 430 



Pro Val Asp. Phe. His Thr. Pro Ser Ser Pro Lys Ser Pro Pro Ser Glu 
435 . . ' \ 440 44S 

Met Ser Pro Pro Yai S6r Ser Met Thr Val Ser Met Pro Ser Met Ala 
450 455 , ,460 



Val Ser Pro Phe Met 'Glu Glu. Glu Arg Pro Leu Leu Leu Val Thr Pro 

465 /.'j-470 475 480 



Pro Arg Leu'.Arg Glu* .Lys Lys Phe Asp His His Pro Gin Glu Phe Ser 
485 490 495 



Ser Phe His His Asn Pro Ala His Asp Ser Asn Ser Leu Pro Ala Ser 
• 500 505 510 



Pro Leu Arg . lie Val Glu* Asp'Glu. Glu "Tyr Glu Thr Thr Gin Glu Tyr 
515' ... 52.0" !. # 525 



Glu Pro Ala Gin Glu Pro Val Lys Lys Leu Ala Asn Ser Arg Arg Ala 
530 535 ' 540 



Lys Arg. Thr Lys. Pro .Asn Gly His He Ala Asn Arg Leu Glu Val Asp 
545 550 555 560 



Ser Asn Thr Ser. Ser"- Gin Ser Ser Asn. Ser Glu. Ser Glu Thr Glu Asp 
. 565- . ■ 570 S75 

Glu Arg Val 'Gly Glu As£ Thr Prp.Phe Leu Gly He Gin Asn Pro Leu 

SQQ ." V. ' ; v *** . ■ . 585 -[ ; * .590 

Ala Ala .Ser Leu Glw. Ala Thr : Pro Ala Phe Arg Leu Ala Asp Ser Arg 

"5.95 . 't ;*'" ' '* '. 600 . \ ' 605 

Thr Asn Pro Ala. Gly Arg Phe S^* Thr Gin Glu Glu He Gin Ala Arg 
610 * 615 - 620 



Leu Ser Ser .Val He /Ala Asn Gin Asp . Pro He Ala Val 
625 630- ■- " 635 



<210> 106 V •-. 

<211> 260 ' 

<212> PRT 

<213> Artificial .sequence- 
<220> \*. m ' 

<223> A novel' predicted -.alternative Spliced variant protein product 

<4oo> io6- ".; • ... J- 

..Met Ser Glu Arg/ L^s/Glu Gly. Azrg Gly- Lys Gly Lys Gly Lys Lys Lys 

Glu Arg Gly. 4 Ser ;.Gly Lys Lys "Pro Glu Ser Ala- Ala Gly Ser Gin Ser 

' 2QC .'? \ ■/•.':* - . '25 30 \ • 
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Pro Ala Leu Pro Pro Gin. Leii Lys Glu Met Lys Ser Gin Glu Ser Ala 

35 • / : .40, . .45 



Ala Gly Ser Lys L'eyi 'Val Leu Arg Cys Glu Thr Ser Ser Glu Tyr Ser 
50 55 . 60 



Ser Leu Arg Phe Lys/Trp Phe Lys . Asn Gly Asn Glu Leu Asn Arg Lys 
65 70 75 80 



Asn Lys Pro Gin; Asn Xle Lys* - lie' Gin Lys Lys Pro Gly Lys Ser Glu 

•85V::y. ' $ 0 95 



Leu Arg. lie; Asn 'Lys- Ala Ser Leu. Ala Asp Ser Gly Glu Tyr Met Cys 

ioo ■ '.;*/ ■ los':- no 



Lys Val. Xle Ser, Lys Leu (Sly. Asia Asp Ser Ala Ser Ala Asn lie Thr 
115- ... ■•■ 120 . 125 



He Val Glu Ser Asn* Glu- lie He Thr Gly Met Pro Ala Ser Thr Glu 
130 ' 135 V. 140 



Gly Ala. Tyr Val 1 Ser Ser Glu &er -Pro lie Arg lie Ser Val Ser Thr 
145 . ISO*. ..155 160 



Glu Gly Ala Asn. Thr .Ser Ser" Ser Thr Ser Thr Ser Thr Thr Gly Thr 
'". 165 170 175 



Ser His Leu Val Lys' Cys Ala Glu Lys Glu Lys Thr Phe Cys Val Asn 

180 V • L ! 185 . " • 190 



Gly Gly Glu Cys. fine Met Val Lys Asp Leu Ser Asn Pro Ser Arg Tyr 
195 • - 200.- 205 • 



Leu Cys Lys- 'Cys Pro' Asn Glu Phe Thr - Gly Asp Arg Cys Gin Asn Tyr 
210 ' .215 " . ■ 220 



Val Met- Ala Ser. Phe Tyr Lys'-His Leu Gly lie Glu Phe Met Glu Arg 
225 230 ' . 235 240 



Asn Ser Gly - Lys^ jSer Qys Met: Thr Val Phe Gly Arg Ala Phe Gly Leu 

2%S l \;' 1 '/''./'J ' 250 ' 255 



Asn Glu. Thr/ He* . ; ' . O 
. '.' 260 



<210> 107 

<2ii> "620 ■* ■■■V. : 

<212> PRT ' " - 

<213> Artificial^ sequence' • 

<22o> .■ :* . 

<223> A novel .predicted alternative spliced variant protein product 
<400> 107 ' : . 

Met Ser Glu Arg Lys Glu Gly Arg Gly Lys Gly Lys Gly Lys Lys Lys 

1 ■ *■ . ' •' '• s<-\y :: .. ' ; ■*'* ".' *J ' io 15 

Glu Arg. Glyl'Ser" Gly..Lys Ly.s. Pro Glu* Ser Ala Ala Gly Ser Gin Ser 

' -'*2&-*. .': ■ ■ 25 : " ■ 30 
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Pro Ala lieu Pro - Pro. Gin' Leu Lys Glu Met Lys Ser Gin Glu Ser Ala 
3S 40 45 



Ala Gly Ser Lys Leu Val Leu Arg Cys Glu Thr Ser Ser Glu Tyr Ser 
SO 55 60 



Ser Leu Arg Phe Lys Trp Phe Lys Asn .Gly Asn Glu Leu Asn Arg Lys 
65 70 -75 80 



Asn Lys Pro' Glh A^nTile Lys lie Gin. Lys Lys Pro Gly Lys Ser Glu 
- 85 -V T • • '90. 95 



Leu Arg He Asn L^s Ala Ser Leu Ala Asp Ser Gly Glu Tyr Met Cys 
100 * 105 110 



Lys Val He- Ser' Lys .Leu Gly" Asn Asp Ser Ala Ser Ala Asn He Thr 

115 >: . • 120 125 



He Val Glu Ser Asn Glii .He He Tnr Gly Met Pro Ala Ser Tnr Glu 
130 1.3.5 140 



Gly Ala Tyr Vai' Ser Ser Ala Tnr Ser Thr Ser Thr Thr Gly Thr Ser 
145 ■"."ISO 155 160 



His Leu Vai iys Cys Ala Glu Lys Glu Lys Tnr Phe Cys Val Asn Gly 
'165 7 170 175 



Gly Glu Cys- Phe Met. Val Lys Asp TUeu Ser Asn Pro Ser Arg Tyr Leu 
180. 185 190 



Cys Lys Cys Pro Asn.G.lu Phe Thr Gly Asp Arg Cys Gin Asn Tyr Val 
195 . . 200 205 



Met Ala Ser .Phe. Tyr: Lys Ala Glu Glu Leu Tyr Gin Lys Arg Val Leu 

210 . * - - 21 5 ' 220 



Thr He Thr Gly li&'"Cys lie Ala Leu "Leu Val" Val Gly He Met Cys 

225 y '"230 • 235 240 



Val Val Ala : '- Tyr. Cys- Lys Thr. Lys Lys Gin Arg Lys Lys Leu His Asp 

V'24B'.V.. ; .25*0 '. 255 

Arg Leu Arg .Glri' Ser.- Leu Arg Ser' Glu Arg Asn Asn Met Met Asn He 
■ .26.0 • ' ■ .265". -270 . 



Ala Asn Gly Pro/His' H4.s Pro Asn Pro Pro Pro Glu Asn Val Gin Leu 

.•275." •;«;"•••* -280.' ■ , 285 



Val Asn Gin Tyr Vai -Ser. Lys. Asn Val He Ser Ser Glu His He Val 
290 ■ 295 V 300 



Glu Arg Glu Ala Glu Thr Ser Phe. Ser Thr Ser His Tyr Thr Ser Thr 
305 ' ' 310 ' "315 320 



. Ala His His . Ser. .Tnr- 'T^ Vjii ..Tnr' Gin /Thr Pro. Ser His Ser Trp Ser 

?: K'i2&/i; : ..\ *'•./■ ; ■ 330' 335 
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Asn Gly His Hir''Glu :Ser" lie Leu Ser .Glu Ser His Ser Val lie Val 
. '340' • 7 ' 345 ; 350 



Met Ser Ser VallGlu.Asn Ser -Arg His - Ser Ser Pro Thr Gly Gly Pro 
355 / 3i60 ' 365 



Arg Gly Arg Leu Asn- Gly Thr Gly Gly Pro Arg Glu Cys Asn Ser Phe 
370 375* 380 



Leu Arg His Ala Arg Glu Thr Pro Asp Ser Tyr Arg Asp Ser Pro His 
385 • -390 . -7 395 400 



Ser Glu Arg ..Tyr Val Ser* Ala Met Thr Thr Pro Ala Arg Met Ser Pro 
4Q5.' 410 415 

"i 1 ' ••■ *. . : * 

. Val Asp Phe His Thr 'Pro Ser Ser Pro Lys Ser Pro Pro Ser Glu Met 
- 420 . . 7 .. ; '425 430 



Ser Pro. Pro- Val. Ser . Ser Met Thr Val Ser Lys Pro Ser Met Ala Val 
435. ' . 440 445 

Ser Pro Phe' Met! Glu Glu Glu Arg Pro Leu Leu. Leu Val Thr Pro Pro 
450 ' 455 * 460 



Arg Leu Arg/ Glu 'Itys :£ys Phe Asp. His His Pro. Gin Gin Phe Ser Ser 
465 . ' V V f 47 0 ; • 475 480. 

Phe His His - Asn v Pro;. Ala His !Asp ■ Ser Asn Ser Leu Pro Ala Ser Pro 
. "V 485V- :> \: . .490 495 



Leu Arg' lie Val. Glu' Asp Glu Glu Tyr Glu Thr Thr Gin Glu Tyr Glu 
500, 505 510 



Pro Ala Glu -Glii Prp .Val Lys . Lys .Leu Ala Asn Ser Arg Arg Ala Lys 
• 515 *. . .* 520 525 

Arg Thr Lys . Pro '.Asn Gly." HiS'. lie -Ala Asn Arg Leu Glu Val Asp Ser 
530 / ' • . 535. ' 540 



Asn Thr Ser- Ser Gin S.er Ser Asn Ser Glu Ser Glu Thr Glu Asp Glu 
545 "550 555 / 560 



Arg Val Gly Glu Asp Thr Pro Phe Leu Gly lie Gin Asn Pro Leu Ala 

: :;5te,." : : -\ /;-"_ \ 570 575 

Ala- Ser Leu .Glu Ala ; : Thr Prp Ala Phe Arg Leu Ala Asp Ser Arg Thr 

. >5b;o; ;-*.-; :-.t sss" ';. 590 



." >5R0, >y:'y- .": \ 585' .. 



Asn Pro Ala: Gl>r..%g ;Phe Ser "Thr Gin £lu Glu lie Gin Ala Arg Leu 

'5 95 . -■ > "."/ ? « , 6.00; 605 



Ser Ser Val; lie 'Ala Asn Gin. Asp Pro "lie Ala Val 

610 V. ,..V. ,..6*15;/ 620 



<210> 108 .. :■; 

<211> .251 >'•' '•'/•""'•?*" 



<2i2> pelt; .' .'.V. - v 

. <213> Artificial : segue?ice 
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<220> ..... 

<223> .A novel -predicted 1 alternative spliced- variant protein product 
<400> 108, 

Met Ser Glu Arg . Lys Glu Gly Arg. Gly Lys Gly Lys Gly Lys Lys Lys 
1 ' 5 . 10 15 



Glu Arg Gly Ser. Gly. ..Lys Lys Pro Glu Ser Ala Ala Gly Ser Gin Ser 

; • .20" :'. 25 . • 30 



Pro Ala Leu Pro. Pro -Gin Leu Lys Glu Met Lys Ser Gin Glu Ser Ala 
35 .40 : 45 



Ala Gly Ser Lys Leu Val Leu Arg Cys Glu Thr Ser Ser Glu Tyr Ser 
50 .55 '•• - 60 



Ser Leu Arg Phe Lys Trp Phe Lys Asn Gly Asn Glu Leu Asn Arg Lys 
65 • 70- 75 80 



Asn Lys Pro Gin' Asn rie Lys lie Gin Lys Lys Pro Gly Lys Ser Glu 

1 85.'-;'. . ?° - 95 



Leu Arg lie Asn Lys Ala Ser Leu. Ala Asp Ser Gly Glu Tyr Met Cys 

.• 100 • 105 .110 

Lys- Val ile.:Ser- Lys 5 Leu Gly Asn Asp. Ser Ala Ser Ala Asn lie Thr 

lis.;'' J 'V: ; :' 120- 125 

He Val. Glu Ser . Ash. : Glu lie lie Thr Gly Met Pro Ala Ser Thr Glu 

130 . . I"'.- " 135 '. 140 



Gly Ala Tyr Val Ser .Ser Glu Ser Pro Tie Arg lie Ser Val Ser Thr 
.145 ■* 'ISO V *.-" 155 160 

G"Ui Gly. Ala Asn -Thr Ser Ser Ser Thr- Ser Thr Ser Thr Thr Gly Thr 
165 170 175' 

Ser His .Leu Val Lys Cys. Ala Glu Lys. fclu Lys Thr Phe Cys Val Asn 
18tf- * \; ".■;",.-'*:.' «. -185 •. 190 

•Gly Gly Glu. CyS ■ Phe_- Met Val Lys Asp Leu Ser Asn Pro Ser Arg Tyr 
195 • ■ -200. 205 

Leu Cys Lys Cys. Pro' Asn Glu Phe Thr Gly Asp Arg Cys Gin Asn Tyr 
210' ' . ■' 215 - 220 

Val. Met. Ala;.Se^ Phe^Tyr Arg .Asn Ser -Gly Lys Ser Cys Met Thr Val 
'225- ""'?'•.'> '/V230 V.*- - 235 240 

Phe Gly Arg* Ala .Plie. Gly Leu Asn' Glu Thr He 

■'•*"*.: 24$ : >: ' -250 

<2io> iq'9 ' ; • •" '-' 

<211> 224. - V."- ; '^ v ..". ; "; *. • 

•<212> ..prt/-.' •''•I':?;;. ; \ ■ 
. <213> Artificial" sequence * - 

<220> • v . V. 

<223> A^nb^el." predicted ait eraatiye spliced variant protein product 



WO 2005/071059 



209 



PCT/1L2005/000107 



<400> X09 

Met Ser Glu Arg- Lys - Glu Gly Arg Gly Lys Gly Lys Gly Lye Lys Lys 

a '. \ ■ ST " " 10 . 15 



Glu Arg* Gly .Ser Gly Lys Lys .Pro Glu Ser Ala Ala Gly Ser Gin Ser 

20 .25 ' , 3 0 



Pro Ala Leu Pro.. Pro. Gin Leu .Lys Glu Met Lys Ser Gin Glu Ser Ala 
. 35 40 ' 45 



Ala Gly Ser Lys Leu . Val Leu Arg Cys Glu Thr Ser Ser Glu Tyr Ser 
50 55 ■ 60 



Ser Leu Arg-.Phe Lys Trp Phe Lys. Asn Gly Asn Glu Leu Asn Arg Lys 
65 '7*0 75 80 



Asn. Lys Pro Gin Asn lie. Lys lie Gin Lys Lys Pro Gly Lys Ser Glu 

* • 85..' 90 95 



Leu Arg lie Asn Lys Ala Ser Leu Ala Asp Ser Gly Glu Tyr Met Cys 

' ioo . 105 110 



Lys Val lie . Ser.. Lys Leu Gly .Asn Asp Ser Ala Ser Ala Asn lie Thr 
li's . . 126 ■ 125 



• lie Val Glu Ser/Asn. ;Glu lie lie Thr Gly Met Pro Ala Ser Thr Glu 
- 130 '*' ' • 135 140 



Gly Ala Tyr Val Ser- Ser Ala Thr Ser Thr Ser Thr Thr Gly Thr Ser 
145 ISO . •: • ; 155 160 



His Leu Val- Lye- Cys.. Ala Glu Lys" Glu Lys Thr Phe Cys Val Asn Gly 

' ; 165 "* ', " 170 175 

Gly Glu Cys' Phe Met Val Lys Asp. Leu Ser Asn Pro Ser Arg Tyr Leu 
180- . • 185 190 



Cys Lys Cys . Pro Asn Glu' Phe Thr.;Gly Asp Arg Cys Gin Asn Tyr Val 
.195 ' 200 " . * 205 



Met Ala Ser Phe Tyr Ser Thr Ser Thr Pro Phe Leu Ser Leu Pro Glu 

210 - l * * j ■ • \ 215 2'20 

<210> 110 • . - 
.<211> 194 • ..: * 

<212> " PRX. . • 

<213> Artificial' sequence- 

<22.0> . \ ' .' •. • '' ' 

<223> • A. noyei; predicted; alternative spliced variant protein product 

<400> _ iio :•■ Vl -/V. ( V : ! : 

Met Ser Glu Arg' Lys .Glu Gly Arg Gly Lys Gly Lys Gly Lys Lys Lys 

1 . '••'5;.vV ' 10« ; 15 

Glu Arg Gly : Ser Gly; ^Lys " Lys Pro. Glu . Ser Ala Ala Gly Ser Gin Ser 

•. .' : 20 : " ' /. _ , " \ ' \ 25 ■ " . 30 



Pro Ala '.Leu Pro- Pro . Gin 



Leu Lys Glu Met Lys Ser Gin Glu Ser Ala 



WO 2005/071059 



210 



PCT/1L2005/000107 



35 . .40 45 



Ala Gly Ser Lys Leu Val Leu Arg Cys Glu Thr Ser Ser Glu Tyr Ser 

50 "•""*.* 55 . • 60 

Ser Leu Arg phe Lys- Trp. Phe Lys Asn Gly Asn Glu Leu Asn Arg Lys 

65 . * ' 70 - ■ . . -75 80 



Asn Lys Pro Gin Asn. lie .Lys. lie Gin Lys Lys Pro Gly Lys Ser Glu 

■ -.85- • • r.. . 90' " 95 

Leu Arg Tie- Asn* Lys' .Ala Ser. Leu Ala Asp Ser Gly Glu Tyr Met Cys 

' ■■ 100 • '.••105 "-' 110 



Lys Val lie Ser .Lys .JLeu Gly. Asn Asp. Ser Ala Ser Ala Asn lie Thr 
115 : 120 125 



lie Val Glu Ser Asn- Glu. lie lie Thr Gly Met Pro Ala Ser Thr Glu 

130 ' ' • * . ^35 140 



.Gly Ala Tyr Vai Ser Ser Ala Thr Ser Thr Ser Thr Thr Gly Thr Ser 
145 " V-150 155 ~ 160 



His Leu Val Lys' Cys Ala Glu Lys Glu Lys Thr Phe Cys Val Asn Gly 
165 170 175 



Gly Glu Cys Plie, Met Vai Lys Asp Leu Ser Asn Pro Ser Arg Tyr Leu 
180 : ■ '. « 185 190 



Cys Lys 



<210> an 

<211> 224 .... 

<212> PRT '. 

<213> Artificial' sequence ' 

<220>- ' ; 

• <223> A novel predicted alternative spliced variant protein product 

. <400> in .«••".*-"..".: 

Met Ser .Glu Arg Lys G%u 'Gly Arg Gly- tys Gly. Lys Gly Lys Lys Lys 

i * ' ,>5.;>., ' io. is 

Glu Arg Gly- Ser Gly. Lys Lys Pro Glu Ser Ala Ala Gly Ser Gin Ser 

. 20; -V ..; • ■ ■ • 25 30 

Pro Ala Leu Pro. Pro Arg Leu Lys Glu Met Lys Ser Gin Glu Ser Ala 

35 i ■ ' • -4.0. 45 

Ala Gly Ser, Ly^ Leu... Val Leu'-Arg Cys Glu- Thr Ser Ser Glu Tyr Ser 

so . a;v:'-.:: : '55 v . . v. eo . 

Ser Leu Arg" Phe .Lys;. Trp Phe- Lys Asn Giy Ash Glu Leu Asn Arg Lys 

65 -* *" 'i'\l.O', V : -' 75 80.' 

Asn Lys £rp pin AshVile Lys- lie. Gin Lys Lys Pro Gly Lys Ser Glu 

-■"•JS :9'6 95 
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Leu Arg He Asn Lys Ala Ser Leu Ala Asp Ser Gly Glu Tyr Met Cys 
. 100 105 • ~ HO 



Lys Val He Ser Lys Leu Gly Asn Asp Ser Ala Ser Ala Asn He Thr 
115 120 125 



He Val Glu Ser Asn .Glu- He lie Thr Gly Met Pro Ala Ser Thr Glu 
130 135 140 



Gly Ala Tyr Val Ser Ser Ala Thr Ser Thr Ser Thr Thr Gly Thr Ser 
145 ■ . .. .150 . . . 155 160 



His Leu Val Lys Cys Ala Glu- Lys Glu Lys Thr Phe Cys Val Asn Gly 
165" 170 175 



Gly Glu Cys Phe Met Val Lys Asp Leu Ser Asn Pro Ser Arg Tyr Leu 
180 185 190 



Cys Lys Cys Pro Asn Glui. Phe Thr Gly Asp Arg Cys Gin Asn Tyr Val 
.195. • * 200 205 



Met Ala Ser . Phe Tyr Ser Thr Ser Thr Pro Phe Leu Ser Leu Pro Glu 

210 *• 215 . . 220 



<210> 112 

<211> 445 

<212> PUT 

<213> Artificial .sequence 

<220> ' : . 

<223> A novel predicted, alternative spliced variant protein product 

<400> 112. ■ ■• 

Met Ser Glu Arg Lys.' Glu Giy.Arg Gly Lys Gly Lys Gly Lys Lys Lys 
1 • 5 " ■ 10 * 15 

Glu Arg Gly; Ser Gly. Lys Lys* Pro Glu Ser Ala Ala Gly Ser Gin Ser 

-2b . "•" 25 30 

Pro Ala Leu" Pro", pro "Arg Leu Lys Glu Met Lys Ser Gin Glu Ser Ala 

35 . . 40- . . 45 

Ala Gly Ser Lys . Leu Val-. -Leu Arg.. Cys Glu Thr Ser Ser Glu Tyr Ser 

50 . . - 55. * /6o' 

Ser Leu Arg Phe Lys Trp Phe Lys Asn Gly Asn Glu Leu Asn Arg Lys 
65 - 70- 75 80 

Asn Lys Pro Gin . Asn ile Lys lie Gin .Lys. Lys Pro Gly Lys Ser Glu 

• . 85. ' ; - • 90 95 

Leu Arg He. Asn; Lys /Ala Ser Leu. Ala Asp Ser Gly Glu Tyr Met Cys 
lod- - .. v, ; V . ' : 105 * ' .. 110 

Lys val He ^ ser '.Lys Leu Gly- Asn Asp Ser Ala Ser Ala Asn He Thr 
115 ; ■ "-: 120" * ■/ ' • 125 

He Val Glu. Ser' Asn .Glu iie ;He;.Thr Gly Met Pro Ala Ser Thr Glu • 

130 / .■<:--■.'-; : 135 - • 140 
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Gly Ala Tyr Val Ser Ser Ala Thr .Ser Thr Ser Thr Thr Gly Thr Ser 
145 iso ' 155 160 

His Leu Val Lys Cys Ala Glu Lys Glu Lys Thr Phe Cys Val Asn Gly 
165 170 175 



Gly Glu Cys Phe Met 'Val Lys. Asp Leu .Ser Asn. Pro Ser Arg Tyr Leu 
180 •. " 185 .190 



Cys Lys Cys. Gin. -Pro Qly Phe Thr Gly Ala Arg Cys Thr Glu Asn Val 

195 * •' . • 200 205 



Pro Met Lys val Gin ; Asn Gin Glu Lys Ala Glu Glu Leu Tyr Gin Lys 
210 ' 215' 22 0 



Arg Val Leu Thr lie Thr . Gly lie Cys Xle Ala Leu Leu Val Val Gly 
225 230 235 240 



He Met Cys Val Val Ala Tyr Cys Lys Thr Lys Lys Gin Arg Lys Lys 
245 - 250 255 



Leu His Asp Arg Leu Arg Gin Ser Leu Arg Ser Glu Arg Asn Asn Met 
260 . 265 270 



Met Asn lie Ala Asn -Gly Pro His His Pro Asn P.ro Pro Pro Glu Asn 
275 ' 280 285 



Val Gin Leu Val. Asn Gin Tyr Val Ser Lys Asn Val lie Ser Ser Glu 
290 295 . 300 



His He Val. Glu Arg Glu Ala Glu Thr Ser Phe Ser Thr Ser His Tyr 
305 ■ , 310 315 320 



Thr Ser Thr Ala His His Ser . Thr Thr Val Thr Gin Thr Pro Ser His 

. -.325. • *" 330 . 335 



Ser Trp Ser. Asn Gly' His Thr • Glu Ser lie Leu Ser Glu Ser His Ser 
• 340* • 345 .V . • 350 



Val lie Val Met.. Ser; '.Ser Val*. Gl.u Asn Ser Arg His Ser Ser Pro. Thr 

-3.55/.- : . '.'■/'' . .360.- 365* 

Gly Gly .ProArsf GiyArg.Leu Asn Gly .Thr Gly Gly Pro Arg Glu Cys 
370" ■ ' . 3.75 380 



Asn Ser Phe. Leu Arg His Ala Arg Glu Thr Pro Asp Ser Tyr Arg Asp 
385 . 390 395 400 



Ser Pro His Ser . Glu' Arg His Asn Leu lie Ala Glu Leu Arg Arg Asn 

...405 ■' 410 • 415 



Lys Ala. His Arg Ser; Lys Cys Met Gin -Xle Gin Leu Ser Ala Thr His 

430.' p^:*.:'- 1 ">.-.. - '425 ;.'/. . -430 

Leu Arg Ser" Ser ..'Ser .Sle Pro Hi's " Leu Gly Phe He Leu 
43.5 ' '•!'. !•; *y-'-Vy V "440 ,-V - • 445'. 



WO 2005/071059 



213 



PCT/1L2005/000107 



<210> 113 

<211> 252 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> A novel predicted • alternative spliced variant protein product 

<400> 113 ' 

Met Ser Glu Arg. Lys Glu Gly Arg .Gly Lys Gly Lys Gly Lys Lys Lys 
1 . : 5 " 10 15 



* . . ■ ■* 

Glu Arg- Gly Ser Gly Lys Lys Pro Glu Ser Ala Ala Gly Ser Gin Ser 
20 25 30 



Pro Ala Leu Pro* Pro Arg Leu .Lys .Glu Met Lys Ser Gin Glu Ser Ala 
35 V*0" ' 45 

Ala Gly. Ser Lys Leu. Val Leu': Arg: Cys -Glu Thr Ser Ser Glu Tyr Ser 
SO 55" ' - 60 



Ser Leu Arg - Phe. Lys Trp Phe Lys. Asn Giy Asn Glu Leu Asn Arg Lys 

65 ' -70." v 75 80 



Asn Lys Pro Gin- Asn' lie Lys lie Gin Lys Lys Pro Gly Lys Ser Glu 

. . -85'' . ' 90 95 



Leu Arg lie Asn Lys; Ala Ser .Leu Ala Asp Ser Gly Glu Tyr Met Cys 
100 105 "•; 110 



Lys Val lie Ser. Lys Leu Gly Asn Asp Ser Ala Ser Ala Asn lie Thr 
115 120 125 



lie Val Glu Ser Asn : Glu lie lie Thr Gly Met Pro Ala Ser Thr Glu 
130 ••"> • ; • 135* .140 

Gly Ala Tyr Vai' Ser ' Ser Giu..Ser Pro lie Arg lie Ser Val Ser Thr 
145 ISO. ' : 155 . 160 



Glu Gly Ala: Asn .Thir".. Ser Ser* Ser Thr Ser Thr Ser Thr Thr Gly Thr 
. . 165'. '-: "... 170 175 



Ser His Leu Val Lys" Cys Ala Glu. Lys Glu Lys Thr Phe Cys Val Asn 

•i8p..\';v, 185 190 

Gly Gly Glu Cys* .Phe. Met-. Val - Lys. ;Asp' lieu Ser Asn Pro Ser Arg Tyr 
195 • \2'0p .' • i" * : 205 

Leu Cys Lys Gly. Gly 'Gly Ala' Val Pro Glu Glu Ser Ala Asp His Asn 

210.' „*-/.•■ 215 ■'.' 220 

Arg His Leu His' Arg .Pro Pro .-Cys Gly .Arg His His Val Cys Gly Gly 
225 ' 230 1 . 235 240 



Leu Leu Glh' Asia' Gin T.Glu Thr Ala. Glu Lys Ala Ala 

.V ■/ :'- 24^.,y>. ..' : ; ;\ . »25 ; 0 

<210> il4 V* ..•/rAX-":'"'/-' • : '* " •' 
<211> 539. " • ■ -.>*' ! V. ..; • 

<212> PRT 
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<213> Artificial sequence 

<22o> ' 

<223> A novel : predicted alternative spliced variant protein product 
<400> 114 

Met Ser Glu Arg Lys Glu Gly Arg Gly Lys Gly Lys Gly Lys Lys Lys 
1 5 10 • ~ ^ 

Glu Arg G3y Ser Gly Lys Lys Pro Glu Ser Ala Ala Gly Ser Gin Ser 
20 * ,25 30 

Pro' Ala t»eu :Pro. Pro/ Arg. Leu .Lys Glu "Met Lys Ser Gin Glu Ser Ala 

35. ; . • • 4o' 45 

Ala Gly Ser- Lys' Leu. -Val. Leu. Arg Cys Glu Thr Ser Ser Glu Tyr Ser 

50 • ' ; 55 -.. - 60 



Ser Leu Arg : Phe" Lys ' Trp Pjie'. Lys Asn Gly Asn .Glu Leu Asn Arg Lys 
65 70 75 80 



Asn Lys Pro Gin. Asn*. lie Lys .lie Gin Lys Lys Pro Gly Lys Ser Glu 

- 85/ 'I*.- -90 95 



Leu Arg He Asn Lys "Ala, Ser Leu Ala Asp Ser Gly Glu Tyr Met Cys 
100- ' - 105 . 110 



Lys Val .lie. Ser Lys . Leu Gly Asn Asp Ser Ala Ser Ala Asn He Thr 
115 : 120 . 125 



He Val Glu Ser Asn- Glu He He - Thr Gly Met Pro Ala Ser Thr Glu 
130 . 135 140 



Gly Ala, Tyr. Val-. SerC.Ser Glu .Ser. Pro lie Arg lie Ser Val Ser Thr 
145 /MO - 155 160 



Glu Gly Ala" Asn .Thr.. Ser Ser, §er: Thr Ser Thr' Ser Thr Thr Gly Thr 

•• Vies-*..-- : .'.'.:. s " -.170 175 

Ser His Leu VkX Lys/Cyd Ala. Glu Lys Glu Lys Thr Phe Cys Val Asn 

'.ifO Vf; . --. '.185 / 190 

Gly Gly ' Glu Cys' .Plie Met Val Lys .Asp , Leu Ser Asn Pro Ser Arg Tyr 
X95 • ■» \ v. 2 f>° ' 205 

.Leu Cys Lys Cys.'Glh pro. Gly. Phe ..Thr Gly Ala Arg Cys Thr Glu Asn 
210 - - - v.\ 'iis *' 220 



Val Pro Met 'Lys Vaa Gin Asn Gin Glu Lys Ala Glu Glu Leu Tyr Gin 
225 ':/ - ■ '236 * -V 235 240 



Lys Arg Val* Leu Thr. lie Thr Gly lie Cys He Ala Leu Leu Val Val 

' • ''•JaJlS-:-'' 250 ' . ' 255 

Gly He Met Cys- Val Val Ala Tyr- Cys Lys Thr Lys Lys Gin Arg Lys 

. ; / 2CtV>^ 265 .." ' 270 

Lys Leu His;;Asp : Ai^!..'Leu Argr Glii Ser- Leu. Arg Ser Glu Arg Asn Asn 

275 * *:■•', ■.'..V : ::"'* : -280; : 285 . 
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Met Met Asn lie Ala Asn Gly. Pro . His His Pro Asn Pro Pro Pro Glu 
290 295 300 



Asn Val Gin Leu Val Asn Gin Tyr Val Ser Lys Asn Val He Ser Ser 
30S 310 31S 320 



Glu His He Val Glu Arg Glu Ala Glu Thr Ser Phe Ser Thr Ser His 

" 325V- ' 330 335 



Tyr Tnr Ser Thr Ala His His Ser Thr Thr Val Thr Gin Thr Pro Ser 

- 340." ' — ' - 345 , 350 



His Ser. Trp.;Ser' Asn Gly His Thr Glu Ser He Leu Ser Glu Ser His 

" 355 *. • \ ; 360 365 



Ser Val- He Val Met' "Ser Ser Val Glu Asn Ser Arg His Ser Ser Pro 

370 • • \ *" .**;•'* 3'75 380 



"Thr Gly Gly Pro Arg.Gly Arg' Leu. Asn Gly Thr Gly Gly Pro Arg Glu 
385 3 90 . ' 395 400 



Cyis Asn Ser, Phe Leu Arg His Ala Arg Glu Thr Pro Asp Ser Tyr. Arg 
' " 405 ; 410 415 



Asp Ser Pro His Ser Glu ? Ajrg Tyr Val Ser Ala Met Thr Thr Pro Ala 
420' . " '425 430 



Arg Met Ser Pro Val Asp Phe His Thr Pro Ser Ser Pro Lys Ser Pro 
435; . 440 . 445 



Pro Ser- Glu Meb Ser Pro Pro Val Ser Ser Met Thr Val Ser Met Pro 

450 ■ ' '..' ' 455 • 460 



Ser Met Ala ; Vajl'. Ser Pro. Phe Met Glu Glu Glu Arg Pro Leu Leu Leu 
465 V- 470 *"V 475 480 

. Val Thr Pro" Pro Arg ". Leu Arg" Glu Lys Lys Phe Asp His His Pro Gin 

■;\.48^;.\ .//."; "490 * 495 

Gin Phe Ser Ser. Phe •.His His. Asn> Pro Ala His Asp Ser Asn Ser Leu 

' . \SC?6 w - V.;;.^;/ ■ • >- 505 510 

Pro Ala Ser Pro -Leu- Arg lie Val Glu Asp Glu Glu Tyr Glu Thr Thr 

515 !"*•:"•.■ .' 'S2'Q' 525 



Gin Glu Tyr. Glu Pro Ala. Gln'.Glu Pro- .Val Lys 

530 - : '- : }x 335.../.' ■ " * 

<210> 115. . 

<211> 1180 • •".•■/*.. ■ 

<212> PRT ' ;•'/. .'- 

<213>- Artificial sequence-. 

<220> "*•'.".' ' ''. '"V'U" ";.'■* "."•'• 
* <223> A jiovel.predicted .alternative spliced variant protein product 

<400> 115 i- * 

Met Ar<y : Ser/Pfo/A^^jTir- Ar]j Gly Arg Ser Gly Arg Pro. Leu Ser Leu ■- 
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10 15 



Leu Leu. Ala Leu Leu Cys Ala Leu Arg Ala Lys Val Cys Gly Ala Ser 
20 25 " 30 



Gly Gin Phe Glu Leu Glu. lie Leu Ser Met Gin Asn Val Asn Gly Glu 
35 40 45 



Leu Gin Asn Gly Asn Cys Cys Gly Gly Ala Arg Asn Pro Gly Asp Arg 
50 . 55 60 



Lys .Cys Thr Arg Asp Glu Cys Asp Thr Tyr Phe Lys Val Cys Leu Lys 
65 ' 70 75 80 



Glu Tyr Gin Ser Arg. Val Thr. Ala Gly Gly Pro Cys Ser Phe Gly Ser 
' 85 90 95 

Gly Ser Thr Pro Vai- Xle G*Ly Gly Asn "Thr Phe' Asn Leu Lys Ala Ser 
" 10.0' * 105 ' 110 



Arg Gly Asn' : Asp* Arg . Asn Arg lie Val Leu Pro Phe Ser Phe Ala Trp 
US' '120 . .125 



Pro Arg" Ser Tyr' Thr Leu Leu Val Glu Ala Trp Asp Ser Ser Asn Asp 
130 135 140 



Thr Val Gin Pro Asp" Ser' lie lie- Glu Lys Ala Ser His Ser Gly Met 
145 150 155 160 



lie Asn Pro Ser Arg Gin Trp Gin Thr Leu Lys Gin Asn Thr Gly Val 
165 ' ' 1 170 175 



Ala His Phe' Glu Tyr' Gin ile Arg. Val Thr Cys Asp Asp. Tyr Tyr Tyr 
180 185 190 



.Gly Phe Gly Cys Asn Lys Phe .Cys Arg Pro Arg Asp Asp Phe Phe Gly 
195 '200 • 205 



His Tyr Ala .Cys: Asp Gin Asn Gly Asn Lys Thr Cys Met Glu Gly Trp 
210 * 215* ' 220 

Met Gly -Pro ' Glu. Cys'iAsn Argf •Ala" lie Cys Arg Gin Gly Cys Ser Pro 
•225 '00 • 235 240 



Lys His Gly Ser : Cys . Lys Leu Pro Gly Asp Cys Arg Cys Gin Tyr Gly 

.•••245-". • '.V •■ '250 ' 255 



Trp Gin" Gly Leu .Tyr- Cys Asp Lys Cys lie Pro His Pro Gly Cys Val 
260. .... .265. "' 270 



His Gly lie . Cys Ash' Glu- Pro- Trp Gin Cys Leu Cys Glu Thr Asn Trp 
275 280 285 



Gly Gly Gin' Leu Cys. Asp Lys ASp' Leu Asn Tyr Cys Gly Thr His Gin 

290 . . - • '■"•■. * 295 300 . 



Pro Cys Leu Asn Gly- Gly Thr Cys Ser Asn Thr Gly Pro Asp Lys Tyr 

305 ' : : 1 .'-v. : 3 : 'a0 . . 315 320 
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Gin Cys Ser Cys .Pro Glu Gly Tyr Ser Gly Pro Asn Cys Glu lie Ala 
325 330 335 



Glu His Ala Cys Leu Ser Asp Pro Cys His Asn Arg Gly Ser Cys Lys 
340' 34S '. 350 



Glu Thr Ser Leu Gly Phe Glu Cys Glu Cys Ser Pro Gly Trp Thr Gly 
355 36*0 365 



Pro Thr Cys Ser Thr Asri lie Asp Asp Cys Ser Pro Asn Asn Cys Ser 
370 - 375 - 380 



• His Gly Gly Thr- Cys Gin Asp Leu Val Asn Gly Phe Lys Cys Val Cys 
385 • • 350 - 395 400 



Pro Pro Gin Trp Thr Gly Lys Thr Cys Gin. Leu Asp He Asn Asp Cys 
40.5 \ 410 415 



Leu Gly Gin Cys Gin * Asn Asp Ala- Ser Cys Arg Asp Leu Val Asn Gly 

• -420' ; . . ". 425 430 

Tyr Arg Cys lie Cys* Pro Pro . Gly Tyr Ala Gly Asp His Cys Glu Arg 
435 ' ,' '440 445 



Asp He Asp" Glu "Cys -Ala Ser' Asn Pro Cys Leu Asn Gly Gly His- Cys 
450 - • ' • 455 460 



Gin Asn Glu He Asn .Arg Phe Gin Cys Leu Cys Pro Thr Gly Phe Ser 
465 4-70 ' 475 ' 480 



Gly Asn Leu- Cys Gin Leu Asp He Asp Tyr Cys Glu Pro Asn Pro Cys 
' . 485 • 490 495 



Gin Asn Gly. Ala Gin Cys Tyr Asn Arg Ala Ser Asp Tyr Phe Cys Lys 
500 .505 510 



Cys Pro Glu .Asp'.TypGlu Gly Lys Asn Cys Ser His Leu Lys Asp His 

515.'. \<\ : .'' ' -V- 520' 525" 



Cys Arg Thr' Thr; Pro ;Cys Glu .Val/ He Asp Ser Cys. Thr Val Ala Met. 
530 ■■">.•■-■-" 535 540 



Ala Ser Asn Asp' Thr, Pro Glu Gly." Val Arg Tyr He Ser Ser Asn Val 
545 " - 550 * * 555 560 



Cys Gly Pro His Gly-. Lys Cys Lys Ser Gin Ser Gly Gly Lys Phe Thr 
" SffS- v/ S70 575 



Cys Asp Cys As^-Lys Gly ( Phe . Thr Gly. Thr Tyr Cys His Glu Asn lie 

•:S8'6 1 \ V.':". ■;• : 585 -.'.- 590 



Asn Asp. Cys Glu' Ser Asn Pro Cys Arg Asn Gly Gly Thr cys He Asp 

595 . ~ ' . * * '. 600 • ^ 605 



Gly Val- Asn Ser-. Tyr' Lys Cys He Cys Ser Asp Gly Trp Glu Gly Ala 

- 610 *•'• ■■'[•■ •• : '615 ' 620- 
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Tyr Cys Glu. Thr Asn'IjieAsn Asp .Cys Ser Gin Asn Pro Cys His Asn 

625 630 -._* ': • \ . 63S 640 



Gly Gly Thr Cys Arg Asp Leu Val. Asa Asp Phe Tyr Cys Asp Cys I*ys 
. .645 . ; '. . 650 * 655 



Asn Gly Trp . Lys Gly Lys' Thr Cys. His' Ser Arg Asp Ser Gin Cys Asp 
660. • 665 -!. 670 



Glu Ala Thr Cys Asn Asn Gly Gly Thr Cys Tyr Asp Glu Gly Asp Ala 
675 680 . 685 



Phe Lys. Cys Met Cys .Pro Gly Gly Trp Glu. Gly Thr Thr Cys Asn lie 
690 695 700 

Ala Arg Asn Ser. Ser - Cys Leu Pro- Asn. Pro Cys. His Asn Gly Gly Thr 
705 •• -7lfl - . 715 ' 720 



Cys Val Val Asn Gly Glu Ser * Phe Thr Cys Val Cys Lys Glu Gly Trp 

■ • .725"; '■ 73 0 735 

Glu Gly .Pro- Ile v Cys; .Ala Gin ; Ash Thr Asn Asp Cys Ser Pro His Pro 
• 7 40 ■ * " ; 745. 750 

Cys Tyr' Asn Ser Gly* Thr Cys Val Asp Gly Asp Asn Trp Tyr Arg Cys 
755 . -760. 765 

Glu Cys Ala Pro Gly /Phe Ala . Gly Pro Asp Cys Arg He Asn He Asn 
770 - 775 ' 780 

Glu Cys Gin Ser Ser Pro: Cys Ala Phe Gly Ala Thr Cys Val Asp Glu 
785 * 1 790 ' 795 " 800 

He Asn Gly Tyr-Arg Cys Vai Cys Pro Pro Gly His Ser Gly Ala Lys 
V 805 '. 810 815 

Cys Gin Glu Vai Ser. Gly Arg Pro -Cys lie Thr Met Gly Ser Val He 
. 820 . -J 825 830 

Pro Asp Gly .Aia L£s : : Trp Asp Asp Asp Cys Asn Thr Cys Gin Cys Leu 
83S". -'■ 840 845 

Asn Gly Arg. Ile.AlV fCys Ser Lys Vai Trp Cys Gly Pro Arg Pro Cys 

850 /\ •': :•'.* • - 8 5s seo 

Leu Leu His; Lys' 'Gly %±a Ser., Glu Cys Pro Ser Gly Gin Ser Cys He - 

865 ; . "... V" V"'*-^ 7 9- *■*■■*>.•: .\ '"■ 875* 880 

Pro He Leu Asp Asp Gin Cys Phe' Val His Pro Cys Thr Gly Val Gly 

.'885.*'; :."'■••;; .•* 690 895- 

Glu Cys Arg Ser. Ser . Ser Leu Gin Pro Val Lys .Thr Lys Cys Thr Ser 
900; ' •/'..' ..' '90S.'*. 910 

Asp Ser Tyr Tyi: Gin Asp. Asn Cys Ala Asn He Thr Phe Thr Phe Asn 

915 r \\ ' ; 920 . 925 
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Lys Glu. Met Met Ser Pro- Gly Leu Thr Thr Glu His lie Cys Ser Glu 

930 .'. • 935 • . 940 



Leu Arg Asn Leu Asn JCle Leu* Lys Asn Val Ser Ala Glu Tyr Ser lie 
945 " 950 ' 955 ~ 960 



Tyr lie Ala Cys Glu' .Pro Ser "Pro Ser Ala Asn Asn Glu lie His Val 
' ■ .965 970 975 



Ala lie Ser Ala Glu Asp. He Arg Asp Asp Gly Asn Pro He Lys Glu 
980 ' V .V .985 990 



He Thr Asp Lys lie lie Asp Leu Val Ser Lys Arg Asp Gly Asn Ser 
995 1Q00 ' 1005 



Ser Leu. lie Ala Ala : Val Ala ■ Glu Val .Arg Val Gin Arg Arg Pro 
1010 1015: 1020 



Leu i*ys. -Asn- Arg.- Thr Asp- Phe.. 'Leu. Val Pro Leu Leu Ser Ser Val 
1025. .. ' \1030 1035 

• ■' '. ->. ■ - \ %r 

Leu Thr' Val 'Ala Tip' 'lie * -CjnB ,• \. Cys Leu Val Thr Ala Phe Tyr Trp- 
1040 * ":1045:\ 1050- 



.Cys Leu Arg. Lys Arg Arg Lys . Pro Gly Ser His Thr His Ser Ala 
1055 - . . .v.; :. 10(50 1065 



Ser Glu Asp" Asn Thr- Thr Asn" . .Asn Val Arg Glu Gin Leu Asn Gin 
1070 . 1075! 1080 



He Lys Asn Pro. lie Glu Lys ■ His Gly Ala Asn Thr Val Pro He 
1085 . " 1090 ' 1095 



Lys Asp Tyr Glu Asn Lys - Asn .Ser Lys Met Ser Lys He Arg Thr 
iioo iios - mo 



His Asn Ser Glu Val Glu. Glu Asp Asp Met Asp! Lys His Gin Gin 
1115 - -Y* * .V ; • -1120 • . 1125 

Lys Ala Arg. Phe Ala . : Lys <31n Pro Ala. Tyr Thr Leu Val Asp Arg 
1130 V* • : > 1 35:\ -..'1140' 

Glu Glu. Lys\Prp Pro * Asn: -.Gly f m Thr Pro. Thr Lys His Pro Asn Trp 
1145.- ' .;; .AlSO 'v- 1155 

Thr Asn' Lys. G3bp[ Asp Ash - Arg } Asp Leii; Glu Ser Ala Gin Ser Leu 
1160 V *' • . . .. xies 1170 

Asn Arg Met: Glu .Tyr;' lie :VaV 

1175 ' ■ . : 118.0 ., .... 

<2io> jli6 '/*• v'-'v ; 

<2ii> 1160- . • : ■•. 1 - v 
<2i2> p^t. , -. X- ■.■V. \. 'O'v - : .-■-*" 

<213> Artificial' sequence- .... . '.•*•• .• ■" 

<22b> \{" u f r ' ' "/''■ . • ' • 

<223> ' A novel, predicted alternative spliced variant protein product 

<4oo> 116 • ' . 
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Met Arg Ser Pro' ArTg; Tin: Arg- Qly Arg Ser Gly Arg Pro Leu Ser Leu 

Leu Leu Ala^ Leu Leu- Gys Ala, Leu Arg Ala Lys Val Cys Gly Ala Ser 

. \ . 20 - - 25 30 

Gly Gin. Phe Glu Leu.Glu lie Leu Ser Met Gin Asn Val Asn Gly Glu 

35 '.' ' •' '. 40 • 45 

Leu Gin Asn Gly Asn Cys' Cys Gly - Gly Ala Arg Asn Pro Gly Asp Arg 

50 . ■ \ ' 55 " so 

Lys Cys Thr Arg Asp .Glu Cys. Asp Thr Tyr Phe Lys Val Cys Leu Lys 
65 .70 75 80 

Glu Tyr Gin Ser Arg Val Thr Ala Gly Gly Pro Cys Ser Phe Gly Ser 

: 85 ' *■ 90 95 

Gly Ser Thr prp'vil 'ile Gly Gly Asn Thr Phe- Asn . Leu* Lys Ala Ser 

. ; ioct /iVvyf! ... ."• / ■■ 105" ■* no 

Arg Gly Asn : Asp;.A^rg '£sn Arigr lie". Val Leu Pro Phe Ser Phe Ala Trp 

lis'.". - : : i2p : • .; : .125 

Pro Arg Ser T^r* Tnr . Leu Leu Val Glu Ala Trp Asp Ser Ser Asn Asp 

130 • ■*•• ■^•.135'; • ' • 140 

Thr Val Gin Pro Asp Ser lie lie Glu Lys Ala Ser His Ser Gly Met 
145 . 'ISO 1'55 160 

He Asn Pro Ser. Arg Gin Trp - Gin .Tnr Leu Lys Gin Asn Thr Gly Val 

' V.i^ 5 , ' " ' 1^0 * 175 

Ala His Phe. Glu Tyr Gin- lie Arg Val Thr Cys Asp Asp Tyr Tyr Tyr 
. ISP • 185 ~ 190 

Gly Phe Gly Cys Asn-' Lys Phe Cys- Arg Pro Arg Asp Asp Phe Phe Gly 

195 ".Y - ■ ' 200 205 

His Tyr Ala Cys Asp Gin Asn Giy Asn Lys Thr Cys Met Glu Gly Trp 

210 ... .\\.~ : ;: • 215, ... 220 

Met. Gly Pro. : Glu. C^si'Asn Arg AOa He Cys Arg Gin Gly Cys Ser Pro 

225 . . r-v\ r\:;pb . "'. 235- ~ " 240 

Lys His Gly- Ser:..i^s);Lys..Leu;'Pro Gly Asp Cys Arg Cys Gin Tyr Gly 

: '/[l2%$;*y 250 255 

"Trp Gin Gly.: Leu- T^ : ;C*ys Asp. Lys Cys -lie Pro His Pro Gly Cys Val • 

.2 60 ' V . ■ •; ■ : • '•} 265 ' . 270 

His Gly lie Cys Asn ..Glu Pro. Trp Gin Cys Leu Cys Glu Thr Asn Trp 

Gly Gly Gin Leu- Cys -Asp. Lys .Asp Leu Asn Tyr Cys Gly Thr His Gin 
. 290- : "\ \ V". ; ' . 295 ' 300 
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Pro Cys Leu - Asn Gly- Gly Thr Cys Ser Asn Thr Gly Pro Asp Lys Tyr 
305 " * / 310 * 315 320 



Gin Cys Ser Cys Pro .Glu Gly Tyr Ser Gly Pro Asn Cys Glu He Ala 
' 32S 33 0 335 



Glu His Ala Cys Leu.' Ser Asp Pro Cys His Asn Arg Gly Ser Cys Lys 
340 ' ' . 345 350 



Glu Thr Ser Leu Gly Phe Glu Cys .Glu Cys Ser Pro Gly Trp Thr . Gly 

3S5 i ■ •■360'. 365 



Pro .Thr Cys Ser Thr ASn He Asp Asp Cys Ser Pro Asn Asn Cys Ser 

370 •' '.*' 375 380 



His Gly Gly Thr' Cys Gin Asp Leu Val Asn Gly Phe Lys Cys Val Cys 
385 3;90 395 400 



Pro Pro Gin Trp Thr Gly Lys Thr Cys Gin Leu Asp Ala Asn Glu Cys 
•'"405; 410 415 



Glu' Ala : Lys: Pro. C"YSv.Val • Asn Ala .Lys Ser Cys Lys Asn . Leu lie Ala 
" -420 '•>"'• „ \ 425 " 430 



Ser Tyr Tyr Cys Asp.' Cys lieu' P£o Gly Trp Met Gly Gin Asn Cys Asp 
435. '."44.0 445' 



lie Asn He Ash Asp Cys Leu Gly' Gin Cys Gin Asn Asp Ala Ser Cys 

450 ' »,;•'.. . 4S5 . f . '- 460 



Arg Leu Asp" He Asp Tyr C^rs Glu' Pro Asn Pro Cys Gin Asn Gly Ala 
465 ;' '470 . 475 480 



Gin Cys Tyr- Asn Arg Ala. Ser -Asp Tyr phe Cys Lys Cys Pro Glu Asp 
485 '■• ' 490 495 



Tyr Glu Gly Lys Asn Cys Ser His Leu Lys Asp His Cys Arg Thr Thr 
500 ' - .; -505 510 



Pro Cys Glu. Vai'Ile-Asp Ser .Cys Thr Val Ala Met Ala Ser Asn Asp 
'5iS ■-/'*'■ /'V ■ 520- 525' 



Thr Pro Glu- Gly- Val**Arg Tyr- He Ser Ser Asn Val Cys. Gly Pro His 

530 X :*.:: '■ 535 . \ ' 540 - 



. Gly Lys - ' Cys tLys' Ser.* Gin .Ser\;GiLy Gly Lys Phe Thr Cys Asp Cys Asn 

545 : ;-V'-V'550 W;-.: • 555' 560 



Lys Gly Phe Thr v Gly. Thr Tyr -.Cys His Glu Asn He Asn Asp Cys .Glu 

5j65'.--.: . r'\.\ • S7Q 575 

Ser Ash- Pro CyS Arg. Asn diy Gly Thr Cys He Asp Gly Val Asn Ser 
' 580 \ ' . • • " .'585 . 590 



Tyr Lys. Cys "lie Cys .Ser Asp Gly- Trp Glu Gly Ala Tyr Cys Glu' Thr 

595 ' . : •• ■■"V ' 600.;. -V.. 605 



Asn lie' Asn Asp cys . Ser - Gin Asn" Pro Cys His Asn Gly Gly Thr Cys 
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. 610 . 615 620 



Arg Asp Leu Val Aan Asp Phe Tyr Cys Asp cys Lys Asn Gly Trp Lys 
625 630 ' 635 640 



Gly Lys Thr Cys His/. Ser Arg iAsp Ser Gin Cys Asp Glu Ala Thr Cys 
*■ 645 650 655 



Asn Asn Gly Gly Thr Cys Tyr Asp Glu Gly Asp Ala Phe Lys Cys Met 
. 660 .'665 ■ 670 



Cys Pro Gly .Gly Trp <31u Gly Thr .Thr Cys Asn lie Ala Arg Asn Ser 
675. • 680 •* 685 



Ser Cys Leu. Pro Asn Pro. Cys,. His Asn Gly Gly Thr Cys Val Val Asn 
690 * 695 700 



Gly Glu Ser Phe Thr Cys Val Cys "Lys Glu Gly Trp Glu Gly Pro lie 
705 710 715 . 720 



Cys Ala Gin Asn Thr Asn Asp Cys Ser Pro His Pro Cys Tyr Asn Ser 

• : . 725." : 73.0 735 



Gly Thr Cys .Val Asp- Gly Asp Asn Trp Tyr Arg Cys Glu Cys Ala Pro 

-.740.. / "V • ' 745" . 750 

Gly Phe Ala. Gly ..Pro Asp Cys Arg lie Asn lie Asn Glu Cys Gin Ser 
' 755 ' •■ 760 765 



Ser Pro Cys . Ala Phe Gly Ala. Thr Cys Val Asp Glu lie Asn Gly Tyr 
770 ■ 775 780 



Arg Cys Val Cys Pro Pro Gly Hi's Ser Gly Ala Lys Cys Gin Glu Val 
785 790 795 800 



Ser Gly Arg Pro -Cys. lie .Thr Met Gly Ser Val lie Pro Asp Gly Ala 
- 805 ".810 815 



Lys Trp Asp Asp Asp Cys. Asn Thr Cys Gin. Cys' Leu Asn Gly Arg He 
820. 825 830 



Ala Cys Ser Lys ValvTrp Cys Gly Pro Arg Pro Cys • Leu Leu His Lys 
■ 835 * 840 845 



Gly His Ser. Glu Cys Pro Ser.Gly Gin Ser Cys He Pro He Leu Asp 
850' 855' . 860 

Asp Gln.C^sVphe^ValVHis Pro' Cys. -.Thr Gly Val Gly Glu Cys Arg Ser 

865 . * • {'.'.>* 8.7.0 \";«* . ; . -875\ ' 880 

. Ser Ser /lieu "Gin. Frb .Val Lys; Thr Lys Cys Thr Ser Asp Ser Tyr Tyr 
.885 "... 590 • 895 

Gin Asp Asn Cys- Ala.- Asn- lie Thr Phe Thr Phe Asn Lys Glu Met Met 

' ' 900;/ ;. ; \ ''. • . V, . 905 '* 910 

Ser Pro] Gly Leu ; "Thr .Thr Glu His He Cys Ser Glu Leu Arg Asn Leu 
915 ' : 920 *♦' 925 
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Asn lie' lieu- Lys . Asn .Val Ser Ala Glu Tyr Ser lie Tyr He Ala Cys 
930 " 935' 940 



Glu Pro Ser Pro Ser - Ala Asn' Asn Glu He His Val Ala He Ser Ala 
94S . . >\.950 955 960 



Glu Asp He, Arg Asp "Asp • Gly Asn Pro lie Lys Glu He Thr Asp Lys 
:" '965* 970 975 



He He Asp Leu. Val Ser Lys Arg Asp Gly Asn Ser Ser Leu lie Ala 
980.. 985. . 990 



Ala Val Ala Glu Val Arg' Val Gin Arg Arg Pro Leu Lys Asn Arg Thr 
995- " 1000 1005 



Asp Phe Leu Val Pro Leu Leu . Ser Ser Val Leu Thr Val Ala Trp 
1010 1015. 1020 



He Cys Cys Leu Val- Thr ' Ala Phe Tyr Trp Cys Leu Arg Lys Arg 
1025 * J. 1030. .1035 * 



Arg Lys Pro Gly . Ser . His. Thr His Ser; Ala Ser Glu Asp Asn Thr 
104*0 * • --. \ .*,.". . 1Q45 - 1050 

Thr Asn Asn Val Arg Glu G.ln Leu Asn Gin lie Lys Asn Pro He 
105S •' . • .1.060 1065 



Glu Lys His. Gly Ala' Asn Thr. .Val Pro He Lys Asp Tyr Glu. Asn 
1070 16.75. 1080 



Lys Asn Ser Lys Met Ser " Lys . He Arg Thr His Asn Ser Glu Val 
1085 - " 1090. 1095 



Glu Glu Asp Asp Met Asp Lys His Gin Gin Lys Ala Arg Phe Ala 
1100- 1105,. 1110 



Lys- Gin Pro Ala Tyr . Thr Leu :-Val Asp Arg Glu- Glu Lys Pro Pro 
1115 ' .1120 1125 



Asn Gly Thr pro Thr. Lys His Pro Asn Trp Thr Asn Lys Gin Asp 
1130 : \ . 1135- ■ 1140 



Asn Arg Asp -Leu. Glu Ser. Ala ; .Gln Ser Leu Asn Arg Met Glu Tyr 
1145 . - 'I .--■-"•"-:!: X150 • 1155 



lie Val * . : ".-'..*• 

1160 .-"./*. •.'/• ; •': - ! - 

<210> 117 ! '. > ;':' .. 

<2ii> ..1179 

<212> PRT /. ' 

<213> Artificial .sequence • / 

<220> . . V:!v ■ " 

, <223> A novel." 'predicted, alternative spliced' variant protein product 

<400> 117/ "•• ' . • 

Met Arg Ser "'Pro. Arg'»Thr .Arg.Gly Arg Ser Gly Arg Pro Leu Ser Leu 
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Leu lieu Ala Leu Leu Cys Ala Leu Arg Ala Lya . Val Cys Gly Ala Ser 

20 * '25 30 

Gly Gin Phe. Glu -Leu Glu lie Leu Ser Met Gin Asn Val Asn Gly Glu 
35 • -40 4S 

Leu Gin Asn Gly. Ash Cys Cys Gly Gly Ala Arg Asn Pro Gly Asp Arg 

60 

Lys Cys Thr Arg Asp Glu Cys Asp Thr Tyr Phe Lys Val Cys Leu Lys 

65 .- 70 . "\ 75 80 

Glu Tyr Gin Ser Arg Val Thr Ala Gly Gly Pro Cys Ser Phe Gly Ser 

.85' 90 95 

Gly Ser Thr Pro Vai lie Gly- Gly Asn Thr Phe Asn Leu Lys Ala Ser 
100 - 105 no 

■ Arg Gly Asn Asp Arg. Asn Arg lie Val Leu Pro Phe ' Ser Phe Ala Trp 

115 ;*'-.-;'.. 120 125 

Pro Arg Ser Tyr. Thr L'eu Leu Vai. Glu Ala Trp Asp Ser Ser Asn Asp 
130 13.5- 140 

Thr Val Gin Pro Asp Ser He lie Glu Lys Ala Ser His Ser Gly Met 

145 ■ ' * \\-150 V.- 155 160 

lie Asn Pro Ser Arg Gin Trp Gin Thr Leu Lys Gin Asn Thr Gly Val 
■165- 170 175 

Ala His Phe : Glu Tyr* Gin lie Arg Val Thr Cys Asp Asp Tyr Tyr Tyr 
180 . 185 190 

Gly Phe Gly Cys Asn Lys Phe Cys Argr Pro Arg Asp Asp Phe Phe Gly 
195 . , - 200 ; 205 

His Tyr Aia Cys Asp Gln^ Asn Gly Asn Lys Thr .'Cys Met Glu Gly Trp 
210 .\\ 215- '220 

Met Gly Pro Glu • Cys r - Ash Arg A3,a lie Cys Arg Gin Gly Cys Ser Pro 
225 . . . . 230 235 240 

Lys His. Gly, Ser. Cys - Lys Leu Pro Gly Asp Cys Arg Cys Gin Tyr Gly 
• ' 245" - 250 255 

'Trp Gin.. Gly/ Lew Tyr;-Ciys Asp' Lys Cys lie Pro His Pro Gly Cys Val 
* * 260' " : \\. '• 265 •'• 270 

i . ." *V« - ' " 

His Gly tie * cys ' Ash Glu Bra. Trp/ Gin Cys Leu Cys Glu Thr Asn Trp 

275 ' V ;V-.' VV ; . 280 •',* 285 

. Gly Gly qin Leu; Cys' /As)? Lys- Asp. Leu .Ash Tyr Cys Gly Thr His Gin 

290 : , v; • "' 295 .' / 300 ■ 

Pro Cys Leu. Asn* Gly '.Giy Thr Cys Ser Asn Thr Gly Pro Asp Lys Tyr 
305 - 310 * '315 * 320 
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Gin Cys Ser Cys Pro Glu Gly Tyr Ser Gly Pro Asn Cys Glu lie Ala 
. 3.25 ••. 330 * 335 



Glu His Ala ; Cys Leu- Ser Asp Pro Cys His Asn Arg Gly Ser Cys Lys 
•340 , 345 350 



Glu Thr Ser Leu' Gly Phe Glu.. Cys Glu Cys Ser. Pro Gly Trp Thr Gly 
.355 ' 360 365 



Pro Thr .Cys' Ser Thr). Asn He Asp Asp Cys Ser Pro Asn Asn Cys Ser 
370 375' 380 



•His Gly Gly Thr Cys Gin Asp Leu Val Asn Gly Phe Lys Cys Val Cys 
385 - 390 .-. 3-95 400 

Pro Pro Gin Trp Thr Gly Lys Thr.. Cys Glu Leu Asp Ala Asn Glu Cys 

. .. 405 " •'■ 410 415 



Glu Ala Lys Pro Cys 'Val Asn Ala Lys Ser Cys Lys Asn Leu He Ala 
420" " 425 430 



Ser Tyr Tyr- Cys.. Asp;. Cys Leu Pro Gly. Trp Met Gly Gin Asn Cys Asp 
435 440" * 445 



He Asn He Ash Asp " Cys Leu Gly. Gin Cys Gin Asn Asp Ala Ser Cys 
450 ' 455" '460 



Arg Asp Leu Val. Asn; Gly Tyr Arg Cys lie Cys. Pro Pro Gly Tyr Ala 
465 " -. •'" '470 ..v. ..^ • " 475 480 



Gly Asp His Gys s Glu. Arg Asp; lie -Asp Glu Cys Ala Ser Asn Pro Cys 
- 4.85'. - .490 495 



Leu Asn Gly Gly His Cys Gin Asn Glu 'He Asn Arg Phe Gin Cys Leu 
500. .- -505 510 • 



Cys Pro- Thr .Gly -Phe Ser . Gly Asn\Leu Cys Gin Leu Asp lie Asp Tyr 
515 520 ■ 525 



Cys* Glu Pro. Asn .Pro - Cys: Gin Asn Gly Ala Gin Cys Tyr Asn Arg Ala 
530 ■ V - • . sis ' 540 



Ser Asp Tyr- Phe ' Cys..- -L^s Cys Pro Glu Asp Tyr Glu Gly Lys Asn Cys 
545 ■*, •■550 • 555 . 560 



Ser His Leu • Lys' Asp . His Cys Arg Thr Thr Pro Cys Glu Val Tie Asp 
■ : . .. \ 57.0 ' 575 

Ser Cys Thr .Val, Alav Met Ala- Ser Asn Asp Thr Pro Glu Gly Val Arg 
• . : * *580, V . '■. '"■ 585* ' .. • " ■ 590 



Tyr lie Ser. Ser .Ash ; Val Cys Gly Pro His Gly' Lys Cys Lys Ser Gin 

• 595 . x '\ : V . .^9°' ' 60S 

Ser Gly Gly; LysV Phe 'Tto Cya Asp Cys - Asn Lys Gly Phe Thr Gly Thr 

610 - '. \ v ; *.. f . 615*;. ' "620 
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Tyr Cys His Glu Ash He Asn Asp Cys Glu Ser Asn Pro Cys Arg Asn 
625 630 . 635 ' 640 



Gly Gly Thr Cys He Asp Gly Val Asn Ser Tyr Lys Cys He Cys Ser 
'645. 65 0 ~ ^ 655 



Asp Gly Trp Glu Gly Ala Tyr Cys Glu Thr Asn lie Asn Asp Cys Ser 
•660\ . 665 . 670 



. Gin Asn Pro Cys His Asn Gly Gly. Thr Cys Arg Asp Leu Val Asn Asp 
675 '"{<'' '■•680 685 



Piie Tyr Cys Asp, Cys Lys Asn". Gly Trp Lys Gly Lys Tnr Cys His Ser 
690 695 ' 700 



Arg Asp Ser Gin Cys .Asp Glu Ala Tnr Cys Asn Asn Gly Gly Thr Cys 
705 710 715 720 



Tyr Asp Glu Gly Asp .Ala "Pne Lys Cys Met Cys Pro Gly Gly Trp Glu 
'725 -\ ' 73 0 735 

Gly Thr Thr Cys Asn ; He Asp" Thr Asn Asp Cys Ser Pro His Pro Cys 
740.* • - . 745 750 



Tyr Asn Ser Gly Thr Cys Val Asp Gly Asp Asn Trp Tyr Arg Cys Glu 
755 - -760 765 



Cys Ala ProGiy^ Phe; Ala Gly Pro Asp Cys Arg He Asn He Asn Glu 
770 775. 780 



Cys Gin Ser Ser Pro ; Cys Ala .Phe* Gly Ala Thr Cys. Val Asp Glu He 
785 ' -y/7'90 795 800 



Asn Gly Tyr Arg Cys . Val . Cys Pro. Pro Gly His Ser Gly Ala Lys Cys 
-■' 80;5. 8i0 815 



Gin Glu Val. Ser.. Gly. Ar£ Pro Cys. He Thr Met Gly Ser Val He Pro 
.' 82*0 825 830 



Asp Gly Ala Lys Trp Asp- Asp- Asp - Cys. Asn Thr Cys Gin Cys Leu Asn 
835- . '■ .'"840' ' 845 



Gly Arg He Ala Cys Ser Lys Val Trp Cys Gly Pro Arg Pro Cys Leu 
850 855 860 



Leu His Lys Gly. His' S^r Glu Cys Pro Ser Gly Gin Ser Cys He Pro 
865 ■.""•"■870 . • * 875 880 



He Leu Asp. Asp; Gin.. Cys Phe. Val" His Pro Cys Thr Gly Val Gly Glu 

88 5. : ? './.:•' -.890 895 

& "' . ' ; ' ... 

Cys Arg Ser Ser. Ser .-lieu Gin Pro Val' Lys Thr Lys Cys Thr Ser Asp 

' \': 900 -i: >• W-.905 : 910 



Ser Tyr Tyr Glii^ Asp* Asn' .Cys Ala' Asii Jle Thr Phe Thr Phe Asn Lys 
-9*15 " v./' ^io*'' ; 925 
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Glu Met Met Set: Pro Gly. Leu Thr Thr Glu. His lie Cys Ser Glu Leu 
330 - ' .935 . 940 



Arg Asn Leu Asn He Leu Lys Asn Val Ser' Ala Glu Tyr Ser lie Tyr 
945 * - ' 950 955 960 



lie Ala Gys.GlU; Pro 'Ser Pro. Ser Ala Asn Asn Glu lie His Val Ala 
.. 965." V 970 975 

He Ser Ala 1 Glu Asp. a"le Arg Asp. Asp Gly Asn Pro He Lys Glu He 
980 985 990 

Thr Asp Lys lie. lie Asp Leu Vai Ser Lys Arg Asp Gly Asn Ser Ser 
995.- V 1000 1005 



Leu lie Ala Ala Vai. Ala Glu -Val Arg. Val Gin Arg Arg Pro Leu 
ioio .ibis- 1020 



Lys Asn Arg Thr .Asp . Phe Leu. - Val Pro Leu Leu Ser . Ser Val. Leu 
1025 ;> .103.0*. 1035 



Thr Val Ala Trp lie Cys Cys . Leu Val Thr Ala Phe Tyr Trp Cys 
1040 ". - - . 1045 • 1050 



Leu Arg Lys Arg Arg. Lys Pro .Gly Ser His Thr His Ser Ala Ser 
1055 ... .1060 1065 



Glu Asp Asn . Thr .Thr. ".Asn Asn Val Arg Glu. Gin Leu Asn Gin He 
1070 ■ r- .;,..>. ...1075 '.. 1080 

Lys Asn Pro. lie Glu Lys. Hi's Gly Ala Asn Thr Val Pro lie Lys 
1085 ; , ip90.-. 1095 



Asp Tyr Glu Asn Xys .Asn Ser Lys Met Ser Lys He Arg Thr His' 
1100 • 1105- 1110 



Asn Ser ,Glu Val . Glu .Glu Asp. -.'Asp Met Asp Lys- His Gin Gin Lys 
1115 ' ■ '1120 "* 1125 



Ala Arg. Phe Ala Lys 'Gin Pro.* \ Ala Tyr. Thr. Leu Val Asp Arg Qlu 
1130 . . ' • 1135- , 1140 



Glu Lys . Pro- Prb .Asri Gly Thr / - Pro Thr Lys His Pro Asn Trp 

.1145.-. * " '.v. '. t . . iiso:.. ... 1155 



Thr 



.Asn Lys Gin Asp Asn- Arg Asp « Leu Glu .Ser Ala' Gin Ser Leu Asn 
1160 .-. - '.-;■'. .-• lies-' 1170 



. Arg Met Glu Tyr . lie IVal 
1175 ' ■ • . . . 



<21.0> 118 ' /. 

<211> . 912.. •;: .-.■*., V 

<2*12> PRTv--. ^ 

<213> Artificial \seo^ence - 

<2?o> .-. * *.?;.-V*/:,:v V"" -V " ' • '. .' 

<223> A novei;:.pre ; kicted 1 -,aiter^ spliced variant protein product 

< 4 o o > ai8 -;- -.'-'. .'• ' V -* 
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Met Arg . Ser Pro Arg Thr Arg 'Gly Arg Ser Gly Arg Pro Leu Ser Leu 
1 5. 10 ~ 15 



Leu Leu Ala Leu Leu Cys Ala Leu Arg Ala Lys Val Cys Gly Ala Ser 

" 20 . . 25 3 0 



Gly Gin Phe Glu Leu Glu lie Leu Ser Met Gin Asn Val Asn Gly Glu 
3S - 40 ' 45 



Leu Gin Asn "Gly Ash Cys Cys Gly Gly Ala Arg Asn Pro Gly Asp Arg 
50 55 . 60 



Lys Cys Thr Arg Asp. Glu Cys Asp Thr Tyr Phe Lys Val Cys Leu Lys 
65 70 . 75 80 



Glu Tyr Gin Ser Arg Val Thr Ala Gly Gly Pro Cys Ser Phe Gly Ser 

■ 85/: 90 95 

Gly Ser Thr Pro Val ; lie Gly Gly Asn. Thr Phe Asn Leu Lys Ala Ser 

aob , -V . • 105 ii° 

. Arg Gly. Asn Asp "Ar^ ;Asn- Arg lie Val Leu Pro Phe Ser Phe Ala Trp 
115 . . ■ ; ^26. 125 



Pro Arg Ser*: Tyr^ Thr Leu Leu- Val Glu Ala Trp Asp Ser Ser Asn Asp 
130- ? ' : 135'. 140 



Thr Val. Glh Pro Asp Ser lie lie Glu Lys Ala Ser His Ser Gly. Met 
145 ,150 " 155 160 

lie Asn Pro Ser Arg Gin Trp Gin Thr Leu Lys .Gin Asn Thr Gly Val 
165! 170 175 



Ala His Phe Glu Tyr. Gin lie Arg Val Thr Cys Asp Asp Tyr Tyr Tyr 
180 * 185 . " 190 



Gly Phe. Gly Cys. Asn' Lys Phe Cys Arg Pro Arg Asp Asp Phe Phe Gly 
1.95 *•'-•"..!.•.'*' 200 205 

His Tyr, Ala/Cys" Asg./Gln Asn Gly Asn Lys Thr Cys Met Glu Gly Trp 
210 -215 - 220- 



Met Gly Pro : 'Glu '."Gys . Asn Arg. Ala lie Cys Arg Gin Gly Cys Ser Pro 
225 . y= .230 - • " 235- 24.0 

•Lys His- Griy Ser^' Cys'./Lys Leu Pro Gly. Asp Cys Arg Cys Gin Tyr Gly 

• • ;\\.y:20:t;.''':;: i .^50 " 255 

Trp Gin Gly. Leu;. .T^x. . Cys Asp Lys . Cys He Pro His Pro Gly Cys Val 
.. . " 260- { *:". ..; . -265 . 270 

• His Gly lie Cys . Asn Glu .Pro- Trp Gin Cys Leu Cys Glu Thr Asn Trp 

*2'75 .. V/. '} ■] *.* . ; '2B.0- -: . 285 



Gly Gly Glri Leu; Cys Asp Lys, Asp Leu Asn Tyr Cys Gly Thr His Gin 
290 • * ' ■ 295. - 300 
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Pro Cys Leu Asn Gly -.Gly Thr Cys Ser Asn Thr Gly Pro Asp Lys Tyr 

30S 310 : -" - . . 315 * 320 



Gin Cys Ser Cys Pro -.Glu . Gly Tyr- Ser Gly Pro Asn Cys Glu lie Ala 

"3'25'\;' ' 330 335 



Glu His Ala Cys Leu- Ser Asp Pro- Cys His Asn Arg Gly Ser Cys Lys 

. 340 -:;.•/. ' 345 350 



Glu Thr Ser. Leu Qly Phe.-Glu'.Cys ;Glu Cys Ser Pro Gly Trp Thr Gly 
355 360- 365 



Pro Thr Cys Ser Thr .Asn lie Asp Asp Cys Ser Pro Asn Asn Cys Ser 
370 . , 375. 380 

His Gly Gly Thr Cys' Gin Asp .Leu Val Ash Gly Phe Lys Cys Val Cys 
385 y.3'90"- ■ . 395 * 400 



Pro Pro Gin Trp *fhr Gly' Lys Thr .Cys Gin Leu Asp Ala Asn Glu Cys 

' ;4p5''\; " : . ,4i0 \ 415 

Glu Ala Lys ,Pro Cys -yal Asn Ala. Lys Ser Cys Lys Asn Leu lie Ala 
420 ".»/, " -425 • 430 



Ser Tyr Tyr Cys. .Asp. Cys Leu .Pro .Gly Trp Met Gly Gin Asn Cys Asp 
'435' 440 ' 445 



lie Asn lie Ash Asp Cys - Leu Gly: Gin Cys Gin Asn Asp Ala Ser Cys 
450 ' 455' ' - ' 460 



Arg Asp Leu' Val. Asn Gly Tyr Arg Cys lie Cys Pro Pro Gly Tyr Ala 
465 . . .470 475 480 



Gly Asp His Cys '.Glu Arg. Asp Tie .Asp Glu Cys Ala Ser Asn Pro Cys 

...485. •"' " 490 495 



Leu Asn Gly Gly His. Cys Gin .Asn Glu lie Asn Arg Phe Gin Cys Leu 
500' . ■*.' 5.05 " 510 



Cys Pro Thr Gly . Phe Ser. Gly .Asn Leu Cys Gin Leu Asp lie Asp Tyr 

515 /'■'-'!, v 520. 525 



Cys Glu Pro- Ash /Prb;;pys\Gln Ash Gly Ala Gin Cys Tyr -Asn Arg Ala 

530 ..V. V; 535-..; 540 



Ser Asp Tyr Phe" Cys : ' Lys Cys. Pro Glu Asp Tyr. Glu Gly Lys Asn Cys* 
545 ■ A- -550. ■ ;* -\ 555 560 



Ser His Leu.' Lys -.As p.. His * Cys" Arg' Thr Thr Pro Cys Glu Val lie Asp 

. ' . "' SWS 'V ' * 5 7X) 575 

Ser Cys Thr Val Met Ala Ser Asn Asp Thr Pro Glu Gly Val Arg 

580 ... : •*• •• V,' ' . , 5B5 • 590 



Tyr lie Ser Ser' Asu. Val' 'Cys. Gly;:Pro His Gly Lys Cys Lys Ser Gin 
. .595 "■ v'.j •:. 600 ■ '* '*" ' 60S 



. Ser Gly Gly Lys Phe. Thr Cys Asp Cys Asn Lys Gly Phe Thr Gly Thr 
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Tyr Cys His Glu Asn. lie Asn Asp Cys Glu Ser Asn Pro Cys Arg Asn 
625 630 635 640 

Gly Gly Thr Cys. lie -Asp Gly val Asn -Ser Tyr Lys Cys lie Cys Ser 
645 . . 650 655 

Asp Gly. Trp Glu Gly Ala Tyr Cys Glu Thr Asn lie Asn Asp Cys Ser 
. ' 660 66S 670 

Gin Asn Pro Cys His Agn' Gly Gjy Thr Cys Arg Asp Leu Val Asn Asp 
675 ; .680 685 

Phe Tyr Cys Asp Cys Lys Asn Gly Trp Lys Gly Lys Thr Cys His Ser 
690 695 ' 700 

Arg Asp Ser Gin Cys "j Asp Glu Ala Thr Cys Asn Asn Gly Gly Thr Cys 
- 705 710 715 . - 

Tyr As£ Glu Gly. Asp 'Ala Phe Lys- Cys Met Cys Pro Gly Gly Trp Glu 

;• "/ 725 - : " - ' 730 ' 735 

Gly Thr Thr *Cys..Asn : ile Ala Arg Asn Ser Ser Cys Leu Pro Asn Pro 
.740 \ V _: : '.' * '745 . 750 

Cys His Asn Gly. Gly" Thr Cys Val Val Asn Gly Glu Ser Phe Thr Cys 
755. • '. ' 760; * 765 

Val Cys Lys Glu Gly. Trp. Glu Gly Pro lie Cys Ala Gin Asn Thr Asn 
770 775 780 

Asp Cys Ser Pro His - Pro Cys Tyr Asn - Ser Gly Thr Cys Val Asp Gly 
7fi S . 790, 795 800 

Asp Asn Trp Tyr Arg Cys Glu- Cys Ala Pro Gly Phe Ala Gly Pro Asp 
805 * 810 815 

Cys Arg He. Asn lie /Han Glu Cys Gin Ser Ser Pro Cys Ala Phe Gly 

. . 820 V ; - . " 825 83 0 

Ala Thr Cys Val* Asp- Glu lie Asn Gly Tyr Arg Cys Val Cys Pro Pro 

835.. . . >i ;. 840 , 845 . 

Gly: Hi's Ser..:Glyi Ala-' Lys .Cys .Gin Glu Gly Leu val Pro Ser He Leu 
850- •. *: ' ■* 855" ' 860 

Pro Ala Pro- Gin -Arg .Ala. .Gin" Arg Val Pro Glu Arg Ala Glu Leu His 

865 ; \. \y £.70. 875 880 

. Pro His Pro-! Gly Arg ;£ro Val:- Leu Arg Pro Pro Leu His Trp Cys Gly * 
.[ ; "885>"> -890 895 

Arg Val Ser -Val..Phe v bin Ser. ; P*o Ala Gly Glu Asp Lys Val His Leu 

. <210> . 119 . v V' . * ■ 

<211> 2433 • •• - '. <V. .- :• . 
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<212> PRT '. 

<213> Artificial; sequence . 

<220> 

<223> A novel .prejdicted.."alternative spliced variant protein product 

<400> 119 

Met Pro Ala. Lexi Arg" Pro ■ Ala Leu Leu Trp Ala Leu Leu Ala Leu Trp 

.1 5 : • 10 15 



Leu Cys Cys Ala Ala Pro Ala His Ala Leu Gin Cys Arg Asp Gly Tyr 

20 • • • • . . 25 \ 30 



Glu Pro Cys Val Asn Glu Gly .Met Cys Val Thr Tyr His Asn Gly Thr 
35 40' 45 



Gly Tyr Cys Lys Cys Pro Glu Gly Phe Leu Gly Glu Tyr Cys Gin His 
SO 55 ' . 60 



Arg Asp .Pro. Cys Glu Lys Asn Arg Cys Gin Asn Gly Gly Thr Cys Val 

65 * . 770. .75. 80 

Ala Gin Ala Met- Leu Gly Lys- Ala Thr Cys Arg Cys Ala Ser Gly Phe 

Thr Gly Glu'.iAsp Cys Gin Tyr . Ser. Thr Ser' His Pro Cys Phe Val Ser 
' 100. \f 105 110 



Arg Pro Cys Leu. Asn. Gly Gly Thr .Cys His Met Leu Ser Arg Asp Thr 

115 ; . ■ •\.'i20 . 125 



Tyr Glu- Cys Thr Cys . Gin Val- Gly Phe Thr Gly Lys Glu Cys Gin Trp 
130 • . 135 • 140 . 

Thr Asp Ala Cys Leu Ser His Pro, Cys Ala Asn Gly Ser Thr Cys ' Thr 
145 150 ' . 155 160 



Thr Val Ala Asn - Gin ...Phe. Ser. "Cys Lys Cys Leu Thr Gly Phe Thr Gly 

.' X6S '■*..■■; • -170 175 

Gin Lys Cys Glu Thr -Asp Val Asn Glu Cys Asp He Pro Gly His Cys 
i80; . • 185 '. 190 



Gin His Gly .Gly . Thr Cys. Leu Asn Leu Pro Gly Ser Tyr Gin Cys Gin 
195 . . 2 00. 205 



Cys Pro GlnG^'P^eV.-Thr Gly Gin Tyr Cys Asp Ser Leu Tyr Val Pro 
•210 ' *:y\* "'/..}{.■ 215 ■', .'• . .220 



Cys Ala Pro Sei: Pro;' Cys Yai...Asn Giy Gly Thr- Cys' Arg Gin Thr Gly 

225 .y/;c;V:23b 7.-; \ : . : 23S ~ 240 



Asp Phe .Tnr - PHe-.G^u :Cyk Asn* Cys' .Leu. Pro Gly Phe Glu Gly Ser Thr 

- « ' - ' *;;24'5;' ;; V/.-V 250 255 

Cys Glu- Arg Asn Il<=a ' Asp Asj> Cys. Pro Asn His Arg Cys Gin Asn Gly 

. ' J '.'260' ' V.7 -v.'- . v' 265 . 270 

Gly Val 'Cys. Val' jtep. GUy- VaJ. 'Asn. ."Thr Tyr- Asn Cys Arg Cys Pro Pro 
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275. . :* '•• . ' 280 , 285 

Gin Trp Thr <3ly. Gin Mae Cys Thr Glu Asp Val Asp Glu Cys Leu Leu 
290 295 300 

Gin Pro Asn Ala Cys/.Gln. £sn Gly Gly Thr Cys Ala Asn Arg Asn Gly 
305 : .'3'10 " 315 " .320 

Gly Tyr Gly Cys Val Cys V^r. Asn Gly Trp Ser Gly Asp Asp Cys Ser 
325 V . 330 335 



Glu Asn lie Asp .Asp Cys Ala. -Phe Ala Ser Cys Thr Pro Gly Ser Thr 
' 340 .- 345 350 



Cys lie Asp Arg Val Ala, Ser .Phe' Ser. Cys Met Cys Pro Glu Gly Lys 
355 \ . - < . 36-0 ... • 365 

Ala Gly Leu Leu Cys . His Leu Asp Asp Ala Cys lie Ser Asn Pro Cys 

370 : V I.- . 375 . - 380 



His Lys Gly Ala Leu- Cys Asp Thr Asn Pro Leu Asn Gly Gin Tyr lie 
385 39.0. 395 400 



Cys Thr ( Cys . Pro: Gin. . Gly Tyr . Lys. Gly Ala Asp Cys Thr Glu. Asp Val 

■ "' ; ' ^0V.:'! : - • . ■;.'!»'. "410 415 

Asp Glu .dys>Ala/Met : >la Asn. S,er Asn Pro Cys Glu His Ala Gly Lys 
"... 420_ V:." : : • . ■ -;'• .:.:** ' 425 .:; 430 

Cys Val Asn Thr Asp Gly Ala Phe His Cys Glu Cys Leu Lys Gly Tyr 

435" V ' 4 'jP". . 44S 

Ala Gly Pro Arg .Cys- Glu- Met Asp lie' Asn Glu Cys His Ser Asp Pro 
450 455 460 



Cys Gin Asn Asp Ala Thr Cys .Leu/Asp Lys He Gly Gly Phe Thr Cys 
465 .470' ... 475 480 



Leu Cys Met- Pr.6..'Gly -Phe' Thr" Gly Pro Val Cys Gin He Asp He Asp 
485/ * \ ' • " -490 495 

Asp Cys Ser Ser. Thr . : Pro Cys Leu Asn 6ly Ala Lys Cys He Asp His 

.. . 5 00 .'••;../;..;* • - . 505 510 



Pro Asn Gly Tyr Glu Gys Gin Cys. Ala Thr Gly Phe Thr Gly Val Leu 

• 515; * / * ' - : '*;". • " i" 520/ 525 

Cys Glu Glu;;Asn; lie] Asp Asn Cys Asp- Pro. Asp .Pro Cys His His Gly 
530 -" * ' .535 ■ 540 



Gin Cys - Gin Asp - Gly 1 : lie Asp Ser Tyr Thr Cys He Cys Asn Pro Gly 

545 ... y ; j\ 5.'5 0 ' ; # ^ *. /jf .- • " . 555 560 

Tyr Met Gly : Alal lie Cys Ser'.ASp Gin ile Asp Glu Cys Tyr Ser Ser 

' J 565'''- l "'\.-' m -''- m *■ ."5'70 575 



Pro Cys- Leu*. Asn- Asp -Gly Arg - Cys lie Asp Leu Val Asn Gly Tyr Gin 
•';580\ *'58S 590 
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Cys Asn Cys. Gin Pro Gly Thr Ser Gly Val Asn Cys Glu lie Asn Phe 
59S • ■ -600 605 



Asp Asp Cys Ala Sear Asn Pro .Cys He His Gly lie Cys Met Asp Gly 

610 . • .'■ ,; 615, 620 



He Asn Arg Tyr*. Ser. Cys vkl .Cys .Ser Pro Gly Phe Thr Gly Gin Arg 
625 : 630 635 640 



Cys Asn He Asp He Asp Glu Cys Ala -Ser Asn Pro Cys Arg Lys Gly 
: 645 . ' .650 655 



Ala Thr Cys -lie Asn Gly Val Asn, Gly Phe Arg Cys He Cys Pro Glu 
■ 660 665 ' 670 



Gly Pro His His Pro Ser. Cys Tyr' Ser Gin Val Asn Glu Cys Leu Ser 

675 ■ \~\ ' - 680 685 



Asn Pro Cys He His. Gly Asn Cys Thr Gly Gly Leu Ser Gly Tyr Lys 

690 " .'.;"* 695 700 



Cys Lett Cys Asp. Ala Gly. Trp -Val Gly He Asn Cys Glu Val Asp Lys 
705 *•' 710 * 715 720 



' Asn Glu Cys LeU' Ser: Asn Pro Cys Gin Asn Gly Gly Thr Cys Asp Asn 

' 72*5; ; . * i-.. . 730 735 

Leu Val Asn Gly. Tyr, Arg Cys .Thr Cys Lys Lys Gly Phe Lys Gly Tyr 

• 740 * ..' **• . 745 750 



Asn Cys Gin Val Asn- -lie Asp; Glu Cys Ala Ser Asn Pro Cys Leu Asn 
755 . . 760 765 

Gin Gly Thr Cys Pne Asp Asp lie- Ser Gly Tyr Thr Cys His Cys Val 
770. • . : . ; ';"C 775-,... • 780 



Leu Pro Tyr. Thr' Gly. Lya- Asn- Cys .Gin" Thr. Val Leu Ala Pro Cys Ser 
785 V 795" 800 



Pro Asn Pro Cys; Glu. Asn Ala Ala Val Cys Lys Glu Ser Pro Asn Phe 

' '.-805; , ?".* ■■: 810 815 



Glu Ser. Tyr Thr." Cys .Leu Cys - Ala Pro .Gly. Trp Gin. Gly Gin Arg Cys 
■ \ 820- • ;• ' r ' 825 830 

Thr lie Asjp' He % As^.-<31u .Cys* lie /Ser. Lys Pro. Qys .Met Asn His Gly 

■; S JB35.;" ! !>'. , ;V J .VA 1 •• ■•"840 " 845 

Leu Cys' His* Asn. ^ir ;'Gln Qly Ser Tyr Met Cys. Glu Cys Pro Pro Gly 

8S0 " ■"'* : ; : ;\-r..-;;*'-- 855 . • . 'y. 860 

Phe Ser .Gly-MeV*As£;/Cys G^u Qlu Asp lie Asp Asp Cys Leu Ala Asn 
.865 •' . . >V :»".y:."870 * •/ '.. 875 880 



Giy-'Gl 

•.885/.*-.. :890 - 895 



Pro Cys .Gin '.Asn, Gly v Gi^*!ser''C^"* Met, "Jij^ Gly Val Asn Thr Phe Ser 
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Cys Leu Cys Leu P'ra Gly Phe Thr Gly 'Asp Lys Cys Gin Thr Asp Met 
900 905 " 910 



Asn Glu Cys Leu; Ser. .Glu Pro" Cys Lys Asn Gly - Gly Thr Cys Ser Asp 
915 ,V" : 920 925 



Tyr Val Asn Ser Tyr " Thr Cys Lys Cys Gin Ala Gly Phe Asp Gly Val 
930 935. 940 



His Cys Glu Asn Asa lie Asn Glu Cys Thr Glu Ser Ser Cys Phe Asn 

945 ' . '.. . 950 . ' 955 960 



Gly Gly Thr Cys Val Asp Gly lie Asn Ser Phe Ser Cys Leu Cys Pro 

V*965 ; . ' 970 975 



Val Gly. Phe Thr Gly Ser Phe* Cys Leu His Glu He Asn Glu Cys Ser 
■ 98.6 ■• • ' 985" • 990 



Ser His Pro . Cys.. Leii Asn Glu Gly Thr Cys Val Asp' Gly Leu Gly Thr 
995 1000 . 1005 



Tyr Arg Cys Ser .Cys. .Pro Leu Gly Tyr Thr Gly Lys Asn Cys Gin 
1010 . . ,1015 1020 



Thr Leu Val Asn JLeu Cys Ser Arg Ser Pro Cys Lys Asn Lys Gly 
1025 • " • ,1030: 1035 



Thr Cys Vai- .Gin Lys- Lys. Ala . Glu Ser Gin Cys Leu Cys Pro Ser 

1040 V : '' S';." 1045 . 1050 



Gly Trp Ala Gly ; Ala .Tyr .Cys Asp Val: Pro Asn Val Ser Cys Asp 
1055 1060 . . 1065 



He Ala Ala* Ser Arg'.Arg '.Gly. Val Leu Val Glu His Leu Cys Gin 

i mn ' • *-i nic ' man 



His Ser Gly. Val Cys .lie . ; Asn. \ Ala Gly- Asn Thr His Tyr Cys Gin 
1085 - V- '- "«.; • 10 .?Q * 1095 

Cys Pro - Leu; Gly-.Tfyir. Thr Gly " Ser Tyr Cys Glu Glu Gin Leu Asp 

• lio'o-.. V \/...\\\ ■ iios-r. ' ■ 1110 



Glu Cys • Ala Ser Asa' Pro Cys ' Gin His. Gly Ala Thr Cys Ser Asp 
1115 . . ' 1120' . " 1125 



Phe He. Gly GlyTyrvArg Cys Glu Cys Val Pro- Gly Tyr Gin Gly 
.113 0 . 1135:- 1140 



Val Asri . Cy£ GlUVTyjr.-Glu Val:". Asp, Glu Cys Gin Asn Gin Pro Cys 

1145 C" V1150 - 1155 



Gin Asn* Gly Oly -Xhr Cys* lie,- -Asp. Leu Val Asn His Phe Lys Cys 

. 1160 ■■ . '•.'•>•••;■ • aies?.' 1170 - 



.Ser Cys jpro.^rb :Gly'Thr : Arg /GiLy Leu Leu Cys Glu .Glu Asn He 
1175 • :< ■'. >V/:f ":li>oV.. • "V 1185 
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Asp Asp Cys Ala Arg .Gly Pro His Cys Leu Asn Gly Gly Gin Cys 
1190 . ' 1195 1200 



Mat Asp Arg lie Gly Gly Tyr Ser Cys Arg Cys Leu Pro Gly Phe 
■ 1205 - -1210 - 1215 



Ala Gly Glu Arg Cys Glu Gly Asp lie Asn Glu Cys Leu Ser Asn 
1220 1225 ' ; 1230 



Pro Cys Ser Ser Glu Gly -Ser - -Leu Asp; Cys ile Gin Leu Thr Asn- 
1235 ' -1240.". 1245 



Asp Tyr Leu Cys Val Cys Arg /Ser Ala Phe Thr Gly Arg His Cys 
1250 • -1255 '. ' ■ * 1260 



Glu Thr Phe Val Asp Vai Cys r : Pro Gin Met Pro Cys Leu Asn Gly 
1265. .1270. " 1275 

Gly Thr Cys Ala Val.. Ala Ser ■' Asn Met Pro Asp Gly Phe lie Cys 
1280 ~ 12 8 5-v • 1290 



Arg Cys Pro Pro Gly. Phe- Ser ' Gly Ala Arg Cys Gin Ser Ser Cys 
1295 i3\00; 1305 



Gly Gin Val Lys Cys Arg Lys Gly Glu Gin Cys Val His Thr Ala 
1310 • . .1315 1320 



Ser Gly Pro Arg /Cys . Phe Cys Pro Ser Pro Arg Asp Cys Glu Ser 
1325 ' : 133*0 . 1335 



Gly Cys Ala Ser Ser Pro Cys. .Gin His Gly Gly Ser Cys His Pro 
1*340 - \. .13.45 S 1350 



Gin Arg Gin Pro Pro Tyr Tyr i.Ser Cys Gin Cys Ala Pro Pro Phe 
1355 " ■ "^360 / '* 1365 



Ser Gly. Ser- Arg Cys Glu Leii Tyr Thr Ala Pro Pro Ser Thr Pro 
1370 -1375 ;-• 1380 



Pro Ala Thr Cys Leu Ser Gin . .Tyr Cys Ala. Asp Lys Ala Arg Asp 
1385 139Q • 1395. 

Gly, -Val- Cys . Asp Glu" Ala .Cys - .Asn Ser ' His Ala. Cys Gin Trp Asp 
1400*-' ■-•'"«.. ■"/.'.■ ' 1405 ' 1410 



Gly Gly Asp Cys Ser Leu Thr Met Glu Asn Pro Trp Ala Asn Cys 
1415 V " 1420. /• 1425 



Ser Ser Pro Leu Pro * Cys Trp . Asp Tyr ile Asn Asn Gin Cys Asp 
143 0 :' 1435 *. 1440 



Glu" Leu* Cys -Asn' .Thr '.Val Glu Cys Leu Phe Asp Asn Phe Glu Cys 

'. 1445" 'A ,1*450 1455 



Gin Gly .Asn Ser*. Lys .Thr .Cys/ *Lys ' Tyr Asp Lys Tyr Cys Ala Asp 
1460 ' ..vV'V : --i465 : >. 1470* 



His Phe [Lys . Asp 'Asii- .H'is . Cys ''] Asn Gin 'Gly Cys Asn Ser Glu Glu 
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147S 1480 . 1485 



Cys Gly Trp. Asp Gly Leu Asp Cys Ala Ala Asp Gin Pro Glu Asn 
1490 1495 ' . 1500 



Leu Ala Glu Gly Thr .Leu Val He Val Val Leu Met Pro Pro Glu 
1505 1510 1515 



Gin Leu Leu Gin Asp ' Ala Arg ' Ser Phe Leu Arg Ala Leu Gly Thr 
1520 . '1525* " " • . 1530 



Leu Leu His Thr Asn Leu Arg. lie Lys Arg Asp Ser Gin Gly Glu 
1535 1S40 1S45 



Leu Met Val.Tyr Erb-.Tyr -Tyr Gly Glu Lys Ser Ala Ala Met Lys 
1550 ■ . , 1555 . - 1560 



Lys Gin -Arg Met Thr Arg Arg- Ser Leu Pro Gly Glu Gin Glu Gin 
1565 1570.. 1575 



Glu Val . Ala. Gly Ser -Lys Vai ... Phe- Leu Glu lie Asp Asn Arg Gin 
1580 ' .1585. . 1590 



Cys Val Gin Asp Ser Asp His . Cys Phe Lys Asn Thr Asp Ala Ala 
1595 . .1600 1605 



Ala Ala Leu Leu Ala Ser His Ala He Gin Gly Thr Leu Ser Tyr 
1610 1615 1620 



Pro Leu Val- Ser Va;i Val' Ser Glu Ser Leu Thr Pro Glu Arg Thr 
1625 V*.:.VV 1630 1635 - 



Gin Leu. Leu .Tyr Leu -.Leu. Ala " Val Ala Val Val lie He Leu Phe 
1640 . • - V.- ;i645/-- 1650 



He He Leu Leu Gly Val lie Met Ala Lys Arg Lys Arg Lys His 
1655 * " ' 1660 ' . 1665 



Gly Ser -Leu Trp Leu- Pro' Glu. " Gly Phe Thr Leu Arg Arg Asp Ala 
1670 * 16.75.. ; 1680 



Ser Asn, .His: Lys .Arg Arg* Glu Pro Val Gly Gin Asp Ala Val Gly 
1685 •; ..1690 1695 



Leu Lys Asn Leu "Ser .Val Gin Val Ser Glu Ala Asn Leu He Gly 
1700 - . 1705- ' ' 1710 



Thr Gly Thr Ser Glu His Trp Val. Asp Asp Glu Gly Pro Gin Pro 
1715 .1720 " 1725 



Lys Lys Val .Lys .Ala 'Glu . Asp -Glu Ala Leii- Leu Ser Glu Glu Asp 
1730 . . ..\/--. .1735- 1740. 



Asp Pro Xle- Asp Arcf.. Arg.'. Pro .Trp Thr .Gin Gin His Leu Glu Ala 

1745 i,":"', : "1750.,.. *• 1755 

Ala Asp. lie Arg ^Ars .Thr Pro ' Ser Leu: Ala Leu Thr Pro Pro Gin 

1760 ..'..J "*■■ • ■ ■'" : ' '■ 17.65' : 1770 
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Ala Glu Gin Glu Val' Asp. Val Leu Asp .Val Asn Val Arg Gly Pro 
1775 17,80' " 1785 

Asp Gly Cys Thr Pro Leu Met Leu Ala. Ser Leu Arg Gly Gly Ser 
1790 . 1795 1800 



Ser Asp Leu Ser Asp "Glu Asp • Glu Asp Ala Glu Asp Ser Ser Ala 
1805 . isiU 1815 

Asn lie lie". Thr Asp lieu' Val . Tyr Gin . Gly Ala Ser Leu Gin Ala 
1820 . - : 1825- 1830 



Gin Thr Asp Arg. T£r Gly Glu Met Ala Leu His Leu Ala Ala Arg 
1835 .. . - 1840- 1845 



Tyr Ser Arg Ala Asp Ala Ala" Lys Arg Leu Leu Asp Ala Gly Ala 
1850 .1855..' '" 1860 



Asp Ala. Asn Ala Gin- Asp Asn Met Gly Arg Cys : Pro Leu His Ala 
1865" 1870-" ' ' 1875 

Ala Val Ala Ala Asp Ala Gin Gly Val Phe Gin lie Leu lie. Arg 
1880 ; 1885 1890 



Asn Arg Val Thr Asp" Leu . Asp Ala Arg Met Asn Asp Gly Thr Thr 
1895 " 1900 1905 



Pro Leu lie Leu Ala Ala Arg Leu Ala Val . Glu Gly Met Val Ala 
1910 X9lS 1920 



Glu Leu .lie Asn Cys. Gin Ala Asp Val Asn Ala Val Asp Asp His 
1925 1930'.' 1935 



Gly Lys Ser Ala- Leu His.Trp' Ala Ala Ala Val Asn Asn Val Glu 
1940 - . • : 1945.\, 1950 



■ Ala Thr . Leu Leu Lett Leu Lys 'Asn Gly /Ala Asn Arg Asp Met Gin 
1955 \19f0.; • ' .1965 

Asp Asn Lys Glu Glu Thr. Pro/:*Leu Phe, Leu Ala Ala Arg Glu Gly 
1970. .; • 1975 *980 



Ser Tyr Glu Ala Ala. Lys. lie. -Leu Leu Asp His Phe Ala Asn Arg 
1985 * 5.990. 1995 

Asp Xle- Thr Asp His Met. Asp- Arg Leu Pro Arg Asp Val Ala Arg 
2000 .-2005..* 2010 



Asp Arg\ Met His His. Asp lie. Val Arg .i.eu Leu Asp Glu Tyr Asn 
2015 * 1 V ; ]' ' -2020 *' • 2025 



Val Thr Pro .Ser 'pro ;.Pro." Gly Thr Val; Leu Thr Ser Ala Leu Ser 
2030 . • I.; ..'2035*. ' 2040 



.Pro val* lie Gys Gly .-/Pro- A>n ' Arg Ser 'Phe Leu Ser Leu Lys His 
2045 . . . V •■{: ' ,-2*050 **. .2055 
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Thr Pro Met Gly Lys Lys Ser. 'Arg Arg Pro Ser Ala Lys Ser Thr 
2060 2Q65 r * ./ 2070 



Met Pro. Thr. Ser Leu .Pro Asn Leu Ala- Lys Glu Ala Lys Asp Ala 
2075 2080 2085 

Lys Gly Ser Arg Arg .Lys Lys* Ser Leu Ser Glu Lys Val Gin Leu 
2090 2095. 2100 



• Ser Glu Ser Ser Val*. Thr Leu Ser • Pro Val Asp Ser Leu Glu Ser 

2105 .2110 2115 

Pro His Thr Tyr ValVSer Asp Thr Thr Ser Ser Pro Met He Thr 

2120 2125. 2130. 



Ser Pro Gly lie Leu Cln. Ala" Ser Pro .Asn Pro Met Leu Ala Thr. 
213S . 2.14 0 . 2145 



Ala Ala. Pro Pro Ala Pro Val '.His Ala- Gin His Ala Leu Ser Phe 

2150 2155' i ' 2160 

Ser Asn Leu His '.Glu Met' Gin -..Pro Leu Ala His Gly Ala Ser Thr 

2165 2i70 " * 2175 



Val Leu Pro Ser. Val -Ser Gin. ." Leu Leu. Ser His His His He Val 
2180' 2185-.' 2190 ' 

Ser Pro Gly Ser jGly Ser Ala • Gly " Ser Leu Ser Arg Leu His Pro 
2195. ; ..2200- 2205 



Val Pro Val Pro Ala- Asp Trp 'Met Asn Arg Met Glu Val Asn Glu 
2210 2215 2220 



Thr Gin Tyr Asn Glu -Met Phe Gly Met Val Leu- Ala Pro Ala Glu 
2225 2230;.. 2235 



Gly Thr His. Pro G*j,y ; Xld- Ala; Pro. Gin - Ser Argr Pro Pro Glu Gly 

.2240. . ' ".';; * ''2245 • 2250 



Lys His - 'Ile , -Thr' : 5^* , Pro*'Arg rf .-rGi'U. Pro- -Leu Pro Pro lie Val Thr- 

2255 - . ''•"/>'•'>'•:> "?260f/" 2265 '. 

. .Phe Gin .Leu lie Pro Lys - Gly . / Ser lie Ala Gin Pro Ala Gly Ala 

2270 \ *' . 2275:' ; 2280 



Pro Gin Pro Gin Ser- .Thr Cys ,~Pro Pro Ala Val Ala Gly Pro Leu 
2285. . V. . .2290; 2295 

Pro Thr Met* Tyx. Gin. lie Pro .-.Glu Met Ala Arg Leu ' Pro Ser Val 
2300 ' y •:. "'•* * 2305 . 2310 

Ala Phe Pro Thr Ala Met . Met Pro Gin' .Gin Asp Gly Gin Val Ala 
2315 * . : '" . .2320 • 2325. 

Gin Thr lie Leu .Pro 'Ala Tyr His "Pro. Phe Pro Ala Ser Val Gly 

2330 -.* * ' * • -2335 2340 . 
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Lys Tyr Pro Thr Pro Pro Ser . Gin His Ser Tyr Ala Ser Ser Asn 
2345 -2350: 2 355 

. Ala Ala Glu Arg Thr Pro. Ser - His Ser Gly His Leu Gin Gly Glu 
2360 2365 * 2370 

His Pro Tyr' Leu Thr Pro Ser .Pro Glu Ser Pro Asp Gin Trp Ser 
2375 .2380.. 2385 

Ser Ser Ser Pro His. . Ser Ala Ser Asp Trp Ser Asp Val Thr Thr 
2390 -"I 2395 " 2400 

Ser Pro Thr pro Gly Gly . Ala Gly Gly Gly Gin Arg Gly Pro Gly 
2405 > , 2410 2415 

Thr His Met Ser 'din . Pro. Pro jlis Asn- Asn Met Gin. Val Tyr Ala 
a42 <> 2425'. • 2430 

<210> ^120 **."•.."• .-. 

<2ii> 2434 :"' . :.'.''{ t - ::■ 

<212> PRT .":.•.'.:.;:.../ . 

<213> Artif iciai .sequence 

<220> ". '•*":','* 'l ■'*■•■ ' ' 

<223> A novel predicted alternative, spliced variant protein product 

<400> 120- 

..Met Pro Ala Leu. Arg Pro Ala Leu Leu Trp Ala Leu Leu Ala Leu Trp 

1 *. ,' 10 15 

Leu Cys Cys. Ala Ala Proi Ala .His Ala Leu Gin Cys Arg Asp Gly Tyr 

20 ■ • . - "25 \ ■•' • 30 

Glu Pro Cys Val Asn .Glu Gly Met Cys Val Thr Tyr His Asn Gly Thr 

35 ' ;■ 4.0 45 

Gly Tyr Cys Lys' Cys . Pro Glu Gly Phe Leu Gly Glu Tyr Cys Gin His 
50 55 60 

Arg Asp Pro. Cys- Glu^iys Asn Arg Cys Gin Asn Gly Gly. Thr Cys Val 

65 :•■ 'V.'vT- 0 - " I' - : \." ' 75 - 80 

Ala Gin Ala .-Met; Leu . Gly Lys .. Ala. Thr Cys Arg Cys Ala Ser Gly Phe 

• ■- - • -8.5 : Vi V ^ /. 9Q ./ . 95 

Thr Gly G.lu Asp '.Cys. -Gin Tyr; .Ser .Thr Ser His Pro Cys Phe Val. Ser 
. *- 100. } ; v 105 no 

Arg Pro- Cys Leu Asn 'Gly Gly/ : Tnr'- Cys His Met Leu Ser Arg Asp Thr 
115 .120. 125 

Tyr Glu Cys .Thr- Cys Gin Val Gly, Phe Thr Gly Lys Glu Cys Gin Trp 

13 0. . 135.'-. * * ;\ ' 140 

Thr Asp Ala CyB>-X^./9^r.-Qla.''B^Q'-CVB Ala Asn Gly Ser Thr Cys Thr 
145 ' * : .150 15.5 160 



Thr Val Ala AsnGln.p'he Ser -Cys Lys Cys Leu Thr Gly Phe Thr Gly 

3,65;:;". 170 ' 175 
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Gin Lys Cys- Glu v Thr - Asp Vai ; Asn Glu Cys Asp He Pro Gly His Cys 
180 ••- : 185 , 190 



Gin His Gly Gly Thr Cys .Leu Asn Leu Pro Gly Ser Tyr Gin Cys Gin 
195 200 ~ 205 



Cys Pro Gin Gly Phe Thr Gly Gin Tyr Cys Asp Ser Leu Tyr Val Pro 

210 .... 215 . 22Q 



Cys Ala Pro Ser Pro Cys; Val. Asn Gly Gly Thr Cys Arg Gin Thr Gly 
225 V - 23 0 ; 235 240 



Asp Phe Thr Phe Glu.. Cys Asn 'Cys Leu Pro Gly Phe Glu Gly Ser Thr 
.245 ■ 250 255 



Cys Glu Arg Asn lie Asp Asp Cys Pro Asn His Arg Cys Gin Asn Gly 
26.0- • 265 "* ~ 270 

Gly Vai Cys .Vai. Asp. : Gly Val Asn Thr Tyr Asn Cys Arg Cys Pro Pro 
•,275 "/ ..280 285 

Gin Trp Thr Gly- Gin : ' Phe Gys Thr Glu Asp Val Asp Glu Cys Leu Leu 

290 \. Y'\ -295. . 300 



Gin Pro Asn Ala/ Cys:. Gin Asn Gly Gly "Thr Cys Ala Asn Arg Asn Gly 
'305 % v ..-33-9,. V * 315 320 



Gly Tyr Gly Cys" Val -Cys Val Asn Gly Trp Ser Gly Asp Asp Cys Ser 

• ; 325; ; ' - \ 330 335 

Glu Asn He Asp. A^p Cys* Ala Phe Ala Ser Cys Thr Pro Gly Ser Thr 
340 .'345' ■ 350 



Cys He Asp Arg Vai .Ala Ser Phe Ser Cys Met Cys Pro Glu Gly Lys 
355 ' . 360 . ■ 3 65 



Ala Gly Leu Leu- Cys ■'■ His Leu Asp. Asp Ala Cys He Ser Asn Pro Cys 
370 : ;- 3.75 380 



His Lys Gly Ala LSu'Cys A^p..Tnr Asn^Pro Leu. Asn Gly Gin Tyr He 

385 ■-• "V^3^ 6. '..^ .;'■■'•.,■■*.■ • -'395 400 

Cys Thr Cys > Pro -Gin : Gly Tyr. Lys Gly Ala Asp Cys Thr Glu Asp Val 

:>4p t s^ : - -410 43.5 

Asp Glu /Cys , Al^/Mefe:Ala Asn : Ser ' Asn Pro Cys Glu His Ala Gly Lys 

' • ■ ., 42 0. - \\y~'-- * •:'. ; 425;. .r-' 43 0 

Cys Val Asn Thi. Asp.: Gly . Ala Phe His Cys Glu Cys Leu Lys Gly Tyr 

\435-. j/./V'. V.* . "'; . '4'4Q- ■ 445 

Ala Gly Pro -Arg .Cys. .'Glu Met Asp' vile Asn Glu Cys His Ser Asp Pro 
450'. ..V-:.;.. ..455;." ': :' * 460 



Cys Gin AsnxAsp . Ala " ^Mir Cys- Leu "Asp .Lys lie Gly Gly Phe Thr Cys 
465 . .470 " 475 480 
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Leu Cys Met: Pro Gly Phe Lys Gly Val His Cys Glu Leu Glu lie Asn 
4 85. . 490 495 



Glu Cys Gin Ser Asn Pro Cys Val Asn Ash. Gly Gin Cys Val Asp Lys 
500 : 5.05 - 510 



Val Asn Arg Phe Gin Cys Leu Cys Pro Pro Gly Phe Thr Gly Pro Val 
515 52.0. S25 

Cys Gin. lie Asp He Asp Asp * Cys Ser Ser Thr Pro Cys Leu Asn Gly 
530 535 540 

Ala Lys Cys lie Asp His Pro Asn Gly Tyr Glu Cys Gin Cys Ala Thr 
545 550 555 " 560 

Gly Phe Thr Gly Val Leu Cys Glu Glu Asn He Asp Asn Cys Asp Pro 
■ 565. 570 575 

Asp Pro Cys His His dly Gin Cys. Gin Asp Gly He Asp Ser Tyr Thr 
580 -585 V S90 

Cys He Cys 'Asn Pro' Gly Tyr Met Gly Ala He .Cys Ser Asp Gin He 
595 ' 600 605 

Asp Glu Cys Tyr - Ser Ser Pro' Cys Leu Asn Asp Gly Arg Cys He Asp 
610 ; ($15 • ;. 620 

Leu Val Asn Gly Tyr Gin Cys ". Ash Cys Gin Pro Gly Thr Ser Gly Gin 
625 ' 630" 635 * 640 

Arg Cys Ash* lie Asp lie Asp Glu Cys Ala Ser Asn Pro Cys Arg Lys 
645 . 650 ' 655 

Gly Ala Thr Cys lie Asn* Gly Val Asn Gly Phe Arg Cys He Cys Pro 
660" . . ".665 ■ 670 

Glu Gly Pro- His His- Pro Ser Cys Tyr Ser' Gin Val Asn Glu Cys Leu 
675- ; '68 0 685 

Ser Asn Pro Cys lie His Gly Asn Cys Thr Gly Gly Leu Ser Gly Tyr 
.690 ^ 695 • 700 

Lys Cys LeuC Cys; Asp;-. Ala Gly'Trp Val Gly lie Asn Cys Glu Val Asp 
7Q5- ".V ;V-; : 7lti . 715 720 

Lys Asn Glu' Cys ; lieu.;Ser Asn .Pro* Cys Gin Ash Gly. Gly Thr Cys Asp 

* . ■ ; ? '".v X 7 30 735 ' 

Asn Leu Val Asn Gly - Tyr Arg; Gys. Thr Cys Lys Lys Gly Phe Lys Gly 
•/'740! -7 -745 ' 750 

Tyr Asn Cys Gin Val- Asn' lie Asp Glu Cys Ala Ser Asn Pro Cys Leu 
•755 . " - : . 760- 765 

Asn Gin Gly. Thr, Cys pke-.Asp-. Asp lie. Ser Gly Tyr Thr Cys His Cys 
770 - : : "775 '' t \ ■ ' ,):■ " . . 780 

Val Leu Pro Tyr:' .Thr Gly Lys^ Asn .Cys Gin Thr Val Leu Ala Pro Cys 



WO 2005/071059 .242 PCT/U.2005/000107 



785 790 795 800 



Ser Pro Asn Pro Cys Glu Asn Ala Ala .Val Cys Lys Glu Ser Pro Asn 
805- : 810 815 



Phe Glu Ser Tyr Thr. Cys Leu Cys Ala Pro Gly Trp Gin Gly Gin Arg 
820" 825 830 



Cys Thr- lie Asp lie Asp Glu Cys lie Ser Lys Pro Cys Met Asn His 
835 840 . 845 

Gly Leu Cys His Asn Thr* Gin" Gly Ser Tyr Met Cys Glu Cys Pro Pro 

850 .' . 855 .* ' . 860 



Gly Phe Ser Gly. Met Asp Cys Glu Glu Asp lie Asp Asp Cys Leu Ala 
865 870 . 875 880 



Asn Pro Cys Glh.ASn.Gly Gly Ser Cys Met Asp Gly Val Asn Thr Phe 
• 8.85 890 895 

Ser Cys Leu Cys ' Leu ./Pro Gly Phe Thr Gly Asp Lys Cys Gin Thr Asp 

;.900- . . - - 9p5 : ' 910 

Met Asn Glu ' Cys . Leu'. Ser Glu- Pro Cys Lys Asn Gly Gly Thr Cys Ser 
915 . . ; ' 920 " ■ 925 



Asp Tyr Val Asn' Ser- Tyr Thr Cys - Lys Cys Gin' Ala Gly Phe Asp Gly 
930 . ■ ' 935 • 940 



Val His Cys Glu Asn Asn lie Asn Glu Cys Thr Glu Ser Ser Cys Phe 
945 950 955 960 

Asn Gly. Gly Thr Cys Val Asp Gly lie Asn Ser Phe Ser Cys Leu Cys 
• 965 975 



Pro Val Gly Phe .Thr Gly; Ser Phe -Cys Leu His Glu lie Asn Glu Cys 
986- / 985 990 

Ser Ser His P to Cys.. Leu Asn Glu Gly -Thr Cys Val Asp Gly Leu Gly 
99S 1000 . 1005 

Thr Tyr Arg * Cys Ser .Cys Pro Leu Gly Tyr Thr Gly Lys Asn Cys 
1010 • >lf.\ 11015 1020 

Gin Thr Leu Val . : ^sii Leu^Cys Ser Arg Ser Pro Cys Lys Asn Lys 

* 1025 • ' * ib3q;'' "; ■• 1035 

Gly Thr Cys Val. Gin /Lys 'Lys -i-Ala Glu.Ser Gin Cys Leu Cys Pro 

1040 ' . 'y • ; 7 1045/ V * • ioso 

Ser Gly Trp\ Ala- Gly- -Ala -Tyr • : Cys' Asp- Val Pro Asn Val Ser Cys 
1055 - ; . : .;. . . ;iq'60 ' 1065 

Asp lie Ala Ala *;Ser' jArg .Arg ■ Gly Val Leu Val Glu His Leu Cys 

107.0. . : V">';' ••1075;;-' ; : ioso . 

Gin His Ser Gly Val '! Cys! lie .^Asn- AlaV:Gly Asn Thr His Tyr Cys 
.1085' 1090.-. . 1095 
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Gin Cys Pro* Leu Giy Tyr .Thr Gly Ser Tyr Cys Glu Glu Gin Leu 
1100 . I?-* 05 . ' 1110 

Asp Glu Cys Ala . Ser Asn-' Pro ■ Cys Glh His Gly Ala Thr Cys Ser 
1115 1120;- 112s 

Asp Phe ale . Gly. Gly .Tyr Arg- Cys Glu Cys Val Pro Gly Tyr Gin 
1130 "..1135 . 1140 



Gly Val Asn Cys Glu..Tyr. Giu Val Asp. Glu Cys Gin Asn Gin Pro 
1145 1150 ' 1155 



Cys Gin Asn' Gly .Gly. Thr Cys 'He Asp. Leu Val Asn His Phe Lys 
1160 " V \ 1165- 1170 



Cys Ser Cys Pro ?ro Gly Thr" Arg Gly Leu Leu Cys Glu Glu Asn 
1175 " " 1180'. . 1185 



He Asp. Asp Cys Ala Arg Gly Pro His Cys Leu Asn Gly Gly Gin 
1190. :i - 1195: 1200 



Cys Met- Asp Arg lie : Gly Gly" Tyr Ser Cys Arg Cys Leu Pro Gly 
1205 '.•/*'. V 1?1°* 1215 



.Phe Ala Gly "Glu. Arg. Cys -Glu "Gly Asp lie Asn Glu .Cys Leu Ser . 
1220 * -1225: 1230 



- Asn Pro Cys Ser Ser Glu Gly .. Ser Leu Asp Cys lie Gin Leu Thr 
1235 .1240.. 1245 



. Asn Asp Tyr Leu Cys Val. Cys ; . Arg Ser, Ala* Phe Thr Gly Arg His 
1250. ■ .1255.'*'' 1260 



Cys Glu Thr- Phe Vail Asp Val .Cys Pro Gin Met Pro Cys Leu Asn 
1265 .1270..; 1275 



Gly Gly Thr Cys' Ala Val Ala Ser Asn Met Pro Asp Gly Phe He 
1280 i.285" 1290 

Cys Arg. Cys Pro Pro Gly . Phe Ser' Gly" Ala Arg Cys Gin Ser Ser 
1295 " • ■ •; -1300 ' " 1305 



Cys Gly 4ln'Va*l "Lys - Cys Arg ■ Lys Gly. Glu Gin Cys. Val His Thr 
1310. '" ... '''1315:; • 1320 * 

Ala Ser GijvPro A3rg.\Cys' >Phe ."..'Cys Pro. Ser Pro Arg Asp Cys Glu 

1325 / '*■: _ f. - ' a,330*V\. 1335 

Ser Gly .Cys Al£ - Ser. 'Ser "Pro .|.Gys Gin His Gly Gly Ser Cys His 
1340 " '" V.V •"'.;■*'■.:.'.,. ;13*5v 1350 

Pro Glri Arg: Gin Pro : Pro Tyr. • :Tyr Ser. "Cys Gin Cys Ala Pro Pro 
1355 .. .■136'p.-.- 1365 



-Phe Ser - Gly Ser Arg" Cys 'Glu-' '..lieu Tyr Thr. Ala Pro Pro Ser Thr 
1370."' v- 1375 ' 1380. 



WO 2005/071059 



244 



Pro Pro Ala Thr Cys .lieu Ser Gin Tyr Cys Ala Asp Lys Ala Arg 
1385 . 1390 1395 

Asp "Gly Val .Cys Asp Glu Ala .Cys Asn Ser His Ala Cys Gin Trp 
1400 1*05 1410 

Asp Gly Gly- Asp Cys .Ser : Leu Thr Met Glu Asn Pro Trp Ala Asn 
1415 * -1420. 1425 



Cys Ser Ser Pro Leu .Pro Cys Trp Asp Tyr lie Asn Asn Gin Cys 
1430 . ; v.-- • -143S\ " ... 1440 



Asp Glu Leu Cys' Asn- Thr ya3..-;Glu Cys Leu Phe Asp Asn Phe Glu 
1445 1450 1455 



Cys Gin. Gly Asn Ser Lys Thr. '.Cys Lys. Tyr Asp Lys Tyr Cys Ala 
1460.. 1465- 1470 " 



Asp His Phe Lys Asp Asn His ; • Cys Ash' Gin Gly Cys Asn Ser Glu 
1475. 1480.... -1485 

Glu Cys Gly Trp Asp Gly. Leu ;.Asp Cys Ala Ala Asp. Gin Pro Glu 
1490 . 1495 ' ■ 1500 



Asn Leu Ala Glu Gly;Thr Xeu Val lie Val Val. Leu Met Pro Pro 
1505 ■ ... .\ ' .1510 ' 1515' 

Glu Gin Leu Leu Gin Asp Ala. Arg Ser Phe Leu Arg Ala Leu Gly 
1520 " 1525 . . 1530 

i ' ■> ' ' . *. 

Thr Leu Leu -His '.Thr Asn 'Leu,.' .Arg lie Lys Arg Asp Ser Gin Gly 

1535. . ■1540^ '" :• ' ■ 1545. 

Glu Leu Met Val ^yr' Pro Tyr.. VTyr Gly Glu Lys Ser Ala Ala Met 
155Q ' 1555 ;/ * 1560 



Lys Lys :Gln Arg Met .Thr Arg-. "Arg Ser' Leu Pro Gly Glu Gin Glu 
1565 1570?' 1575 



Gin Glu Val Ala Gly Ser. Lys- -'.Val Phe Leu Glu lie Asp Asn Arg 
1580 '...-.'';.. : '1585. 1590 



Gin Cys Val Gin Asp -Ser . Asp. His Cys -.Phe Lys Asn Thr Asp Ala 
1595 1600 ' . . 1605 

Ala Ala. Ala Leu Leu /Ala Ser His- Ala lie Gin Gly Thr Leu Ser 
1610 -•- :1615 . " 1620 

Tyr Pro Leu Val Ser ial Val Ser Glu Ser Leu Thr Pro Glu Arg 
1625 V v-y ;.:" ; i630 : ; ' . . 1635 ■ 

Thr Gin. Leu .Leu 'av^ Leu'.Leu • Ala Val Ala Val Val lie lie Leu 
1640 . ' * - X645-.; ; '/ . 1650 

Phe lie- lie Leu'^eu Gly/.-Val' j tie Met -Ala Lys" Arg Lys Arg Lys 
1655 . ' %66d'I\ ■*• '.' 1665 
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His Gly "Ser lieu Trp' Leu Pro • Glu Gly. Phe Thr Leu Arg Arg Asp 
1670 '.V l«7S'v 1680 

Ala Ser Aqn His Lys Arg Arg Glu Pro. Val Gly Gin Asp Ala Val 
1685 1690 1695 

. Gly Leu Lys Asn Leu .'Ser Val Gin Val Ser Glu Ala Asn Leu lie 
1700 .■ 1705 17JL0 

Gly Thr Gly Thr Ser Glu His Trp Val Asp. Asp Glu Gly Pro Gin 
1715 . . :\ .' 1720 . - 1725 

Pro Lys Lys. Vail Lys Ala Glu Asp Glu Ala Leu Leu Ser Glu Glu 
1730 >- Y V! 1735 ' 1740 

Asp Asp Pro lie : Asp 'Arg. Arg. • Pro Trp . Thr Gin Gin His Leu Glu 
1745.. -.viTJiQ.. ' 1755 

.Ala Ala Asp -lie ' Ax<j.yArg''Tto' ( Pro Ser Leu Ala Leu Thr Pro Pro 
1760 * • ■ . " * V ... '1765 ... 1770 



Gin Ala -Glu Gin .Glu Val Asp yal .Leu Asp Val Asn Val Arg Gly 
1775 • .i780. ; 1785 



Pro Asp Gly Cys Thr Pro Leu -.Met Leu Ala Ser Leu Arg Gly Gly 
1790 .1795:. 1800 



Ser Ser Asp Leu Ser. Asp Glu. . Asp Glu' Asp Ala Glu Asp Ser Ser 
1805 ... ■ ; . .1810 1815 



Ala Asn lie He Thr;.Asp Leu Val Tyr Gin Gly. Ala Ser Leu Gin 
1820 ...«■ 1825. 1830 



• Ala Gin Thr Asp Arg Thr. Gly ' Glu Met .Ala Leu His Leu Ala Ala 
1835 ,'-*: :: >v 18.46, '. • ' 1845 ■ 



Arg Tyr. 'Ser Arg \Ala'* : Asp. Ala / Ala Lys Arg Leu Leu Asp Ala Gly 
1850 .. ' ' Vv,;. ■.1855.:^' . ' 1860 



Ala Asp Ala Asn Ala .Gin .- Asp. -Asn Met - Gly Arg Cys Pro Leu His 

i86s ; "v V:-. " 1*^9. / . • 1875 

Ala Ala ' Val' Ala Ala; Asp' Ala- f'Gln Gly Val Phe Gin He Leu He 
1880. CV/Vf\;. '1885 1890 

. Arg Asn Arg; Val Thr -Asp .Leu/.'. Asp Ala*. Arg Met Asri Asp Gly Thr 
1895- "y. : . ■■"jL900 V |; • 1905 

Thr Pro ieu iie. Leu- Ala Ala : Arg Leu- Ala .Val Glu Gly Met Val 
1910 1915.* 1920 



Ala Glu Leu lie .Asn -.'Cys Gin Ala Asp. Val Asn Ala Val Asp Asp 
1925 . "V; M930 . ' 1935 



His Gly Lys Ser Ala ieu His . Trp Ala Ala Ala Val Asn Asn Val 
1940 " • •* • :;.C :; : : : . f .*l$*45 ;- .1950 



. Glu Ala Thr- L^u Leu .'ieu- ^u . -Lys Asn Gly Ala Asn Arg Asp Met. 
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1955-. 1960 1965 

• Gin Asp- Asn Lys ..Glu Glu Thr Pro Leu Phe Leu Ala Ala Arg Glu 
1970 ' 1975. X98Q 

Gly Ser Tyr Giu Ala. Ala Lys He Leu -Leu Asp His Phe Ala Asn 
1985 . 1990 1995 

Arg Asp He Thr Asp; His Met Asp Arg Leu Pro Arg Asp Val Ala 
. 2000' 2005 2010 

Arg Asp Arg. "Met His His Asp lie Val Arg Leu Leu Asp Glu Tyr 
2015 .'• 2020. . 2025 

Asn Val. Thr Pro Ser .' Pro' Pro . ' Gly Thr Val Leu Thr Ser Ala Leu 
2030. ;.../ .;; < 2035 - 2040 

Ser Pro Val. ii^ Cya.Gly Pro / Asn Arg Ser Phe Leu Ser Leu Lys 

2045". -'.■./.;'.:/.•' .2050/- 2055 

His Thr Pro Met JSly. Lys Lys Ser Arg Arg Pro Ser Ala Lys Ser 
2060 2065- ~ 2070 

Thr Met Pro Thr Ser Leu Prd'/J'Asri Leu Alal Lys Glu Ala Lys Asp 
2075 ' 208.0 > 2085 

Ala Lys Gly'. Ser Arg- Arg Lys Lys Ser Leu Ser Glu Lys Val Gin 
2090 ' '2095 ' 2100 

Leu Ser Glu Ser Ser Val .Thr Leu Ser Pro Val Asp Ser Leu Glu 
2105 ' 2110. 2115 

Ser Pro His Thr Tyr Val Ser Asp Thr Thr- Ser Ser Pro Met He 
2120 -2.125V 2130 

Thr' Ser Pro! Gly .Her Leu Gin , Ala Ser Pro Asn Pro Met Leu Ala 
: 2135 ' ; -. • '2140 . " 2145 

Thr Ala Ala Pr'o.-Pxp. Ala JPrp V, Val ■ His. Ala Gin His Ala Leu Ser 
2150 '. . • . - ; J.\ ; i . , 2 15 5 ' / 2160' 

' Phe Ser . Asn* li^u "kis- Glu Met .Gin Pro 'Leu Ala His Gly Ala Ser 
2165\'- '"; 2170 V'' .. 2175 

Thr Val. Leu Pro "Ser .Val Ser. : '.Gin Leu.- Leu Ser His His His He 

. ..' 2iB.p-" '.- .. '.■;•;/- .; -2i85;... 2190 

Val Ser. Pro -Gly Ser, -Gly Ser." -Ala. Gly Ser Leu Ser Arg Leu His 
2195 ; / : : '22OO- . "•"* 2205 

Pro Val pro Vai Pro Ala Asp ..Trp Met Asn Arg Met Glu Val Asn 
2210 *"!•■""."•■"* '2215:' 2220 

Glu Thr' . Gin Tyr Asn Glu '-Met Phe Gly .Met Val Leu Ala Pro Ala 
' 2225 .- - ' •. . .'•..'/- ; • 2230 ' .2235 

Glu Gly Thr .His . £*ro ..Gly. .He '. Ala Pro Gin Ser Arg Pro Pro Glu 

224 0 \ * '■ ' •.-•;'.. "<\ ..2245 \. V . - 2250 
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Gly Ly s - .His lie' Thr Thr Pro. Arg Glu Pro Leu Pro Pro lie Val 
' 2255 ' 2260 .. -2265 . 



Thr Phe Gin Leu lie Pro Lys ..Gly Ser lie Ala Gin Pro Ala Gly 
227.0 2275 2280 



Ala Pro Gin Pro Gin Ser Thr Cys- Pro- Pro Ala Val .Ala Gly Pro 
2285 2290 2295 



Leu Pro Thr- Met Tyr Gin lie Pro Glu Met Ala Arg Leu Pro Ser 
2300 2305 2310 



Val Ala Phe. Pro Thr Ala Met .Met Pro Gin Gin Asp Gly Gin Val 
2315 . '2320 2325 



Ala Gin .Thr lie . Leu ".Pro. Ala Tyr His Pro Phe Pro Ala Ser Val 
2330 ' .'/2335: :. 2340 



Gly Lys Tyr Pro Thr Pro . Pro - '.Ser Gin . His Ser Tyr Ala Ser Ser 
2345 • . • • ' { ' : '. "23'SO;. ■ '., * 2355 

Asn Ala Ala.- Glu Arg: Thr' Pro" -Ser His- Ser Gly His Leu Gin Gly 
2360 " -2365' 2370 



Glu His Pro. Tyr .Leu Thr Pro ' Ser Pro Glu Ser Pro Asp Gin Trp 
2375 2380 2385 



Ser Ser * Ser Ser Pro His Ser Ala Ser Asp Trp Ser Asp Val Thr 
2390 ' 2395. • 2400 



Thr Ser Pro Thr Pro Gly Gly Ala Gly Gly Gly Gin Arg Gly Pro 
2405 -V 2410 ' 2415 



Gly Thr His Met " Ser/Qlu Pro Pro His Asn. Asn Met Gin Val Tyr 
2420 . . 2425 .. 2430 



Ala 



<210> 121* . 

<211> "208' 

<2i2> prt *'*'/. ; ; : ' \ 

;<213> Ar^if ici;al. sequence/; ... 

<220> '". ./'V-. /' ■■ ■ 

' <223> A novel predicted' alternative spliced variant protein product 

<400> 121 . . 

Met Gly. Pro Gly Ala Arg Gly Arg Arg ArCf Arg Arg Arg Pro Met Ser 

1 • \S'; " - 10 15 

Pro Pro P.ro- 'Pro .Pro Pro pro Val Arg Ala Leu Pro Leu Leu Leu Leu 

-20* . • .. 25 30 



Leu Ala Gly Pro Gly. Ala Ala Gly Ala Airg Leu Ala Gly Trp Val Ser 

.35 J.-' .40 . 45 



Gly Val Ser Trp. Arg *ifcr Pro Val Thr Gin Ala Pro Val Leu Ala Val 
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50 -'V 5S . Y 60 



Val Ser Ala Arg VttX* -Gin Trp Trp Leu Ala Pro Pro Asp Ser His Ala 
65 70. 75 ~ 80 



Gly Ala Pro Val Ala Ser. Glu Ala Leu Thr Ala Pro Cys Gin He Pro 

85 i . 90 95 



Ala Ser Ala Ala Leu ,Val Pro Thr .Val Pro Ala Ala Gin Trp Gly Pro 
100 105 110 



Met Asp Ala Ser Ser Ala Pro .Ala His Leu Ala Thr Arg Ala Ala Ala 
115 ' ' v'" 120. 125 



Ala Glu Ala Thr . Trp Met Ser Ala' Gly Trp Val Ser Pro Ala Ala Met 
130 135 140 



Val Ala- Pro .Ala- Ser Thr His Leu Ala Pro Ser Ala Ala Ser Val Gin 

145 . '. : O50 \ v 155 160 

Leu Ala Thr Gln^GXy His Tyr .Val Arg Thr Pro Arg Cys Pro Val His 

' r ' ' - : Xes':.^/ \\ "'• 170 175 

Pro His. His Ala Val '.Thr Gly. Ala. Pro Ala Gly Arg Val Ala Thr Ser 
180. . " . - - 185 - 190 

Leu Thr Thr Vai Pro Val Phe Leu. Gly Leu Arg Val Arg He Val Lys 

195 . /: ;, 200 205 



<210> 122 

<211> 1938 

<212> PRT . 

<213> Artificial sequence 
<220> 

< 2 2 3 > A . noye 1 ' predi ct ed alt;erna t ive spliced ■ variant pr o te in product 

<400> 122 

Met Gin Pro. Pro- Ser -Leu Leu Leu Leu Leu Leu Leu Leu Leu Leu Leu 

l • v.: " ; .:5-.;;'y.;. ; . -iq. . is 

Cys Val' Ser i Val* Val. .Arg Pro: Arg. Gly Leu' Leu Cys Gly Ser Phe Pro 

/•20 ... Vt ;.^Y. :: ': ; ■;.V;,.V'V25 30 

Glu Pro Cys .Ala-.As'n. Gly Gly Thr .Cys Leu Ser Leu Ser Leu Gly. Gin 
■'35 • " .'40 '' \. 45 

Gly Thr Cys Gin Cys 1 .' Ala Pro- Gly : Phe * Leu Gly Glu Thr Cys Gin Phe 

50 :.V ■ • , '55; • - ' • 60 



Pro Asp firo' -Cys Gin \Asn Ala Gin. Leu Cys Gin Asn Gly Gly Ser Cys 

.65 •* -:\ "7.9 : '■' *■.!.>.. ;. ' 75 80 * 

Gin Ala Leu Leu- Pro" Ala 'Pro Leu -Gly Leu Pro Ser Ser Pro Ser Pro 

'-' " '/ .85 . " 90 ■ 95 



Leu Thr Pro. Ser Phe Leu Cys -Thr Cys Leu Pro Gly Phe Thr Gly Glu 
• 100. ; 105 ' 110 
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Arg Cys Gin Ala. Lys Leu Glu Asp Pro Cys Pro Pro Ser Phe Cys Ser 
• 115 " 120 125 

Lys Arg Gly Arg. Cys ..His lie Gin Ala Ser Gly Arg Pro Gin Cys S® r 
130. ' * > " . '• 135' 140 

Cys Met Pro Gly Trp. Thr Gly .Glu Gin Cys Gin Leu Arg Asp Phe Cys 
145 \ • iS0 155. 160 



Ser Ala Asn Pro;' Cys Val "Asn Gly Gly Val Cys Leu Ala Thr Tyr Pro 
165 • *' 170 175 



Gin He Gin Cys- His. Cys Pro . Pro Gly Phe Glu Gly His Ala Cys Glu 
180 . 185 190 

Arg Asp Val . Asn Glu Cys Phe Gin Asp Pro Gly Pro Cys Pro Lys' Gly 
195 : " .;. 200 205 

Thr Ser 'Cys His- Asn Thr Leu Giy Ser Phe Gin Cys Leu Cys Pro Val 
210 " '• 2*15 " 220 



Gly Gin Glu Gly Pro . Arg .Cys Glu Leu Arg Ala Gly Pro Cys Pro Pro 
225 230 235 240 



Arg Gly Cys Ser Asn Gly Gly Thr Cys Gin Leu Met Pro Glu Lys Asp 
. 245-" 250 255 



Ser Thr Phe! Hisl Leu .Qys. Leu Cys Pro Pro Gly Phe He. Gly Pro Asp -. 
•260. ! V ; 265 270 



Cys Glu- Val W'Prp/'Asp Asn Cys Val Ser His Gin Cys Gin Asn Gly- 
27S J*/.'" 280 285 



' Gly Thr Cys Glri. Asp Gly Leu Asp Thr Tyr Thr Cys Leu Cys Pro Glu 
290 " : 295'- " 300 



Thr Trp Thr Gly Trp Asp Cys S0r Glu Asp Val Asp Glu Cys Glu Thr 
3 05 ' v 310 •• 3.15 320 



Gin Gly . Pro Pro His Cys. Arg As.n Gly Gly Thr Cys Gin Asn Ser Ala 

. " '3/2ET-* - .330' •• 335 

Gly Ser Phe .His. Cys ,Val Cys Val Ser Gly Trp Gly Gly Thr Ser Cys 
' 340 " -345 ' 350 



Glu Glu Asn Lett Asp. Asp Cys .lie Ala Ala Thr Cys Ala Pro Gly Ser 

' 355 V .* •/.' ! ■ 360 • 365 

Thr Cys lie- Asp. Arg- Val Gly Ser .-Phe Ser Cys Leu Cys. Pro Pro Gly 
37*0 • ; 1 ' 375- ."• "380* 

Arg Thr" Gly';Leu .Leu-;Cys His Leu Glu- Asp Met Cys Leu Ser Gin Pro 




Leu Cys Leu Cys Gin- Pro Gly- Tyr Ser Gly Pro Thr Cys His Gin Asp 
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• 420 425 430 

Leu Asp Glu Cys Leu -Met Gly Leu Glu Gly Gin Leu Cys Glu Val Glu 
435 440 ~ 445 



..Thr Asn Glu Cys Ala Ser Ala Pro Cys Leu Asn His Ala Asp Cys His 
450 ' * * : 455 460 



Asp Leu Leu ; Ash \Gly- ;Phe Glu Cys . lie Cys Leu Pro Gly Phe Ser Gly 

465 . s VVv470 ■ - ■ ; : 475 430 



Thr Arg Cys • Glu Glii -Asp lie Asp Glu Cys Arg Ser Ser Pro Cys Ala 
485 'V 490 - 495 



Asn Gly Gly Gin Cys Gin. Asp Gin .Pro Gly Ala Phe His Cys Lys Cys 
S00 505 510 



Leu Pro Gly Phe Glu. Gly Pro Arg Cys .Gin Thr Glu Val Asp Glu Cys 

515. ; • 5-20 525 



Leu Ser Asp Pro Cys Pro Val. Gly Ala Ser Cys Leu Asp Leu Pro Gly 
53 0 ' 535 540 



Ala Plie Phe Cys Leu Cys Pro Ser Gly Phe Thr Gly Gin Leu Cys Glu 

545 .550 . .555 560 

Val Pro Leu Cys' Ala Pro Asn Leu Cys Gin Pro Lys Gin lie Cys Lys 

565.V '- 570 575 



Asp Gin Lys Asp Lys: Ala Asn Cys Leu Cys Pro Asp Gly Ser Pro Gly 
.580. ;/". - .' S85 * 590 

Cys Ala Pro Pro Glu :Asp. Asn. Cys Thr Cys His His Gly His Cys Gin 
595 . 600. 605 

Arg Ser Ser Cys Val Cys Asp. Val Gly Trp Thr Gly Pro Glu Cys Glu 
610. 615. \\ . 620' 

Ala Glu Leu Gly GlV ..Cys lie. Ser Ala Pro Cys Ala His Gly Gly Thr 

625 . /;..630. ; •., . ; ' 6.35 • • 640 

.Cys Tyr Pro Gin Pro -Ser. -Gly Tyr Asn Cys Thr Cys Pro Thr Gly Tyr 
.645 JS50 655 

.Thr Gly Pro Tnr .cys' Ser Glu Glu Met Thr Ala Cys His Ser Gly Pro 
650. ... .\ . * . .665 670 

Cys Leu Asn Gly Gly.' Ser Cys Ash Pro Ser Pro Gly Gly Tyr Tyr Cys 
' 675 . 680 685 

Thr Cys Pro- Pro. Ser "His Thr Gly Pro Gin. Cys ■ Gin Thr Ser Thr Asp 
690 ■■• ' £95' '*..'"■ " 700 



Tyr Cys .Val/. Ser 'Ala'Prb Cys Phe; Asn Gly Gly Thr Cys Val Asn Arg 

705 ' " : \\'\*yiq?M> V : 715. " 720" 

Pro Gly. Thr Ph<* Ser '.'Cys Leu Cys Ala Met Gly Phe Gin Gly Pro Arg 

■ • :i ;\7"2S-.--' % - /: : -.730 * * 735 
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Cys Glu Gly Lys Leu Arg- Pro Ser Cys Ala Asp Ser Pro Cys Arg Asn 
740 745 750 



Arg Ala Thr Cys Gin Asp Ser Pro Gin Gly Pro Arg Cys Den Cys Pro 
755 .760 765 



Thr Gly. Tyr Thr Gly Gly Ser Cys Gin Thr- Leu Met Asp Leu Cys Ala 
770 , 775 780 



Gin Lys Pro Cys .."Pro.. Arg Asn Ser- His Cys Leu Gin Thr Gly Pro Ser 

785 . V. 790 ; V 795 800 

Phe His Cys Leu- Cys. Leu Gin- Gly. Trp Thr Gly Pro Leu Cys Asn Leu 

• ' ":. ' . ' 80S ■: .810 ' 815 

Pro Leu Ser Ser .Cys; Gin" Lys Ala .Ala . Leu Ser Gin Gly He Asp Val 
• 820 - ' ' ■ 825 ' 830 



Ser Ser Leu Cys His Asn. Gly. Gly. Leu Cys Val Asp Ser Gly Pro Ser 
835. "' • 840 " 845 



Tyr Phe Cys His- Cys Pro Pro, Gly Phe Gin Gly Ser Leu Cys Gin Asp 
850 855 860 



His Val Asn Pro. Cys- Glu ser Arg Pro Cys Gin Asn Gly Ala Thr Cys 
865 ."•*'" .870 :■' • 875 880 



Met Ala Gin Pro Ser Gly Tyr Leu Cys Gin Cys Ala Pro Gly Tyr Asp 
\ 885~ : .890 895 



Gly Gin Asn Cys Ser ...Lys Glu lieu Asp Ala Cys Gin Ser Gin Pro Cys 

- 900 " ;' - -/:.905 ■ 910 



His Asn Hia Gly rar.:Cys''Thr Pro Lys Pro Gly Gly Phe His Cys Ala 
915- . : f y:^2tf" 925 



Cys Pro Pro Gly Phe ;Val Gly . Leu. Arg Cys Glu Gly Asp Val Asp Glu 
930 1 .935 "■ 940 



Cys Leu Asp Glh Pro* -Cys His pro Thr Gly Thr Ala Ala Cys His Ser ' 

945 • " 950 V-.;. . 955 960 

Leu Ala. Asn. Ala- Phe T^rr : Cys Gin. Cys* Leu Pro Gly His Thr Gly Gin 
. :. : ; .965 . 37 Q ' " ' 975 

Trp Cys Glu* Val 'Glu '.Tie Asp Pro Cys His Ser Gin Pro Cys Phe His 
/ ; 980.' "*>•?. '- "585 990 

Gly Gly Thr. Cys; Glu Ala Thr Ala Gly Ser Pro Leu Gly Phe He Cys 

995 •'•'/' ..'.,' ■ 1000" 1005 

His Cys- Pro Lys <SXy pjie .Glu' Gly Pro .Thr Cys Ser His Arg Ala 
1010 • . • :. ' 'ip*15 v . 1020 



.Pro Ser Cys Gly *Phe. His^His-'Ji^sHAs/His Gly Gly Leu Cys Leu*. 
1025*" ■;'./•/',;.:■:.- ''itoo 1 * . 1035- 
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Pro Ser Pro; Lys' Pro 'Gly Phe - Pro Pro Arg Cys Ala Cys Leu Ser 
1040 " 1045 ' 1050 



Gly Tyr .Gly Gly Pro Asp Cyd Leu Thr Pro Pro Ala Pro Lya Gly 
1055 1060 1065 



Cys Gly Pro Pro Ser . Pro Cys Leu Tyr Asn Gly Ser Cys • Ser Glu 
1070 1075/ 1080 



Thr Thr Gly Leu;Gly.Gly Pro Gly Phe Arg Cys Ser Cys Pro His 
1085 1090' 1095 



Ser Ser Pro Gly Pro' Arg :Cys - .Gin Lys Pro Gly Ala Lys Gly Cys 
1100 ' '1105;/.- liio 



Glu Gly - Arg- S&x. GXy : . Asp . Gly /:AUa Cys . Asp Ala Gly Cys Ser Gly 
1115- .1120,. . - ' 1125 



Pro Gly Gly Asn Trp Asp Gly Gly Asp Cys Ser Leu Gly Val Pro 
' 1130. ■ ' '■..* '. 113*5 - 1140 



Asp Pro Trp Lys Gly Cys . Pro", Ser*. His -Ser Arg Cys Trp Leu Leu 
114.5 1150' 1155 



Phe Arg Asp Gly Gin Cys. Bis Pro Gin- Cys Asp Ser Glu Glu Cys 
1160 ;'-:-{:■ . 1:L6 . 5 1170 

Leu Phe Asp- Gly Tyr" . Asp -.Cys " Glu Thr Pro Pro Ala Cys Thr Pro 
1175 1180 1185 



.Ala Tyr .Asp. Gin' Tyf Cys : His :,Asp His Phe His Asn Gly His Cys 
1190 . . 4' .; >0 / v !X95 1200 



Glu Lys .Gly Cys : :Asn. Thr Aia -..Glu Cys. Gly Trp Asp Gly Gly Asp 

1205 ' ; ,r - *;i2io; v ■ ,. 1215 

Cys Arg Pro Glu Asp Gly As}? --.Pro Glu Trp Gly Pro Ser Leu Ala 
1220 .12*25 1230 



Leu Leu Val Val" Leu: 'Ser ■ Pro. -Pro Ala, Leu Asp Gin Gin Leu Phe 
1235 1246-.: 1245 



Ala Leu .'Ala. Arg Val"' Leu Ser - Leu Thr. Leu Arg Val . Gly Leu Trp 
1250..' ;.1255": .\\ 1260 

Val Arg "Lys -Asp Arg "Asp 'Gly ''Arg Asp Met Val Tyr Pro Tyr Pro 
1265 ■ 1270.-,. 1275 



Gly Ala Arg Ala Glu .'Glu Lys ; Leu Gly- Gly Thr Arg Asp Pro Thr 
12B0 _ .1285 1230 



Tyr Gin Glu Arg Ala -Ala'. Pro : .Gln Thr Gin. Pro Leu Gly Lys Glu 
1295 ' 'y':' m y : .-}\ .'^OO, ' 1305 . 

Thr. Asp Ser. Leu ■'set.'-.Ala Gly-' Phe Val Val Val Met Gly Val Asp 
1310 •' V': - ': -1315 ' ' 1320 
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Leu Ser. • Arg Cys Gly Pro Asp . His Pro Ala Ser Arg Cys Pro Trp 
1325 * • • ' 1330 xaas 



Asp Pro .Gly Leu Leu Leu .Arg Phe Leu Ala Ala Met Ala Ala Val 
1340 . 1345 1350 

Gly Ala Leu Gl,u .Pro'.. Leu Leu Pro Gly Pro Leu Leu Ala Val His 
1355 .1360 1365 



Pro His Ala Gly /Ear Ala -pro Pro Ala Aan Gin Leu Pro Trp Pro 
1370 ■ I ■::>'■ ; 1375 • . 1380 • 



Val Leu Cys .Ser Pro Val. Ala . Gly Val lie Leu Leu Ala Leu Gly 
1385 . V" : . y- : ] 1390 V 

Ala Leu Leu Val Leu Gin Leu Tie Arg Arg Arg Arg Arg Glu His 
1400 '* 1405;.- 1410 



Gly Ala -Leu. Trp Leu ".Pro .Pro Gly Phe Thr Arg Arg Pro Arg Thr 
1415 ,1420 1425 



Gin Ser- .Ala. Pro His ..Arg .Arg 1 . -Arg pro Pro Leu Gly Glu Asp Ser 
143 0 ' • 1435 ' 1440 



lie Gly • Leu Lys Ala Leu Lys : 'Pro Lys Ala Glu Val Asp Glu Asp 
1445.. " 1450 1455 



Gly Val Val Met Cys Ser Gly Pro Glu Glu Gly Glu Glu Val Gly 
1460 .' 1465' 1470 



Gin Ala Glu Glu Thr Gly Pro Pro Ser Thr Cys Gin Leu Trp Ser 
1475 .. 148 0 1485 

Leu Ser Gly Gly pys. Gly Ala ' Leu Pro Gin Ala Ala Met Leu Thr 
1490 ' ' • • " '.v :'"; : . : •': ±435 1500 



Pro Pro Gin "Glu .Ser; Glu* Met • Glu . Ala Pro Asp Leu Asp Thr Arg 
- 1505 • '- . - >': :i510 . 1515 



Gly Pro Aso. Gly #aI;Thr Pro -.- Leu Met Ser Ala Val Cys Cys Gly 
1520- Vlvs; :.'i525 r *-*r: 1530 

Glu Val Gin Ser Gly Thr Phe > ; : Gin Gly Ala Trp Leu Gly Cys Pro 
1535 .- • " 1540- ' ' 1545 



Glu Pro Trp .Glu. Pro Leu- Leu Asp Gly Gly Ala Cys Pro Gin Ala 
1550 ;, : .. 1555. • . 1560 



His Thr. Val Gl$r Thr . Gly Glu- ' .Thr Pro Leu His Leu Ala Ala Arg 
1565 . \. 1570. * • 1575- 



Phe Ser Arg P,ro. Thr' Ala . Ala Arg' Arg Leu Leu Glu Ala Gly Ala 
1580 " ; " •/ y ; " . 1585 1590 



Asn Pro Asn.'ai*n'Pr.o.7Asp Arg .Ala Gly. Arg Thr Pro. Leu His Ala 
15-95 . f V'LVT--' V". ! '^Q0-; * ■. 1605 

Ala Val. Ala*Aia Asp Ala" M Arg ; ..'Glu Val. Cys Gin Leu Leu Leu Arg 
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1610 ♦ 1615. 1620 



Ser Arg Gin Thr Ala \Val Asp Ala Arg Thr Glu Asp Gly Thr Tlir 
1625 163 0- 1635 



Pro Leu Met Leu Ala Ala Arg -lieu Ala. Val Glu Asp Leu Val Glu 
1640 * 1645 1650 



Glu Leu lie. Ala Ala. Gin .Ala Asp .Val Gly Ala Arg Asp Lys Trp 
1655 1660 1665 



Gly Lys Thr Ala - Leti ' His Trp Ala Ala . Ala Val Asn Asn Ala Arg 
1670 • '. 1675 . 1680 

Ala Ala Arg Ser Leu/.Xeu Gin ■ Ala Gly Ala Asp Lys Asp Ala Gin 
1685' r ••.1690 .' 1695 



Asp Asn Arg, Glu Gin' Thr Pro . j Leu Phe Leu Ala Ala Arg Glu Gly 
1700 . I; r 1705;. 1710 



.Ala Val Glu Val Ala. .Gin, Letu Leu Leu Gly Leu Gly Ala Ala Arg 
1715' v..*. ;; ""- 172 Ol" : 1725 



Glu Leu Arg Asp Glii Ala Gly .'Leu Ala Pro Ala Asp Val Ala His 
1730 * -1735 * 1740 

Gin Arg Asn. His Trp - Asp Leu - Leu Thr Leu Leu Glu Gly Ala Gly 
1745 • ,* ■ ' 1750 1755 



Pro Pro Glu. Ala Arg. His Lys .Ala Thr Pro Gly Arg Glu Ala Gly 
1760 .V.'." 1765 1770 



Pro . Phe Pro Arg Ala* Arg Thr Val Ser Val Ser Val Pro Pro His 
1775 1780 ■ 1785 



Gly Gly Gly Ala , ; Leu* Pro Arg Cys Arg Thr Leu Ser Ala Gly Ala 
1790 - 17.95- 1800 



Gly Pro Arg Gly; -G^y <Gly Ala : - Cys Leu Gin Ala Arg Thr Trp Ser 
1805 7.18.10 V • ' ' i8is 

Val Asp-' Ii£'.J^a.-2^-J^r.diy-v:i^ly Gly. Ala Tyr Ser' His Cys Arg 
1820 ' . . ;■ -,, ; ;".V. .£825/: - - ' 1830 

Ser Leu - Ser Gly Val Gly Ala ..' Gly Gly ' Gly Pro Thr Pro Arg Gly 
• 1835 - ' ■'.• *.. ■ -1840-. • 1845 . 



Arg Arg" Phe Ser Ala - ; Gly. Met '/Arg. Gly .Pro Arg Pro Asn Pro Ala 
.185.0' 1855'-. 1860 



He Met Arg Giy Arg Tyr. Gly Val Ala Ala Gly Arg Gly Gly Arg 
1865 ./•- ... 1870 - 1875 



Val Ser- Thr- Asp* Asp". Trp - Pr6 Cys Asp Trp Val Ala Leu Gly Ala 
1880 .*'■ \ " • 1885" .1890 



Cys- Gly .Ser. Ala' Ser 1 'Asn : lie '.^Pro lie Pro Pro Pro Cys Leu Thr 
• 1895 y ^l^^^ .;.X^0O/\- 1905 
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Pro Ser Pro Glu Arg 'Gly Ser. -.Pro Gin Leu Asp Cys Gly Pro Pro 
1910 1915' 1920 



Ala Leu Gin Glu Met Pro lie Asn Gin Gly Gly Glu Gly Lys Lys 
1925- . 1930-- 1935 



<210> 123 

<211> . 759 1 ;1 

<212> PRT 

<213> Artificial, sequence 
<220> 

<223> A novel- predicted • alternative spliced variant protein product 
<400> 123 

Met Ser. Ser .Trp lie .Arg Trp His Gly Pro Ala Met Ala Arg Leu Trp 

1 5 " '5 " V* 10 15 



Gly Phe Cys Trp Leu Val .Val Gly Phe Trp Arg Ala Ala Phe Ala Cys 

'•20* : '• i 25 30 



"Pro Thr Ser Cys Lys Cys. Ser Ala Ser ATg He Trp Cys Ser Asp Pro 

.35 . ' 40 " ."; 45 



Ser Pro- Gly lie Val Ala Phe Pro Arg Leu Glu Pro Asn.Ser Val. Asp 
50 55. * 60 . 



Pro Glu. Asn Xle Thr Glu Xle Phe. lie Ala Asn Gin Lys Arg Leu Glu 
65 • 70 ' " 75 80 



He lie Asn Glu Asp Asp Val Glu Ala Tyr Val Gly Leu Arg Asn Leu 
85 .90 95 



Thr He Val Asp Ser Gly Leu Lys Phe Val Ala His Lys Ala Phe Leu 
10Q- 105 110 



Lys Asn' Ser; Asn" Leu Gin. His He' Asn Phe Thr Arg Asn. Lys Leu Thr 

'• 115 . V;/'". 120 ' * 125 



Ser Leu. Ser Arg.-LysVHls .Phe Arg His Leu Asp Leu- Ser Glu Leu lie- 
• 130 ■ : \. ^35; ' 140 

Leu Val Gly, Asn. Pro -Plie Thr. Cys Ser Cys Asp He Met Trp He Lys 
.145 •■'150 155 160 



Thr Leu Gin- Glu -Ala Lys Ser Ser Pro Asp Thr Gin Asp Leu Tyr Cys 
. m \ 165. . . • 170 175 



.Leu Asn. Glu. Ser,* Ser Lys, Asn .lie ."Pro lieu Ala Asn Leu Gin He Pro 
XB0. " *" 185 190 



Asn Cys Gly Leu Pro .Ser Ala- Asn Leu Ala Ala Pro Asn Leu Thr val 

195 -.»".' .: 200 205 



Glu Glu- .Gly Lys" Ser' lie Thr Leu Ser Cys Ser Val Ala Gly Asp Pro 
■ 210* •." '215 ".* . 220 



Val Pro Asn Met- Tvr»Trp Asp Val .Gly Asn Leu Val Ser Lys His Met 
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225 ..-,2.30 • 235 240 

Asn Glu Thr Ser His Thr Gin Gly Ser Leu Arg He Thr Asn He Ser 
" 245 ■ ; 250 255 



Ser Asp Asp Ser .Gly Lys' Gin lie Ser .Cys val Ala Glu Asn Leu Val 
260. 265 270 

Gly Glu Asp Gin Asp Ser Val Asn Leu Thr Val His Phe Ala Pro Thr 
275 280 285 



He Thr Phe Leu Glu -Ser Pro Thr Ser Asp His His. Trp Cys He Pro 
290 295 ' 300 

Phe Thr Val Lys Gly Asn Pro Lys- Pro- Ala Leu Gin Trp Phe Tyr Asn 

. 305 " ' ^ 310 ' 3is * 320 

Gly Ala Ile^LeU ,A^n ..Glu Ser Lys Tyr lie Cys. Thr Lys He His Val 

. '.325-: ''- . -330 . 335 

Thr Asn His "Thr 'Glu* -.Tyr His Gly Cys Leu Gin Leu Asp Asn Pro Thr 
340 \ 345. 350 

His Met Asn Asn. Gly Asp Tyr Thr Leu lie Ala Lys Asn Glu Tyr Gly 

355 v 360 : • . ' 365 



Lys Asp Glu Lys Gin . He Ser - Ala His Phe Met Gly Trp Pro Gly He 
370 *. .375.' 380 

Asp Asp Gly, Ala .Asn Pro Asn Tyr Pro Asp Val lie Tyr Glu Asp Tyr 
385 . 390 • 395 400 

Gly Thr Ala Aia Asn Asp He Giy Asp Thr Thr Asn Arg Ser Asn Glu 
. 405 410 415 

He Pro Ser Thr Asp. Val' Thr Asp Lys Thr Gly Arg Glu His Leu Ser 
420 V : 425 430 

Val Tyr Aia Val-. V^l- Val lie Aia Ser Val Val Gly Phe Cys Leu Leu 
' 435 ; .44b ' 445 

Val Met Leu Phe\ieu ;Leu .Lys.' Leu Ala Arg His' Ser Lys Phe Gly Met 
450 ; 455 . 460 

Lys Val Val. Gin His' lle Lys, Arg His Asn He Val Leu Lys Arg Glu ■ 
465 . . t'4?70. 475 • 480 



Leu Gly Glu .Gly. AljaV Phe Gly. Lys Val Phe Leu Ala Glu Cys Tyr Asn 

. . 485 :; ; ' V "V.\ " • 490 495' 



Leu Cys Pro Glu Gin Asp, Xys .He' Leu Val Ala Val Lys Thr Leu Lys 

' -sob;- :;.'•*. >05.;- 510 

Asp Ala Ser Asp. Asn 'Aia Arg Lys Asp Phe His Arg Glu Ala Glu Leu 
515 .520 • 525 

Leu Thr Asn Leu Gin His Glu His - lie Vai' Lys Phe Tyr- Gly Val Cys 
530' "'.A.'-'- 535. 540 
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•Val Glu Gly Asp Pro lieu lie. Met Val Phe Glu Tyr Met Lys His Gly 
545 "SSO". 555 " 560 



Asp Leu Asn Lys Phe Leu Arg Ala His Gly Pro Asp Ala Val Leu Met 
• 565 . 570 575 

Ala Glu Gly Asn Pro Pro- Thr Glu Leu Thr Gin Ser Gin Met Leu His 
.580 .V. • v :S85 ■ • 590 



He Ala Gin Gin He- Ala Ala : Gly Met Val Tyr Leu Ala Ser Gin His 
59S 600. ' 605 



Phe val His Arg Asp Leu Ala Thr Arg Asn Cys Leu Val Gly Glu Asn 
610 615 620 



Leu Leu Val .Lys He Gly Asp'Pne Gly Met Ser Arg Asp Val Tyr Ser 

625. V'.; 1 ' V- 635 640 

Thr Asp Tyr Tyr ; -Arg-; Val Gl$f Gly His Thr Met Leu Pro He Arg Trp 

645-V.:'. Y ;■- 650 ' 655 ' 



Met Pro Pro Glu Ser .'10,e Met Tyr. Arg. Lys Phe Thr Thr Glu Ser Asp 

V66b;- vv-..<..;' ...V';.; .•••-665.**' 670 



Val Trp Ser. Leu. .Gly. .Val Val Leu Trp Glu lie Phe Thr Tyr Gly Lys 
.675 V. '68*0 685 



Gin Pro Trp Tyr Gin lieu .Ser Asn Asn Glu Val He Glu Cys He Thr 
690 695 700 



Gin Gly Arg Val. Leu Gin Arg. Pro Arg Thr Cys Pro Gin Glu Val Tyr 
705 .710 ... . 715 720 



Glu Leu Met Leu Gly Cys Trp Gin Arg Glu Pro His Met Arg Lys Asn 
' 125- 7.30 735 



He Lys Gly. lie His. -Thr Leu Leu Gin Ash Leu Ala Lys Ala Ser Pro 

. - . ; * ?40- .' y-V ; : ? * 745 ' . 750 



Val Tyr, Leu- -Asp" i^e -Leu G-iy. 

. 755.' '-*: •?':{: Y- •: - "-Y- . 



<2io> 124; . "\ "YYv '.X: 

<211> 816. : •/";'.**: . •. >-'v '-'- - • 

<2i2> prt t ". * %• ; . v 

<213> Artif iclalvsea^ence- • \ 
<220> • .1 * y: " * " ;*..*.. ... 

<223> A npvelYpre^icted. alternative spliced variant protein product 

<4'oo> .124'. ' . ::■ '■' ■ 

Met Asp Val, Set, Leu Cys, Pro; Ala.liys Cys Ser Phe Trp Arg He Phe 

Leu* Leu Gly Ser/ Val! ,Trp Leu- Asp .Tyr Val Gly Ser Val Leu Ala Cys 

- aor: "V- ;. ; : . 1 • .25 * ■ . 30 



Pro Ala Asn Cys- Val*. bys Ser .Lys Thr Glu He Asn Cys Arg Arg Pro 
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35 ' * .40 . 45 

Asp Asp Gly-. Asn .Leu. Phe Pro Leu Leu Glu Gly Gin Asp Ser Gly Asn 

50 55 ' . ; . 60 

Ser Asn Gly Asn. Ala Asn lie Asn lie Thr Asp lie Ser Arg Asn lie 

■65' ■ ■ .70. 75 80 



Thr Ser lie His .lie Gin Asn:- Trp "Arg Ser. Leu His Thr Leu Asn Ala 
85' SO 95 



Val Asp Met -Glu Leu Tyr Thr Gly Leu Gin Lys Leu Thr lie Lys Asn 
100. 105 110 



Ser Gly Leu Arg. S.er-.Xle -Gin Pro Arg Ala. Phe Ala Lys Asn Pro His 
115 . 120 125 



Leu Arg Tyr Met Gin ;i*eu Glu Gin. Asn. Phe Phe. Asn Cys Ser Cys Asp 
130. ' ' :. V, ;v 13 S ; - 140 

lie Arg Trp ^Met" Gin Leu -Trn Gin Glu* Gin Gly Glu Ala Lys Leu Asn 

145 iso . - . 155 160 

Ser Gin Asn. Leu -Tyr ; .jCys lie ;Asii Ala Asp Gly Ser Gin Leu Pro Leu 

' \ 165.."-; 17P 175 

Phe Arg Met Asn lie Ser Gin Cys : Asp Leu Pro Glu lie Ser Val Ser 
i80 . 185 190 



His Val. Asn Leu Thr Val Arg Glu' Gly Asp Asn Ala Val lie Thr Cys 
155 ; . ■ ; 200. 205 



Asn Gly Ser Gly Ser Pro. Leu Pro Asp Val Asp Trp lie Val Thr Gly 

210 '-' • • - - 2i5 220 



Leu Gin Ser lie Asn.. Thr His Gin Thr Asn Leu Asn Trp Thr Asn Val 
225 - 230 235 240 



His Ala lie Asn Leu. Thr Leu Val .Asn Val Thr Ser Glu Asp Asn Gly 
245, 250 255 



Phe Thr lieu .Thr.' G^s; : lle Ala; Glu Asn Val Val Gly Met Ser Asn Ala 
\ vieo] . ; ! - -265' / ; / 270 

Ser Val Ala LeU- ThV.-yal Tyr "Tyr. Pro 'Pro Arg' Val Val- Ser Leu Glu 

• 275 m ■'••^ -vl".;;/ "2.60 * >: • 285 

Glu Pro GlU-Leu 1 ' Argr.ieu Glu : His Cys Olie Glu Phe Val Val Arg Gly 
290 \ - 295'- V; . . .;'•'. '300 

Asn Pro Pro Pro T^airLeu His Trp- Leu His Asn Gly Gin Pro Leu Arg 

305 -'J. V;;310 -/J - :*3l5 : "320 

Glu Ser Lys--'-^ Gin Glu Gly Glu lie Ser 

/ • -*i ^is,-': '"" :•: ': 330 335 

. . . s, '•..»-. ** • *.'•.'' '•* ■ 

Glu Gly Cys I*eu' Leu Phe. Asn Lys .Pro Thr His Tyr Asn Asn Gly Asn 
340; ■ ' ' ' 345 350 
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Tyr Thr Leu He. Ala Lys Asn Pro. Leu Gly Thr Ala Asn Gin Thr lie 
355 . ; -360 365 



Asn Gly His Phe Leu .Lys Glu- Pro Phe Pro Glu Ser Thr Asp Asn Phe 
370 375 380 

lie Leu Phe Asp .Glu 'Val Ser Pro Thr Pro Pro lie Thr Val Thr. His 
385 ' _ 3.90 395 400 



Lys Pro Glu Glu Asp Thr- Phe Gly Val Ser lie . Ala Val Gly Leu Ala 
• '405 V.". 4X0 . 415 



Ala Phe Ala Cys. Val.- Leu Leu Val Val Leu Phe Val Met He Asn Lys 
420- ' • 425 430 



Tyr Gly Arg Arg. Ser' Lys Phe Gly Met Lys Gly Pro Val Ala Val He 
435. i- . 440 445 



Ser Gly. GluGluC Asp. . Ser Ala '.'Ser. Pro 'Leu His His lie Asn His Gly 
450 . . ; ' .455 . 460 . 



He Thr Thr' Pro:;S6r..Ser Leu. Asp Ala Gly Pro Asp Thr Val Val He 
465 r: ■ < ,470 • : .' - ' • ' ' - ' ' 475. 480 



Gly Met Thr Arg lie.. Pro Val- He. Glu Asn Pro Gin Tyr Phe Arg Gin 

. '■;**.*"' '-W-V' * / '490 495 



Gly His Asn Cys .His; Lys ' Pro Asp Thr , Tyr Val Gin His He Lys Arg 
500 y. ' < . 505 510 



Arg Asp lie Val .'Leu Lys. Arg. Glu Leu Gly Glu Gly Ala Phe Gly Lys 

SIS!. :-" ' ' - * 520 525 



Val Phe Leu Ala Glu Cys Tyr" Asn Leu Ser Pro Thr Lys Asp Lys Met 
530 535 540 



Leu Val. Ala Val. Lys- Ala Leu Lys Asp Pro Thr Leu Ala Ala Arg Lys 
545 550 :■ .555 560 



Asp Phe Gin Arg Glu - Ala Glu Leu- Leu Thr Asn Leu Gin His Glu His 

V *'.;'•; 56571:*- - 570 . 575 

lie" Val. L'ys'\Phe ; Tyr... Gly Val. Cys Gly Asp. Gly Asp Pro Leu lie Met 
>58V ^yV:/; '; •' *• .V'.585 : ■ 590 

Val Phe G1U Ty^-'MetVLys 'His Gly Asp Leu Asn Lys Phe Leu Arg Ala 

.595- ;y'' .' ;;'.^:6do *' eos 

His Gly Pr.<T AsnV Ala Met lie Leu. Val Asp Gly Gin .Pro Arg Gin Ala 
610'. - ; \ * "': ' 615 ' .."*" 620 



Lys Gly Glu Leu' Gly lieu Ser ; Qln Met Leu His He Ala Ser Gin-. He 
625 • .': *:- - <630 "... '.I'*'. . . 635 640 



Ala Ser Gly .Me.t Val. -Tyr- Leu .Ala Ser' Gin His Phe Val His Arg Asp 

-.. : :;.64S -> : 650 655 
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Leu Ala Thr . Arg .Asn--6ys teu Val, Gly Ala Asn Leu Leu Val Lya He 
-660 •'.'•*. '.-665 670 



Gly Asp Plie Gly, Met Ser Arg Asp Val Tyr Ser Thr Asp Tyr Tyr Arg 
675' ' ' '680" 685 



Leu Phe Asn Pro Ser. Gly Asn.' Asp . Phe .Cys He Trp Cys Glu Val Gly 

690 • '695 - . 700 

Gly His Thr Met Leu - Pro lie Arg, Trp Met Pro Pro Glu Ser lie Met 
705 710 ■ 715 720 



Tyr Arg Lys Phe Thr Thr Glu Ser Asp Val Trp Ser Phe Gly Val He 
; ,725 .730 735 

Leu Trp Glu lie Phe' Thr Tyr .Gly Lys Gin Pro Trp Phe Gin Leu Ser 
740 * 745 ' 750 

Asn Thr Glu' Val. lie diu Cys lie Thr Gin Gly Arg Val Leu Glu Arg 

755 . m \ \ - .~ ' 760 765 

Pro Arg 5 Val -'Cys Ero ' : Lys Glu Val Tyr Asp Val Met Leu Gly Cys Trp 
770 . '.' * TpS 780 

Gin Arg Glu Pro Gin ' Gin Arg -Leu Asn Jle Lys Glu He Tyr Lys He 
785 -790. V. 795 800 

' Leu His Ala Leu Glv.Lys Ala Thr Pro -lie Tyr Leu Asp He Leu Gly 
805 *" 810 815 

<210> 125 
<211> 662 • •* " 

<212> PlfcT. \'. 
<213> Artificial sequence 

- <220> .' : , .V • r. V 

<223> A. novel /predacj;ed ^.alternative. 'spliced variant protein product 

<400> 125 

Met Asp Val Ser Leu .Cys Pro Ala Lys Cys Ser Phe Trp Arg He Phe 

i " 5 - : lb. is 

Leu Leu Gly Ser .Val Trp Leu Asp Tyr Val Gly Ser Val Leu Ala Cys 

20 . . ; \. 25 30 

Pro Ala Asn 'cys 'Vai-C^s Ser Lys Thr Glu He Asn Cys Arg Arg Pro 

• 35 y./ ': ' .;.' t ^0ivi • • 4S 

Asp Asp' Gly Asn L'eu\phe P % rb Leu Leu - Glu Gly Gin Asp Ser Gly Asn' 

so.. '•;•' • .55 " - ■'; / 60 

Ser Asn.X31^;i^\Ala : 'Jtsxi .lie - Asn lie. Thr Asp He Ser Arg Asn He 
•65 ■ :'\o ;■. -V . - 75 ■ 80 

Thr Ser lie His" ile Glu Asn Trp.* Arg S.er Leu His Thr Leu Asn Ala 

• - ■ . ■tf&//v.y ... 90 95 

Val Asp Met". Glu Leu- T^' Thr -Gly. Leu" Gin Lys Leu Thr He Lys Asn 
. 100. 'V ••*. -105*" 110 
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Ser Gly Leu Arg: Ser; lie. Glh Pro Arg Ala Phe Ala Lys Asn Pro His 
us.':- 120. 125 



Leu Arg Tyr- lie" Asn .Leu. Ser. Ser Asn Arg Leu Thr Thr Leu Ser TrjJ 
130 \ .- 135 . :.- 140 

Gin Leu Phe Gin Thr .Leu Ser> Leu Arg Glu Leu Gin Leu Glu Gin Asn 

145 '-"..■"•*' 150 \ 155 160 

Phe Phe Asn Cys .Ser' Cys Asp lie Arg Trp Met Gin Leu Trp Gin. Glu 
165 " 170 175 



Gin Gly Glu Ala Lys Leu Ash Ser Gin Asn Leu Tyr Cys lie Asn Ala 
180 . 185 190 

Asp Gly Ser Glh Leu Pro Leu Phe Arg Met Asn He Ser Gin Cys Asp 

195 . ■ . -'■ . 200 . 205 

Leu Pro Glu He. Ser ' Val Ser His Val Asn Leu Thr Val Arg Glu Gly 
210' . * . 2.15 220 



Asp Asn Ala Val' He... Thr Cys" Asn Gly Ser- Gly Ser Pro Leu Pro Asp 

225 • '1-230 .., ■ - 235 240 

Val Asp Trp . lie: Val.. Thr Gly Leu Gin Ser He Asn Thr His Gin Thr 
■ ; ' 24-5 " . " 250 ■ 255 



Asn Leu Asn Trp Thr; Asn Val His Ala lib Asn Leu Thr Leu Val Asn 
260\ '..;■.*•/. f- '. 265/ 270 



Val Thr Ser Glu .Asp- Asn Gly .Pne .Thr Leu Thr Cys He Ala Glu Asn 
275 "■' : " ' ' 280' 28S 



Val Val Gly Met Ser Asn Ala Ser. Val Ala Leu Thr Val Tyr Tyr Pro 
290 > . ' 295 ■ 30.0 



Pro Arg Val Val. Ser Leu Glu Glu Pro Glu Leu Arg Leu Glu His Cys 
305 : \ : ... "310 315 320 



He Glu Phe Val. Val, - Arg Gly Asn Pro Pro Pro Thr Leu His Trp Leu 

• . . :; -..32Sr.: v " - 330. 335 

-•".■-*'• ■ 

His Asn Gly Gin Pro Leu Arg Glu Ser Lys He He His Val Glu Tyr 

" /3<0; 'v-V 1 -.' ,-*"■•:/ 1 -345 ' 350 



Tyr' Gin. Glu.;Gly Glu. .He Ser 'Glu Gly Cys Leu Leu Phe Asn Lys Pro 

3.55'* . /;vV"7* • * '360 365 . 



Thr His Tyr Asn • Ash :<3iy Asn Tyr- Thr Leu He Ala Lys Asn Pro Leu 

370 . • .'V\ \ . 3.75- ;■ I"". 380 



Gly Thr Ali Asn^ Glh .-Thr lie- Asn. Gly His Phe Leu .Lys Glu Pro Phe 
385 : ". V '3'96 .* ' 395 400 



Pro Glu Ser.Thr "Asp -Asn Phe' -"lie lieu' Phe Asp Glu Val Ser Pro Thr 

- • : ■ -405/. :' .410 ' 415 
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Pro Pro He Thr. Val Thr His Lys Pro Glu Glu Asp Thr Phe Gly Val 
"420 . . 425 ' ■ 430 



Ser He Ala -Val Gly Leu Ala Ala Phe Ala cys Val Leu Leu Val Val 
435 .440- 445 

Leu Phe Val' Met' lie' Asa Lys !Tyr Gly Arg Arg Ser Lys Phe Gly Met 
450 . ■■ 455 460 



Lys Gly Pro Val Ala Val He Ser Gly Glu Glu Asp Ser Ala Ser Pro 
465 ■ .4.70 r. 475 480 



Leu His His lie Asn His Gly He Thr Thr Pro Ser Ser Leu Asp Ala 
485 490 495 



Gly Pro Asp Thr Val Val lie Gly Met Thr Arg He Pro Val He Glu 
500 505 510 



Asn Pro Gin Tyr Phe. Arg Gin Gly His Asn Cys His Lys Pro Asp Thr 
515 520 525 



Tyr Val Gin His lie Lys Arg Arg Asp He Val Leu Lys Arg Glu Leu 
530 ... 535 540 

Gly Glu Gly Ala" Phe! Gly Lys Val Phe Leu Ala Glu Cys Tyr Asn Leu 

545 ;-\.550 - 555 " 560 

Ser Pro Thr Lys Asp. Lys Met Leu Val Ala Val Lys Ala Leu Lys Asp 

_565" ' 570 575 

Pro Thr Leu . Ala Ala "Arg Lys . Asp Phe Gin Arg Glu Ala Glu Leu Leu 

'■ 58Q . \. ' ... .585 . . 590 

Thr Asn Leu Gin His.- Glu His lie Val Lys Phe Tyr Gly Val Cys Gly 



Asp Gly Asp Pro "Leu. lie .Met Val Phe Glu Tyr .Met Lys His Gly Asp 
610 - ; • 615 620 

Leu Asn Lys Phe Leu Arg. Trp Glu Asp Thr Pro Cys Ser Pro Phe Ala 
625 .630 . . . " . 635 640 

Gly Cys Leu Leu Lys,' Ala Ser Cys . Thr Gly' Ser Ser Leu Gin Arg Val 
645 .\- 650 ' 655 

Met Tyr Gly. Ala Ser Gly '. * 

• ' • .'Wo*. : .-. ..■ \, . 

<2io> 126 . . " : . . . 

<211> 43.7' *- °\-J. vl * . • 

<212> PRT . v*^y. ..." ' 
<213> Artificial -sequence . \ 

<220> ; : ,.';v*. \; 

<223> A ndyer '^^^pte^ kl^ei^ttw^ spliced variant protein product 
<400> 126 • ••. . v - \ ' > • 

Met Phe Leu Ala Thr : Leu Tyr Phe Ala Leu Pro Leu Leu Asp Leu Leu 

1 '. • s :■"".* W- ' 10 15 ■ 
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Leu Ser Ala Glu Val . Ser Gly Gly Asp Arg Leu Asp Cys Val Lys Ala 

20 • : ■ .25 30 

Ser Asp Gin Cys' Leu Lys Glu Gin Ser - Cys Ser Thr Lys Tyr Arg Thr 

' 35 ' 40 ; . 45 



Leu Arg Gin Cys Val Ala Gly Lys Glu Thr Asn Phe Ser Leu Ala Ser 
50 55 . ' 60 



Gly Leu Glu Ala Lys Asp Glu. Cys Arg Ser Ala Met Glu Ala Leu Lys 
65 70 75 80 



Gin Lys Ser Leu Tyr Asn Cys ' Arg Cys Lys Arg Gly Met Lys Lys Glu 

.85- . ' . 90. 95 



Lys Asn Cys Leu Arg He iyr Trp Ser Met Tyr Gin Ser Leu Gin Asp 
- .100 ■ 105 V no 



Val Phe Gin Gin Val- Glu His He Pro Lys Gly Asn Asn Cys Leu Asp 
' 115 . 120 ■" 125 



Ala Ala. Lys. Ala Cys Asn Leu Asp Asp He Cys Lys Lys Tyr Arg Ser 
130 ' 135 140 



Ala Tyr- lie Thr*. Prp.-.Cys Thr. Thr Ser Val Ser Asn Asp Val Cys Asn 
145 -." ; '150 '•. . 155 160 



Arg Arg Lys Cys His . Lys Aia Leu Arg Gin Phe Phe. Asp Lys Val Pro. 

165 - """ " "170 . 175 



Ala Lys His Ser' Tyr Gly Met* Leu Phe - Cys Ser Cys Arg Asp He Ala 
: 180". 185 . 190 



Cys Thr Glu Arg Arg Arg Gin Thr He Val Pro Val Cys Ser Tyr Glu 

195 .... - 200 205 



Glu Arg Glu Lys Pro Asn Cys Leu .Asn. -Leu Gin Asp Ser Cys Lys Thr 
210 '.21S V V .220 



Asn Tyr. He Cys." Arg .Ser Arg> Leu Ala Asp Phe Phe Thr Asn Cys Gin 
225 . • ; ;23P \ . ?• . . 235 . 240 

Pro Glu Ser Arg.Seir Val Ser Ser Cys Leu Lys Glu Asn Tyr Ala Asp 
•245/ * 250- 255 



Cys Leu Leu. Ala. Tyr. .Ser Gly. Leu .He Gly Thr Val Met Thr Pro Asn 

'",260.'*';*' : . : ,-V* 2€s \ ' 270 

Tyr lie- Asp ^Ser^Se^' Ser Leu Ser Val Ala Pro Trp Cys Asp Cys Ser 

• - 27 ^... '.""-'V '}(.: ' \\ r V 2 ^\ ■ ■ ' * 285 ' 

. ' . • ■.■;.-^^.-v • 

Asn Ser Gly Asn, Asp- Leu Glu. .Glu Cys Leii Lys Phe Leu Asn Phe Phe 

290 ":v-. . 29S-* v.* 300 



Lys Asp. Asn. Thir Cys ^Leu.. Lys.' Asn : Ala. .He Gin Ala Phe Gly Asn Gly 
305 *• \\ ;310.- 315 320 
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Ser Asp Val Thr Val Trp Gin Pro Ala Phe pro Val Glu Thr Thr Thr 
325 330 335 



Ala Thr Thr Thr Thr Ala Leu Arg. Val. Lys Asn. Lys Pro Leu Gly Pro 
340 * * 345 " 350 



Ala Gly Ser Glu Asn- Giu lie Pro Thr His -Val Leu Pro Pro Cys Ala 

•355 : ,.3'60' .365 

Asn Leu Gin Ala' Gln-Lys Leu Lys Ser Asn Val Ser Gly Asn Thr His 

370 . ."',<• ; 3'?5 380 



Leu Cys He Ser Asn 'Gly Asn Tyr Glu Lys Glu Gly Leu Gly Ala Ser 
385 .390 395 400 



Ser His lie "Thr Thr Lys Ser. Met Ala Ala Pro Pro Ser Cys Gly Leu 
. . 405 ' 410 415 

Ser Pro Leu Leu Val Leu. Val.. Val Thr Ala Leu Ser Thr Leu Leu Ser 
' 420 \ . . 425 ' 430 



Leu Thr Glu Thr. Ser^.. ;'. 
435 



<210> 127- 

<211> 436 \ . 

<212> • .PRT 'y' J '/. ' * 

<213> Artificial -seajience' " V. 

<22o> . '* . ' .. 

<223> A novel .predicted alternative, spliced variant protein product 
<400> 127 ' - 

Met He Leu Ala Asri' Val Phe Cys Leu Phe l»he Phe Leu Asp Glu Thr 

i - y ... s: 19 • is 

Leu Arg Ser Leu. Ala ' Ser Pro ' Ser Ser. Leu Gin Gly Pro Glu Leu His 

20- . - y"' ' 25 • 30 

Gly Trp Arg Pro" P'rb.Vai Asp Gys\Val .Arg Ala Asn. Glu Leu Cys Ala 

35. . : -,4'Q 45 

.Ala Glu Ser, Asn Cys £er- Ser- Arg -Tyr Arg Thr Leu Arg Gin Cys Leu 
50 • ,"*" 55 60 



Ala Gly Arg Asp Arg-Asn Thr Met- Leu Ala Asn Lys Glu Cys Gin Ala 
65 " ■ 70 75 80 



Ala Leu Glu Val Leu Gin Glu Ser Pro Leu Tyr Asp Cys Arg Cys Lys 
Arg Gly Met Lys\ LysVGlu Leu Glii Cys Leu Gin He Tyr Trp Ser He 

■ : --iu.p'. S; 'v- ' io5. ; • *' no 

His Leu Gly. Leu ..iiur^Glu .Gly'Thr Gly £ia Asp' Pro Val' Val Ser Ala 

115 . • /.i^Pv. ' 125 

. Lys Ser Asn :Hia *<^'s ;ieu Asp, Ala Ala Lys Ala Cys Asn Leu Asn Asp 

13 6 V " "> "* t. * : l • \ -135 '. . • . • * • 140 
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Asn Cys Lys Lys Leu* Arg Ser Ser Tyr lie Ser lie Cys Asn Arg Glu 
14S ' , ■'. 150 155 ** 160 



lie Ser Pro Thr Glu Arg Cys Asn Arg Arg Lys Cys His Lys Ala Leu 
, 165. . : . 170 175 



Arg Gin Phe' .Phe Asp ..Arg Vai .'Pro Ser Glu Tyr Thr Tyr Arg Met Leu 
- 180 ' . 185 190 



Phe Cys Ser Cys Gin. : Asp' Gin Ala* Cys Ala Glu Arg Arg Arg Gin Thr 
195 ' -"200 • 205 



lie Leu Pro Ser Cys . Ser .Tyr Glu Asp Lys Glu Lys Pro Asn Cys Leu 
210. 215 ' 220 



Asp Leu Arg .Gly Val Cys Arg Thr Asp His Leu Cys Arg Ser Arg, Leu 
225 : *230 ,\ 235 240 



Ala .Asp Phe His Ala- Ash 1 Cys Arg Ala' Ser Tyr Gin Thr Val Thr Ser 

• v .245" -V- : ' :: '25.0 ' 255 

Cys Pro Ala Asp Asn Tyr .Gin Ala Cys Leu Gly Ser Tyr Ala Gly Met 

260 ' .. : '. '265. • 270 



lie Gly Phe Asp Met Thr Pro Asn Tyr Val Asp Ser Ser Pro Thr Gly 
275 "2'80 285 



lie Val Val. Ser. Pr'oVTrp.Cys Ser Cys Arg Gly Ser Gly. Asn Met Glu 

• 290 .. ' \ 'rjw ■■ V, -295 300 

Glu Glu Cys Glu- Lys V Phe .Leu* Arg Asp Phe .Thr Glu Asn Pro Cys Leu 
3 05 ; X ■ ;310 . . '-' V. 3 15 32 0 



Arg Asn Ala lie. Gin Ala Phe. Gly Asn .Gly Thr Asp Val Asn Val Ser 

•-. 3'2S>; .'. * 33.0 335 



Pro Lys. Gly Pro S.er Phe Glri Ala 'Thr Gin Ala Pro Arg Val Glu Lys 

. 349. \X • ; . .' 345 ' 350 

Thr Pro Ser Leu Pro Asp, Asp . teu.' .'Ser Asp Ser Thr Ser Leu Gly Thr 

355 " ■ ".. '-■ •".-. .' ' i '360" 365 



Ser Val lie Thr Thr .Cys Thr Ser Val Gin Glu Gin Gly Leu Lys Ala 
370 . .'. . 375. ■ 380 



Asn Asn Ser Lys - Glu. Leii Ser Met Cys Phe Thr Glu Leu Thr Thr Asn 

"?ft«? *" ' '."^Q'fi '" ' -aoc jinn 



lie He Pro.- Gly' Set- Asn Lys Val ..lie Lys Pro Asn Ser Gly Pro Ser 

V ' • I.: 4j05;^ "V,.. /. * ,410. 1 415 

Arg Ala* Arg V Pro S.er>A:la Ala; Leu* Thr. Val" Leu Ser Val Leu Met Leu 

. • ..\420 . ['./ ' ,V'" VA25 " ; • . 430 

Lys Gin* Ala .Leu v ■':>:": • "■' •.. 
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<210> 128 
<211> 116 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> A novel predicted alternative spliced variant protein product 
<400> - 128 ' 

Met Glu Ser His Set?. Arg Ala Gly Lys Ser Arg Lys Ser Ala Lys Phe 
1 5 10 is 



Arg Ser lie Ser Arg Ser Leu Met Leu Cys Asn Ala Lys Thr Ser Asp 

• 20' . 25 " 30 



Asp Gly Ser' Se.r> Pro;'Asp Glu Lys Tyr Pro Asp Pro Pne Glu lie Ser 

• 35 ■ ' 40 .. 45 



Leu Ala . Gin Gly Lys Glu Gly il'e Pne His Ser Ser Val Gin Leu Ala 
50 55 • 60 



Asp Thr " Ser' Glu Ala Gly* Pro Ser Ser Val Pro Asp Leu Ala Leu Ala 
65 70 " 75 80 



Ser Glu Ala Ala Gin Leu Gin Ala Ala Gly Asn Asp Arg Gly Lys Thr 
85 • ! 90 95 



Cys Arg Arg lie Phe Phe Met Val Leu He Pro He . Ala Gin Glu Lys 

' *. 100 • 7 " . i05 . 110 



Leu He Phe Gin * 

<210> .129 " . 

<211> 1210 

<212> PRT . . 

<213> Artif icia resequence 

-<220> ... 

. <223> A noyel ' predicted alternative spliced variant protein product 

<4oo> 129- - 

Met Giu Ser His Ser Arg Ala Gly Lys Ser Arg Lys Ser Ala Lys Phe . 

i •' ' • : : *s ;• io : is 

Arg Ser lie Ser. Arg. Ser Leu Met Leu Cys Asn Ala Lys Thr Ser Asp 

. 20"' • ■>,• . - •* ' : .25 / 3 0 

Asp Gly Ser Ser! Pro Asp. Glu Lys TyT Pro Asp Pro Phe Glu He Ser 

'35 . /. ■ .40 45 

Leu Ala Gin Gly Lys Glu Gly lie Phe His' Ser Ser Val- Gin Leu Ala 
50 ■ 55 • 60 

Asp Hn; Ser. Glu. Ala 'Gly Pro.. Ser Ser\Val Pro' Asp Leu Ala Leu Ala 

65 .'i-s v. \ ■ ■' 75 80 

Ser Glu.Ala'rAla^GlnV'Leu Glh Ala.- Ala Gly Asn Asp Arg Gly Lys Thr 
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Cys Arg Arg lie Phe Phe- Met Lys Glu Ser ser Thr Ala Ser Ser Arg 
10*0 105 110 



Glu Lys Pro Gly Lys - Leu Glu Ala Gin Ser Ser Asn Phe Leu Phe Pro 
115 130 125 



Lys Ala Cys His Gin' Arg Ala Arg Ser Asn Ser Thr Ser Val Asn Pro 
130 ' ' ' 135 140 

Tyr Cys Thr Arg Glu fie Asp Pne Pro Met- Thr Lys Lys Ser Ala Ala 

145 '.; : '/ 150 • 15S 160 

Pro Thr Asp Arg -Gin: Pro Tyr Ser Leu Cys Ser Asn Arg Lys Ser Leu 
165 ' 170 175 



Ser Gin Qln Leu Asp Cys Pro Ala Gly Lys Ala Ala Gly Thr Ser Arg 
180* ' ■ ■ 185- 190 



Pro Thr Arg Ser Leu .Ser Thr Ala. Gin- Leu Val Gin Pro Ser Gly Gly 
195 ' 200 205 



Leu Gin Ala Ser 'Vallle .Ser Asn lie Val Leu Met Lys Gly Glh Ala 
210 215 220 



Lys Gly Leu Gly. Phe Ser lie Val Gly Gly Lys Asp Ser lie Tyr Gly 
225 '230 235 240 



Pro He Gly He Tyr Val Lys Thr lie Phe Ala Gly Gly Ala Ala Ala 
245 250 255 



Ala Asp Gly Arg Leu -Gin Glu Gly Asp Glu He Leu Glu Leu Asn Gly 
260. ' 265 270 



Glu Ser. Met ' ^la Gly... Leu Tnr .His ' Gin Asp Ala Leu Gin Lys Phe Lys 

275 "'. •". ,-'*•;' /' \ 28.6 285 - 



Gin Ala Lys Lys t Gly. : Leu -Leu Thr Leu Thr Val Arg Thr Arg Leu Thr 

290 - : .; : "* *"•• - - 295/ 300 

Ala Pro Pro Ser Leu. Cys.. Sier . His Leu Ser Pro Pro Leu Cys Arg Ser 
305 . .310 . * 315 320 

Leu Ser; Ser Ser Thr .Cys lie Thr Lys Asp Ser Ser Ser Phe Ala. Leu 
'.' . 325 = . : • .330 335 



Glu Ser Pro* - Ser . A\la -P>6*Ile *Ser. Thr Ala Lys Pro Asn Tyr Arg He 

*•' ...34o". •.•""*•?• ■ V.- » V " 345 350 

Met Val Glu Val Ser .-Leu .Gin Lys Glu Ala Gly Val Gly Leu Gly He 

.' 355 •' *.. 3 60 365 



Gly Leu Cys Seir' Val Pro Tyr Phe Gin Cys lie Ser Gly lie Phe Val 
■370 375 • 380 



. His Tnr 1 Leu: sdr. Prp;.G.iy . Ser - Val' .Ala His Leu Asp Gly Arg Leu Arg 
385; ■;■ ^;;':j*39.0. ; . " * " ' * 39S 400 

Cys Gly- Asp GlU 'Xli; yal Glu lie Ser Asp Ser Pro- Val His Cys Leu 
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405 • 410 415 

Thr Leu Asn Glu Val Tyr Thr He Leu Ser His Cya Asp Pro Gly Pro 
420 " 425 430 

Val Pro lie lie Val. Ser Arg His. Pro Asp Pro Gin Val Ser Glu Gin 
435 ' - 440 ' 445 

Gin Leu Lys. Glu. Ala Val Ala Gin Ala Val Glu Asn Thr Lys Phe Gly 
4S0 455 460 

Lys Glu Arg His Gin Trp Ser Leu Glu Gly Val Lys Arg Leu Glu Ser 
465 - '470 475 480 

Ser Trp His Gly Arg Pro Thr- .Leu Glu Lys Glu Arg Glu Lys Asn Ser 
4S5 ; - .- 490 495 

Ala Pro. Pro His' Arg- Arg Ala Gin Lys Val Met He Arg Ser Ser Ser . 
. 500 . '. r '* .505 - ■ 510 

Asp Ser Ser Tyr Met. Ser Gly Ser- Pro Gly Gly Ser Pro Gly Ser Gly 

-. 515 '■''Sap • 525 ( 

Ser Ala Glu Lys Pro Ser' Ser- Asp. Val Asp He Ser Thr His Ser Pro 
530 ' ?40 

Ser Leu Pro Leu- Ala Arg Glu Pro Val Val Leu Ser lie Ala Ser Ser 
545 . 550 ' 555 560 

Arg Leu Pro Gin Glu . Ser Pro Pro Leu Pro Glu Ser Arg. Asp Ser His 
565 570 " 575 

Pro Pro Leu' Arg Leu ^Lys Lys Ser Phe. Glu lie. Leu. Glu Ala Arg Glu 
- 580 585 ' 590 

Leu Leu Pro Leu Leu . Leu Pro Gin Glu' Asp Thr Ala Gly Arg Ser Pro 
595' - 60V 605 

Ser Ala Ser -Ala' Gly* *Cys Prp Giy^Pro Gly He Gly Pro Gin Thr Lys 

610 . .. . :' y ". r .' x '.' .615" V . */ 620 

Ser Ser. Thr Glu. Gly; Glu Pro'G*Ly Trp, Arg Arg Ala Ser Pro Val Thr 

625 '...630* ■">.. 635 640 

Gin Thr Ser 'Pro. He. Lys Hie Pro .Leu .Leu Lys Arg. Gin Ala Arg Met 

-, 645 '.' ■ .* «50 655 

Asp" Tyr Ser Phe '.Asp Thr Thr: Ala Glu Asp Pro Trp Val Arg He Ser 
660" 665 * 670 

Asp Cys lie Lys Asn-.Leu Phe Ser Pro He Met Ser Glu Asn His Gly 
675 6S0 685 

His Met Pro Leu Gln -Er i o Asn Ala Ser Leu Asn Glu Glu Glu Gly Thr 

690 ••; . //.:-v;=* • ■:• 700 

Gin; Gly His Pro: ^£iGly. Thr Pro Pro Lys Leu Asp Thr Ala Asn Gly 

705 . .- - i. C '.• '-71.0 ■>-'■ ■ -715 ' 720 
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Thr Pro Lys Val Tyr Lys Ser Ala Asp Ser Ser Thr Val Lys Lys Gly 
725 730 735 



Pro Pro Val Ala. Pro Lys Pro Ala Tzp Phe Arg Gin Ser Leu Lys Gly 
740. " 745 750 



Leu Arg Asn" Arg Ala Ser Asp Pro Arg Gly Leu Pro Asp Pro Ala Leu 
755 .760 765 

Ser Thr Gin Pro. Ala" Pro Ala Ser Arg Glu His Leu Gly Ser His He 
770 775 780 

Arg Ala Ser Ser Ser Ser Ser Ser. He Arg Gin Arg He Ser Ser Phe 
785 790 ' ' 795 800 



Glu Thr. Phe Gly. Ser -Ser Gin Leu Pro Asp Lys Gly Ala Gin Arg Leu 
• • 805- .810 • 815 



Ser Leu Gin - Pro Ser Ser Gly; Glu Ala Ala Lys Pro Leu Gly Lys His 

•" 820 ■-••■ 825 V*. ■ 830 



Glu Glu Gly Arg ph.e -.Ser Gly .Leu Leu Gly Arg Gly Ala Ala Pro. Thr 
835 - • . . ' ' . '840- 845 ' 

• Leu Val Pro Gin Giii Pro Glu Gin Val. Leu Ser Ser Gly Ser Pro Ala 
850 • 855 - 860 



Ala Ser Glu Ala Arg. Asp Pro Gly Val Ser Glu Ser Pro Pro Pro Gly 
865 '.870 ' 875 ' 880 



Arg Gin Pro Asn" Gin' Lys Thr Leu Pro Pro Gly Pro Asp Pro Leu Leu 
• " 885 • 890 . 895 



Arg Leu Leu. Ser Thr-Gin Ala " Glu Glu 'Ser Gin Gly Pro Val Leu Lys 
/ 900" r .' V ■ • ■ ■ 905 • - 910 

Met Pro Sex- - Gin -. Arg: Ma Arg. Set; ' Phe Pro Leu Thr. Arg Ser Gin Ser 
9X5' M'-'VV-"- ■• •-920 V -925. 

. Cys Glu TChr Lys Leu.' Leu Asp GJ!u, Lys .Thr Ser Lys Leu Tyr Ser lie 

930 ■•■ . ; *^.\ .'" -935; »'V - • ■.*".' 940 



Ser Ser ' Gin Val Ser: Ser Ala Vai ; Met '■ Lys Ser Leu Leu Cys Leu Pro 
945 • • ' .930 955 960 



■ Ser Ser- He Ser* - Cys Ala Gin Thr Pro Cys He Pro Lys Glu Gly Ala 
$65/ ; / ... ^ . .970 .... 975 

Ser Pro Thr "Ser - Ser Ser Asn Glu Asp Ser Ala Ala Asn Gly Ser Ala 

" 98.0* "-••'*. * • .985 • . 990 

Glu Thr. Ser Ala Leu Asp Thr Gly Phe Ser Leu . Asn Leu Ser Glu Leu 
S95 "... "■; '1009 " • 1005 



Arg Glu .Tyr Thr 'Glu ;Gly Leu Thr Glu. Ala Lys Glu Asp Asp Asp 
lo-io . " - iois;; . ■• ■ 1020 * 
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Gly Asp His Sep.S^r.IjiBU.Gln/ 'Ser Gly GXn Ser Val He Ser Leu 
1025 - ; iO^Q- ' 1035 

Leu Ser Ser .Glu Glu Leu.'Lys Lys Leu.. He Glu Glu Val Lys Val 
1040 . 4°45 1050 

Leu Asp. Glu Ala Thr .'Leu • Ly s .Vai His Arg Val Phe Pro Asn Gly 
1055 ' •< ..* . • 1060". 1065 



Leu Ala Ser din Glu : Gly' Thr " lie Gin Lys Gly Asn Glu Val Leu 
1070, 1075:. ' 1080 

Ser He. Asn Gly Lys Ser Leu J. Lys Gly Thr Thr His • Hie Asp Ala 
1085 .*' " -1090 1095 



Leu Ala .ile Leu. Arg Gin Ala Arg Glu- Pro Arg Gin Ala Val He 
1100 .1105.' 1110 



Val Thr Arg Ly S Leii. Tin? Pro Glu. Ala" Met Pro Asp Leu Asn Ser 
1115 . : : .1120 . 1125 



Ser Thr Asp .Ser Ala '-'Ala . Ser Ala Ser Ala- Ala Ser Asp Val Ser 

1130 - ; . ' :" '.1135 : 1140 

Val Glu Ser- Thr Ala .blu. Ala , -Thr Val Cys Thr Val Thr Leu Glu 

1145 •''}?.:'"/' ;xaso . 1155 

Lys Met Ser Ala';Giy Leu Giy '.Phe Ser: Leu Glu Gly Gly Lys Gly 

1160 ;>*'-; : X%65-:^ • 1170 

Ser Leu His Gly. &?p'.Lys .Pro Leu Thr lie Asn Arg He Phe Lys 

1175 1180 : > 118S 



Gly Gly His. Arg Gly." Leu ;Arg-. -Ala Arg .■ Gly Lys He Pro Val Asn 
1190 - ' 1195.; 1200 



He Val Ala C?ln LysJ : Ser His "' 
1205-.. ' '.-.«.. A- ; -1210- 



•<2io> 130 • 

<2ii> 213 . / ' 

<212> PRT * .\ . ■«>■/ 

<213> Artificial "sequence 

<220> .*.*•....*.;*■' • ■ ." 

<223> A novel: -predicted 'alternative . spliced variant protein product 



<400> 130 ■ ;V.-'\ f . ' 



Ala Ala Gly Pro 
15 



Met Leu. Pro '..Leu Cys! .lieu v^i Ala* Ala- Leu Leu Leu 

i ' '''\s'fs::{,''' •". "V-:. • "IP 

Gly Pro Ser Leu 'Giy-Asp' Giu Ala He. His Cys Pro Pro Cys Ser Glu 

•>2c >.f v :*:?.-.V.". .' ':V:>25 r. • 30 

Glu Lys Leu' Ala- Arg: Cys Arg- Pro. Pro Val Gly Cys Olu Glu Leu Val 

.35'. .;. ;■]. •:? l "/;7. , ".-« ■ 45 

Arg Glu Pro* 'Gly' Cys 'dfly CyB' ^'a Ala Thr Cys Ala Leu .Gly Leu; Gly 

50 • - ■' ' '\ • " V-' 55 ; :.. . 60 
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Met Pro Cys . Gly Va}. Tyr Thr Pro Arg Cys Gly Ser Gly Leu Arg Cys 
65 • '70 75 80 

Tyr Pro Pro; Arg Gly-Val Glu Lys Pro Leu His Thr Leu Met His Gly 
85 90. 95 

Gin Gly Val Cys, Met Glu Leu .A±a- .(SEu -lie -e±trA-±a: Gin Girt Ser 
• "ido • ;v 1 . • /'■•"* Slos ■ no 



Leu Gin Pro . Ser Asp, Lys Asp : Glu. Gly . Asp His Pro Asn Asn Ser Phe 
115 ' 120 . 125 



Ser Pro Cys .Ser Ala His Asp Arg, Arg Cys Leu Gin Lys His Phe Ala 
130 135 ■ 140 



Lys lie Arg Asp, Arg Ser Thr Ser -.Gly Gly Lys Met Lys Val Asn Gly 
145 '150 155 160 



.Ala Pro Arg Glu . Asp : . Ala Arg .Pro Val Cys His Pro Ala Leu Asp Gly 
165;.. . 170 175 



Gin Arg Gly Lys Cys Tip Cys Val Asp Arg Lys Thr Gly Val Lys Leu 
180 " 185 ' 190 



Pro' Gly Gly Leu- Glu Pro Lys Gly Glu Leu Asp Cys His Gin Leu Ala 

195 ;\ -.200.. . 205 



Asp Ser Phe Arg Glu-' 
210 



<210> - 131*. . / 

<211> 871 ' " '[ ' ' ' ••**'. 

<212> PRT "..I*'" 
<213> Artificial'., sequence. 

<22o> : • *}< : :\ \ 

<223> A /.novel . predicted • alternative: spliced variant protein product 
<400> 131 

Met. Glu Arg GlyLeu .Ppp.Leu Leu" Cys Ala Val Leu Ala Leu Val Leu 

i ' ;.- s\* ■ 10 15 

Ala Pro Ala Gly Ala Phe Arg Asn Asp Lys Cys Gly Asp Thr He Lys 

20V .. ; 25 • 30 

He Glu Ser . Pro Gly Tyr. Leu Thr Ser Pro Gly Tyr Pro His Ser Tyr 

35 . ':. ; v 40 . 45 

• His Pro Ser'Glu- Lya : :'cys-.Giu Trp Leu 21e Gin Ala Pro Asp Pro Tyr 

50- . ':} : 'J' V -i./:; 55* ♦ . . .60 

Gin Arg lie Met:, tie .Asn Phe Asn Pro -His Phe- Asp Leu Glu Asp Arcf 

65. .-• \:'< : y : .[:7.0' ;.\ ' ",/" 75 80 

Asp CVs.;LysVT^Asp;:^r^'.V^i Glu .Val>ne Asp Gly Glu Asn Glu Asn 
Gly His phe Arg- Gly Lys Phe Cys. Gly Lys lie Ala Pro Pro Pro Val 
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. . 1QP 105 HO 

Val Ser Ser 61y Pro Phe Leu Phe lie Lys Phe Val Ser Asp Tyr Glu 
115 120 125 

Thr His Gly Ala. Gly 'Phe Ser lie Arg Tyr Glu lie Phe Lys Arg Gly 
130 * . \ 135 - 140 

Pro Glu Cys. Ser.GltiiAsn ,Tyr Thr Thr Pro Ser Gly Val lie Lys ser 
"145 ; - ; * ■- ./.ISO 155 160 

Pro Gly Phe Pro. Glu Lys Tyr. Pro Asn Ser Leu Glu Cys Thr Tyr lie 
-.. 165."- • .170 175 

Val Phe Ala Pro, Lys Met Ser Glu He lie Leu Glu Phe Glu Ser Phe 
* ,1B0 * " . \ 185 190 

Asp Leu Glu Pro Asp - Ser Asn Pro Pro Gly Gly Met Phe Cys Arg Tyr 

•195- . '?>'.': ' 2 P° - 205 

Asp Arg Leu Glu. He Trp Asp Gly -Phe Pro Asp Asp Phe Lys Cys Met 
210 • - 215 . 220 

Glu Ala Leu Gly Met/ Glu Ser Gly Glu lie His Ser Asp Gin lie Thr 
225 . 230. . . 235 240 

Ala Ser Ser 1 Gin; -Tyr 'Ser Thr- Asn Trp Ser. Ala Glu Arg Ser Arg Leu 

■]* 24ET : \*; . .. 250 255 

Asn Tyr Pro. Glu • Asn Gly Trp Thr Pro Gly Glu Asp Ser Tyr Arg Glu 
260; " . v • 265 • ' 270 

Trp lie . Gin Val Asp Leu Gly Leu Leu Arg Phe Val Thr Ala Val Gly 
2 >5. J/;-- - 280. - • 285 

Thr Gin Gly Ala lie . Ser - Lys Glu Thr Lys Lys Lys Tyr Tyr Val Lys 

290 . ■:. ; \V / ZS's' 300 

Thr Tyr. Lys lie' Asp Val. Ser Ser -Asn qly Glu Asp Trp He Thr He 
■305 •■[• 310- • ' ' ... . 315 320 

Lys Glu Giy ^Asn. Lys .Pro yal Leu Phe iGln Gly Asn Thr Asn Pro Thr 
325 • 330 335 

Asp Val Val Val Ala.'Val Phe Pro' Lys Pro Leu He Thr Arg Phe Val 
• " • 340.. .V 345. . 350 

Arg He Lys Pro.. Ala . Thr Trp Glu. Thr Gly He Ser Met Arg Phe Glu 

. 355- ' -^y:--- .*. ;. .--360. " •. 365 ' 

Val- Tyr Gly -Cys' Lys; lie Thr Asp Tyr Pro Cys -Ser Gly Met Leu Gly 

370 . i]-- - 37S"/. " 380 

' - . ' . " * • '• .?• % ":• ' ' 
Met Val- Ser- Gly ."Leu 5 : lie Ser Asp Ser Glri He Thr Ser Ser Asn Gin 

385 \±?-\'% : &9Q "> .J^r ^" 395 400 

Giy Asp Arg : Asn. Trp; Met Pro: Glu Asn lie Arg Leu Val Thr Ser Arg 

.:■ <05-v /' . ■ A10 415 
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Ser Gly Trp Ala Leu Pro Pro Ala Pro His Ser Tyr lie Asn Glu Trp 
• 420 ' 425 430 

Leu Gin lie; Asp- Leu Gly Glu Glu. -Lys lie Val Arg Gly lie lie He 
•" 435 . - ■ s .440 445 

Glii Gly Gly Lys ' Ttik jug G lu Asn Lys - Val Phe Met Arg Lys Phe Lys 

450- .:■ 455'. .. * " 460 

He Gly Tyr Ser* Ash- Asn Gly Ser . Asp Trp Lys Met He Met Asp Asp 
465 :' ; 470 475 480 

.Ser Lys Arg Lys Ala-: Lys .Ser " PHe Glu Gly Asn Asn Asn Tyr Asp Thr 
■'.485 . •; 490 495 

Pro Glu Leu Arigr Thr ,Pjie Pro Ala Leu Ser Thr Arg Phe He Arg He 
500' V * . . 505 510 

Tyr Pro Glu Arg- Ala . Thr His Gly .Gly Leu Gly Leu Arg Met Glu Leu 
515* '.'/ ,520 -'■ 525 

.'. ' " i 

Leu Gly Cys Glu Val.Giu Ala Pro. Thr Ala Gly Pro Thr Thr Pro Asn 

530 . . 535 . 540 

Gly Asn Leu . Val Asp Glu Cys Asp Asp Asp Gin Ala Asn Cys His Ser 
545 .5?? ' 555 560 

Gly Thr Gly Asp Asp : "Phe Gin Leu Thr Gly Gly Thr Thr Val Leu Ala 
56'5 ' ;." ' 570 " 575 ' 

Thr Glu Lys Pro Thr Val lie Asp Ser -Thr He Gin Ser Glu Phe Pro 
' 580 - ' 585 • 590 

Thr Tyr Gly Phe Asn -Cys Gliii Phe. Gly Trp Gly Ser His Lys Thr Phe . 
595." ;" / 600.. 605 

Cys His. Trp Glu His. Asp Asn His Val Gin Leu Lys Trp Ser Val Leu 
610 . . ' *1S 620 

Thr Ser Lys ..Thr Gly Pro' Xle Gin Asp His Thr Gly Asp Gly Asn Phe 
'625 • . , .630 ; . '"• ' 635 ~ 640 

■ He Tyr Ser Gin Ala Asp Glu. Asn Gin Lys Gly Lys Val Ala Arg Leu 
6.45r ' 650 655 

Val Ser. Pro Val Val Tyr Ser Gin Asn Ser Ala His . Cys Met Thr Phe 
'. 660- \ '"' ~: 665 . 670 " 

.Trp Tyr His Met, Ser 'Gly Ser' His- Val. Gly Thr Leu .Arg Val Lys Leu 

•* 6.75, / : ;v6so • ess .;' 

Arg Tyr Gln.; k Lys ;>ro \Glu Glu'.T^r.Asp Gin Leu Val Trp Met Ala He 
690. ' ';" M'Sp '';, '- ■ 700 

Gly His Gto-'Gly 'Asp' His Trp Lys "Glu Gly Arg Val Leu Leu His Lys 
•70S ,\- *\>'jiQ . ' ■. / ;/ 715 720 
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Ser Leu Lys Leu Tyr Gin Val lie Phe Glu. Gly Glu lie Gly Lys Gly 
725' 730 735 

Asn Leu Gly Gly lie Ala Val Asp -Asp lie Ser lie Asn Asn His He 
740 "' 745 750 

■ Ser Glu Glu Aspl cys.'Ala Lys Pro Ala Asp. Leu Asp Lys Lys Asn Pro 

755 • \. '* " 760 765 

Glu He Lys.-Ile- Asp (31u Thr Gly. Ser Thr Pro Gly Tyr Glu Gly Glu 

770 . • '•■ \v 7.75 780 

Gly Glu Gly Asp Lys- Asn lie. S<*r Arg Lys Pro Gly Asn Val Leu Lys 
'785 ./.",,..YW 795 800 

Thr Leu Glu Pro lie Leu- lie Thr lie He Ala Met Ser Ala Leu Gly 
. .805 '" ] 810 815 

Val Leu Leu Gly Ala Val C^s Gly Val Val Leu Tyr Cys Ala Cys Trp 
820 • "'825 *• 830 

His Asn Gly Met ; Ser Glu Arg Asn Leu Ser Ala Leu Glu Asn Tyr Asn 
• 835 ' 840 845 

Phe Glu Leu Val Asp*. Gly Val Lys" Leu Lys Lys Asp Lys Leu Asn Thr 
850' ... \ .855 • 860 

Gin Ser Thr Tyr. Ser Glu Ala 
865 ■ . V870 • ■ • . . 

<210> 132 ." : " .... 

<2ii> no " ; • 

<212> PRT - ; \:\ .". I . ./ 

<213> Artificial. -sequence ■ - * 

<220> : ■': .. ; -. 

<223> A noveO. .. predicted alternative spliced variant protein product 
<400> .132 : : ./ 

Met Ala Pro Leu Gly . Glu Val .Gly .Asn Tyr Phe Gly Val Gin Asp Ala 

1 . 5'; . * 10 15 

Val Pro Phe Gly . Asn Val. Pro Val . Leu Pro Val Asp Ser Pro Val Leu 

;..2*o: J '-/.•' . :2s \ \ 30 

Leu Ser Asp "His- Leu Gly Gin Ser Glu Ala Gly Gly Leu Pro Arg Gly 

35 : : "'. ■ --. 40 . 45 

Pro Ala. Val Thr. Asp. Leu Asp His Leu Lys Gly lie Leu Arg Arg Arg 
50 55 - 60 

Gin Leu Tyr Cys.- Arg '.Thr Gly Phe His Leu Glu He Phe Pro Asn Gly 

65 . ■/; • ■ : : 7p. :•' ' .; 75 so 

Thr He Gln\ : GIy Thr. Arg Lys Asp His Ser, Arg Phe Gly Lys Thr Asn 

. / '•■ V85;^.;\ ' ' ; ■' •> 9? . 95 

-Pro Arg Val Cys*- He^Gin" Arg Thr Val. Arg Arg Lys Leu Val 
. . .. i,op' 7 ' / • * >ios , " 110 
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<210> 133 

<211> 111 

<212> PRT 

<213> Artific'ia.1 sequence 
<220> 

<223> A novel .predicted alternative spliced variant protein product 

<400> 133. 

Met Trp Lys Trp' lid.*. Leu Thr His Cys Ala Ser Ala Phe Pro His Leu 

i . •'[-. s;""'. ■;.*'', ;io is 

Pro Gly Cys C^s 'Cys" ; .Cys Cfra Phe Leu Leu Leu Phe Leu Val Ser Ser 

.. 20 "-' \, ' •: 25 . 30 



Val Pro Val .Thr. Cys Glii Ala Leu Gly Gin Asp Met Val Ser Pro Glu 

35 ' /•* 40'' 45 

Ala Thr. Asn Ser Ser Ser Ser Ser Phe Ser Ser Pro Ser Ser Ala Gly 

50 . . 55 / •. 60 

Arg His Val- Arg- '.Ser Tyr. Asn- His- Leu Gin Gly Asp Val Arg Trp Arg 
65 " 70 . . ; ' 75 80 



Lys Leu Phe Ser. Phe .Thr Lys Tyr Phe Leu Lys lie Glu Lys Asn Gly 
■ 85 ' 90 95 



Lys Val Ser Gly Thr. Lys .Lys Glu Asn Cys Pro Tyr Lys Arg lie 
. ioo 105 110 



<210> 134. 

<211> " 35 ■ 
<212> PRT 

<213> Artificial 'seq^ienqe 
<220> 

<223> A novel '.predicted alternative spliced variant protein product 
<400> 134 ; . , ' • .. 

Met Tyr. Ser- Ala- .Proper Ala\ Cys Thr. Cys Leu Cys Trp Leu Pro Arg 

1 1 ■• *" V" V-'- K'. ".!*"' •** -'■• ' 7 : . X ° "" 15 

Arg Thr Trp Thr". Ser. Ala Ala Ser. Thr Trp Arg Thr Arg Arg Gly Leu 

" "30. . 25 • .,. 30' 

Gly Thr Met; '*..,«■'. 

.35 ■:. • -, • 



<210> 135 I.-."...*"'.. 
<211> 108 " i .- 

<212> • PRT. •*• * '.v..*' '■ ' • 
<213> Artificial . sequence. 

<220> " - :> " • - ■ 

<223> A novel- predicted, alternative spliced variant protein product 
<400s> .135- .-".;*•"'• v- ^ V.." /*.- • • . * -.' 

Met Tyr Ser' Ala* PrS*:se^'Ala Cys Thr "Cys Leu Cys Leu His Phe Leu 

i' : - \ : y .;5>/ S -K ■ • 10 . .- is 

Leu Leu* Cys Phe! b'li Val Glh Val Leu V/al Ala Glu Glu Asn Val Asp 
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. 20 25 30 



•Phe Arg ile His -Val Glu Asn Gin Thr Arg Ala Arg Asp Asp Val Ser 
35 .40 45 



Arg Lys Gin Leu Arg Leu Tyr Gin Leu Tyr Ser Arg Thr Ser Gly Lys 
50 55 60 



His Ile Gin Val Leu' Gly Arg Arg Ile Ser Ala Arg Gly Glu Asp Gly 

65 ,-.70. . \ 75 80 

Asp Lys Tyr Alafc Arg Trp His Gin. Gin Gly Val Trp Val His Arg Glu 

* 85 ... 90 95 

Gly Ser Gly Glu Gin. -Leu His- Gly Pro Asp Val Gly 

.lQOv .*' : • *• 105' •■ 

.<2io> lie- '•'■* •"-**'>>' 
<2ii> '287 ' > * ••;"*'.*;-'•/ 

<212> PRT ' 

<213> Artificial sequence." 

<220> ■ . . ' ;" ' "* ] , 

<223> A novel predicted alternative, spliced variant protein product 

<400> 13 6 

Met Thr Val Phe . Leu Ser Phe' Ala Phe Leu Ala Ala lie Leu Thr His 

1 5 10* 15 

lie Gly Cys Ser Asn Gin Arg Arg Ser Pro Glu Asn Ser Gly Arg Arg 
20 25 30 

Tyr Asn Arg lie- Gin Utis Gly Gin Cys Ala Tyr Thr Phe lie Leu Pro 

.35 • • • :-/. -.' ; 40 / 45 ■ 

Glu His Asp -Gly Ash Cys Arg Glu Ser Thr Thr Asp Gin Tyr Asn Thr 

50 ; -. ;"" ' 5'5./ ' 60 

Asn Ala. Leu Gin. Arg j *Asp Ala- Pro. His Val Glu Pro Asp Phe Ser Ser 

65 •. "• '/• "70 t \.-j: f : \ 75 8fr 

•Gln Lys Leu <3in; His Leu Glu: His Val Met Glu Asn Tyr Thr Gin Trp 

85' ;■/' '\ t „";%: *■ : 90 ' 95 

Leu Gin Lys Leu <alu -.Asn Tyr lie Val Glu Asn Met Lys Ser Glu Met 
100 \. '105 ■: ' 110 

Ala Gin .lie Gin". Gin .Asni Ala Val Gin Asn His Thr Ala Thr Met Leu 
115"" \V i.:;.. - J- 120 '-« 125 

Glu Ile Gly Thr Ser- Leu Leu Ser Gin Thr Ala Glu Gin Thr Arg Lys 
130 ' ' 135 140 

Leu Thr Asp. Val - Glu Thr Gin Val Leu Asn Gin Thr Ser Arg Leu Glu 
145 . ?> 150 155 160 

lie Gin- Leu v Leu' Glu- Asn Ser' 'Leu Ser 'Thr Tyr ' Lys Leu Glu Lys Gin 

': :'x6.s : r~ - v ■■• • * ■ .170 * 175 ' 
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Leu Leu' Gln.Gln Thr Asn Glu lie. Leu Lys lie His Glu Lys Asn Ser 

' 18Q .". 185 ■'. 190 

Leu Leu Glu His Lys He Leu Glu Met Glu Gly Lys His Lys Glu Glu 
195 200 " 205 

Leu Asp Thr Leu Lys Glu Glu .Lys Glu Asn Leu Gin Gly Leu Val Thr 
210 215 220 

Arg Gin" Thr Tyr. He lie Gin Glu Leu Glu Lys Gin Leu Asn Arg Ala 
225 230 235 240 



Thr Thr' Asn Asn- Ser/ ; Val- Leu Gin Lys Gin Gin Leu Glu Leu Met Asp 
: 245 " . 250 255 

Thr Val His Asn Leu. Val Asn Leu Cys Thr Lys. Glu Gly Gly Val Leu 

• 260 " ..*/ I- * > 265 • 270 

Gin Tyr Gly, C^s : .Gln. : Trp Gly Arg Leu Asp Cys Asn Thr Thr Ser 

275/; : • ; 4 " 280 285 

<210> 137 ' * ."• • - . 

<:2il> -464- : .•"■*?•/• **••'.••. 

<212> PRT . / . ' / 

<213> Artificial -sequence •". 

<22o> . .- \ ;- * " . . 

<223> A. novel . predicted .alternative spliced variant protein product 
<400> 137 .*..*. 

Met Thr val. Phe ■ Leu Ser Phe Ala Phe Leu Ala Ala lie Leu Thr His 
1 .. 5 10 15 



lie Gly Cys Ser .Asn Gin Arg Arg Ser Pro Glu Asn Ser Gly Arg Arg 

• 20 . 25 30 



. Tyr. Asn Arg lie; Gin- .His G-ly Gin Cys Ala Tyr Thr Phe lie Leu Pro 



.* Glu His Asp Gi^; Asn '.Cys Arg-..Glu Ser Thr Thr- Asp' Gin Tyr Asn Thr' 



Asn Ala J^u^.Glh; Arg;;iUp jd.a pro His * Val Glu Pro Asp Phe Ser Ser 
65 s • ; 7.0 -75 80 

Gin Lys Leu Gin His* L<au Glu His- Val Met Glu Asn Tyr Thr Gin Trp 
• 90 " 95 

Leu Gin ' Lys'. .Leu Glu. Asn' T^rr : " lie Val .Glu Asn Met Lys Ser Glu Met 
1QQ. .\. /-";*> -105 . 110 

Ala Gin He Glh Gin. Asn Ala Val Gin Asn His Thr Ala Thr Met Leu 
115- f ■ • ' 120 ' 125 



Glu He. Gly Thr. S.ef.. Leu Leu Ser Gin Thr Ala Glu, Gin Thr Arg Lys 
130 : - ' 135 * • 140 



Leu Thr' Asp Val] Glu -Thr .Gin Val- 'Leu. Asn Gin Thr Ser Arg Leu Glu 

145. \ • ;;/-> V.v3^o f - 155" ~ 160 
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He Gin Leu -Leu .Glu Asn Ser .Leu Ser. Thr Tyr Lys Leu Glu Lys Gin 
16.5 * 170 17S 



Leu Leu Gin Gin Thr Asn Glu lie Leu Lys He His Glu Lys Asn Ser 
180- \ ' 185 190 



Leu Leu Glu Hia.Lys.Ile Leu- Glu Met Glu Gly Lys His Lys Glu Glu 
195 V .' 200 ~ 205 

Leu Asp Thr Leu. Lys ' Glu Glu Lys Glu Asn Leu Gin Gly Leu Val Thr 
210 . 215 220 



Arg Gin Thr Tyr lie.. lie Gin Glu Leu Glu Lys Gin Leu Asn Arg Ala 

225 ■ •; ;.;; : /:2-30 • : ." 235 240 

Thr Thr Asn: Asn' "Ser : Vai Leu Qlii Lys .Gin Gin Leu Glu Leu Met Asp 
V;' : 2£5 ; • 250 255 

Thr Val . His Ask; Lieu -Vai Asn Leu Cys Thr Lys Glu Gly Val Leu Leu 

":-2^.Q\ X/^ .. .;*; 265 ; " ' 270 

Lys Gly "Gly Lys* Arg: Qlu Glu .Glu Lys . Pro Phe Arg Asp Cys Ala Asp 
275. ... 280 285 

. Val Tyr. Gin Ala Gly Phe. Asn! Lys Ser Gly He Tyr Thr He Tyr He 
2*90- '295 3 00 

Asn Asn Met' Pro Glu Pro Lys Lys Gly Phe Gly Asn Pro Ser Gly Glu 
305 310 ' 315 320 



Tyr Trp Leu Gly. Asn. Glu Phe lie Phe Ala He Thr Ser Gin Arg Gin 

\.325-.,, 330 335 



Tyr Met Leu Arg- lie . Glu Leu Met Asp Trp Glu Gly Asn Arg Ala Tyr 

; ; 3$"o; - .345 350 



Ser Gin Tyr. Asp' Arg' Phe His lie Gly Asn Glu Lys Gin Asn Tyr Arg 

355 ' V^-:/' ' " ' 3<5 .°. • 365 . 



. Leu Tyr- Leu Lys -'aly :His* Tnr Gly Thr Ala Gly Lys Gin Ser Ser Leu 

370 . :.- : V .:V ''&.?'/%'''' 380 



He Leu His. * Gly^ Ala -Asp Phe. Ser. Thr Lys Asp Ala Asp Asn Asp Asn 

385 - ;r.^396 ■•■ 395 400 



Cys Met ^s/Lys' CVs ila Leu' Met Leu Thr Gly Gly Trp Trp Phe Asp 

'~;aos : -.' ..410 ; ' 415 

Ala Cys Gly Pro*. Ser.'. Ash- Leu .Asn Gly Met Phe Tyr Thr Ala Gly Gin 
" . -420 ".'.*'.•'■■ " 425 430 

Asn His Gly Lys ' Leu-. Asn Gly lie Lys Trp' His Tyr Phe Lys Gly Pro 
.- 435. *.'•." ■.*. '440-'. 445 

. Ser Tyr- Ser Leii- Arg Ser Thr Thr' Met Met He Arg Pro Leu Asp Phe 

450 • • \' - 455 " : - . 460 
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<210> 138 - 

<211> 404 

. <212> PRT * ■',.* 

<213> Artificial sequence. 

<220> 

<223> A novel -predicted alternative spliced variant protein product 

<400> 138 * 

Met Thr Val PhW Leu Ser Phe' Ala Phe Leu Ala Ala lie Leu Thr His 

1 - : - 5 ." 10 15 



He Gly" .Cys. Ser Asn Gin Arg Arg Ser Pro Glu Asn Ser Gly Arg Arg 

. . 20, " ' 25 30 



Tyr Asn Arg. He Glh His Gly Gin Cys Ala Tyr Thr Phe He Leu Pro 

35 • *'■• . 40 45 



Glu His" Asri .,Gly Asn^Cys Arg .'Glu Ser Thr' Thr Asp Gin Tyr Asn Thr 

50 /./ 55:- 60 



Asn Ala Leu, Gin 1 . Arg. Asp Ala Pro .His Val Glu Pro Asp Phe Ser. Ser 

■ 65 ' " ; .1 -70 ; ."•*•-"*•. ' 75 80 



Gin Lys - Leu Gin His V Leu Glu "Sis Val Met Glu. Asn Tyr Thr Gin Trp 

■ .85: :;■ .90 95 



Leu Gin. Lys Leu Giu Asn Tyr He- Val Glu Asn Met Lys Ser Glu Met 
100' 105 110 



Ala Gin lie Gin Glh. Asn Ala Val Gin Asn His Thr Ala Thr Met Leu 
IIS'-" 120 125 



Glu He Gly Thr Ser. Leu Leu Ser Gin Thr Ala Glu Gin Thr Arg Lys 

130 ■■-*". 135 140 



Leu. Thr Asp. Val. Glu Thr Gin Val Leu Asn Gin Thr Ser Arg Leu Glu 
145 . 150 \ 155 160 



He Glh Leu L^u Glu :A£ii -Ser Leu Ser Thr Tyr Lys Leu Glu Lys Gin 
•' : \- 'r 165! •-• • " 170 175 



Leu Leu Gin Gin! tojrY.Asn "Glu lie Leu Lys "He His Glu Lys Asn Ser 

. . • ■' lajp'^vV: ':: ' -\\ 185. • "- : - 190 

Leu Leu .Glu"His^Lys; .Ile '.Leu G'i.u Met, G%\i Gly Lys His Lys Glu Glu 
.. 19.5.-: 200. • 205 



Leu Asp .Thr Leu Lys. Glu Glu Lys- Glu Asn Leu Gin Gly L'eu Val Thr 

- 210 ■ \ ' > 215 v..- ,. -"-.;- 220 



Arg Gin Thr ,. Tyr ile .Ile' Gin "Glu- Leu ."Glu Lys Gin Leu Asn Arg Ala 
225 * ..230 *\ .'. 235' 240 



Thr Thr' Asn Ash Ser. val Leu Gin Lys Gin Gin Leu Glu Leu Met Asp 
- 245.'. .j 250' 255 



Thr Val. His" Ash. Leu. Val Ash Leu Cys Thr Lys Glu. Gly. Val Leu Leu 
\ 260 -:' ' 265 : 270 
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.Lys Gly Gly: Lys Arg * Glu Glu'' Glu Lys £ro Phe Arg Asp Cys Ala Asp 

. 275 • ! - 28.0- 285 



Val Tyr, Gin Ala Gly Phe Asn Lys Ser Gly He Tyr Thr He Tyr. He 
290 . 295 ' • 300 



Asn Asn Met Pro Glu Pro. Lys Lys Val Phe Cys Asn Met Asp Val Asn 

305 ,,."3*9- \" 315 320 

Gly Gly Gly Trp. Thr.. Val He Gin His Arg Glu Asp Gly Ser Leu Asp 
-325 330 335 



Phe Gin Arg Gly. Trp Lys Glu Tyr Lys Met Gly Phe Gly Asn Pro Ser 

.340.. . 345 350 



Gly Glu Tyr; Trp Leudly Asn\Glu Phe lie. Phe Ala He Thr Ser Gin 

. . 355 . .'V "' 360 • 3 65 



Arg Glh Tyr : 'Met:'Leu-..'Arg lie Glu-. Leu Met Asp Trp Glu Gly Asn Arg 
370 .- :" 3r75 .. . 380 

Ala Tyr: Ser Gin: Tyr; - Asp Arg- Phe His H,e Gly Asn Glu Lys Gin Asn 
'385 • .; ' V" ' :39b *« 395 400 



Tyr Arg Met Trp 



<210> 139 

<211> 226 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> A novel predicted alternative spliced variant protein product 

<400> 139 

. Met Gin Pro. Pro Pro' Ser Leu Cys Gly Arg Ala Leu Val Ala Leu val 
1 1 5 ..' 10 15 



• Leu Ala. Cys ..Gly- "Leu ■ Ser Arcf 'lie Trp Gly Glu 

■ • '•« 'i'rjy'-.^"' *.•'/•"• 25 '*• 

Pro Asp A^'Ala-.T^i/pro Leu Leu Gin Thr Ala 

35 ' V.. V. • .40' 

. Pro Thr : Lys Tliir Leu. Trp Pro Lys. Gly. Ser Asn 

so - .-.-•■•■.•4: .55 • 



Ser Leu Ala Prol-Alaj.Glu Val. Pro. Lys Gly Asp Arg Thr Ala Gly Ser 



Pro Pro- Arg Thr] - lie Ser .Pro Pro Pro Cys Gin Gly Pro He Glu He 

'. ■■; \&'s^ \ ■ " >o • . 95 

Lys Glu Thr Phe " Lys Tyr lie. Asn Thr Val Val Ser Cys Leu Val Phe 
• 1,90' ; • • 105 110 

Val Leu Gly He .He'Gly Asn Ser Thr Leu Leu Arg He He Tyr Lys 

IIS' • ."' y* • . 120. -..125. 



Glu Arg Gly Phe Pro 

'30 



Glu He Met Thr Pro. 
45 . 



Ala Ser Leu Ala Arg 
60 
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Asn Lys C{ys- Met- Ar.g'.Asn Gly. Pro Asn lie Leu lie Ala Ser Leu Ala 
130 " ' 135- ' ' X40 



Leu Gly Asp Leu Leu His tie Val lie Asp lie Pro lie Asn Val Tyr 
3.45 150 . . 155 160 



• Lys Leu Leu Ala Glu. Asp- Trp : Pro Phe Gly Ala Glu Met Cys Lys Leu 
165 ' - .'• 1*70 175 



Val Pro Phe lie Gin Lys Ala Ser Val Gly lie Thr Val Leu ser Leu 
18b . " 185 190 



Cys Ala Leu Ser lie . Asp Ser .Phe Thr .Arg Gin Gin Lys He Gly Gly 
195 ' 200 205' 



Tyr Ser Val Ser lie ; Ser Ala' Cys . His Trp Pro Ser Leu His Phe Phe 

210 ..I, 215 220 



He His 
225 



<2io> 140*. , * \ v - ' 
<2ii> 74i ;• ' * 

<212> ' PRT . • ■ . : 

■<213> Artificial sequence - 

<220> . ; ' 7 

<223> A novel predicted alternative .spliced variant protein product 
<400> 140 

Met Arg Gly. Va! • Trp- Pro* Pro Pro .Val* Ser Ala Leu Leu Ser Ala Leu 
1 . 5*' . 10 . 15 

Gly Val Asn Phe His Ser Pro Arg Ser Gly Gin Arg Cys Trp Ala Ala 
20- 25 30 

Arg Thr Gin Val.dXu'.Lys Arg Leu Val Val Leu Val Val Leu Leu Ala 
35 - 40 45 

Ala Gly Leu vaX* Ala Vqys Leu Ala- Ala. Leu Gly. Xle Gin Tyr Gin Thr 

- 50 . • } . J,;*'. ;';.V„.Vv 55-*."". . \- . . ' '60 

Arg Ser Pro. J Ser Vai-'.pys Leu'se^r.' Glu Aia Cys Val Ser Val Thr Ser 

65 '' -{\.-.;: : : i6 J .' 75" . 80 . 

Ser He .Leu-'Ser Ser;.'Met A^p' /Pro *Thr Val Asp Pro Cys His Asp Phe 

.'. ...V 8j5 : V 'l.J- . .90 95 

• Phe Ser Tyr Ala. Cys* Gly" Gly Tip ile. Lys Ala Asn Pro Val Pro Asp 
. ioo;.-. ; .. .105- 110 

Gly His Ser Arg -Trp Gly -Thr . Phe Ser Asn Leu Trp Glu His Asn Gin 
11.5 • v- : .\\ \Y \* 2 °- 125 

Ala lie lie «Lys '.His- Leu' Leu. Glu Asn Ser Thr Ala Ser Val Ser Glu 

130 • .-*;•; ;'.*. . 135. . .. 140 

Ala Glu Arg Lys- Ala.'. Gin Val Tyr- Tyr Arg Ala Cys Met Asn Glu Thr 
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145 \.v V150 X55 160 

Arg Ile -Glu Glu Leu Arg Ala Lys . Pro Leii Met Glu Leu lie Glu Arg 
165 ... 170 175 

Leu Gly Gly Trp Asia He Thr Gly Pro. Tip Ala Lys Asp Asn Phe Gin 
180 185 190 



Asp Thr Leu Gln'/Val Val. Thr . Ala His Tyr Arg Thr Ser Pro Phe Phe 
195 • . 20.0" ~ 205 



Ser Val Tyr Val Ser Ala Asp Ser Lys Asn Ser Asn Ser Asn val He 
210 215 • ■ 220 



Gin Val Asp Gin Ser Gly Leu Gly Leu Pro Ser Arg Asp Tyr Tyr Leu 

225 , .230 :' ; . 235 ~ 240 



Asn Lys Thr Glu Asn Glu Lys Val- Leu Thr Gly Tyr Leu Asn Tyr Met 

.245- -;.:' . 250 255 



Val Gin Leu Gly Lys .Leu Leu Gly Gly Gly. Asp Glu Glu Ala He Arg 

• --2 60' " ' - "\" 26S ■ ■. 270 



Pro Gin Met Gin - G0,n' 'ile Ljeu' A£p Phe Glu Thr Ala Leu Ala Asn He 

.275- * • . ■*. ':280- 285 

Thr He Pro Gin- Glu. Lys Arg. Arg Asp Glu Glu Leu. He Tyr His Lys 
290. . -. '"29S "'\\ " * ' 300 



Val Thr Ala Ala Glu Leu Gin Thr Leu Ala Pro Ala He Asn Trp. Leu 
305 ;3lO - 315 320 



Pro Phe Leu . Asn- Thr. He Phe .Tyr . Pro Val Glu He Asn Glu Ser Glu 
.325 '*•-■ . * * 330 335 



Pro He Val Val' Tyr Asp Lys' Glu Tyr Leu" Glu Gin He Ser Thr Leu 
' 34*0 '.. -.; \ '345 ... 350 



He Asn Thr- Thir Asp* Arg Cys Leu Leu Asn Asn Tyr Met He Trp Asn 
355 360 ' 365 

. Leu Val- Arg;. Lys . Thr:. Ser. Ser. Phe Leu Asp Gin Arg Phe Gin Asp Ala 

370 :-v; '379 . • 3eo 

Asp Glu Lys 'Phe. MetVGlu .VaP MeV Tyr G,ly Thr Lys Lys Thr Cys Leu 

3 85 ■ ■ \'rf\ "^;3 90 *'■ ?• 395' 400 



Pro Arg'Trp. Lys; Phe\Cys.yal:.' Ser. Asp .'ihr Glu Asn Asn Leu Gly Phe 

"•' :': \- ; ';*4b5-V -■ " ' -410 415 

Ala Leu Gly Pro- Met Phe Val- Lys - Ala Thr Phe Ala Glu Asp Ser Lys 

'.. 420 ':.V.-\- 425 . 430 



.Ser lie .Ala. Thr.- Glu lie; -He'. Leu:;Glu iXle Lys Lys Ala Phe Glu Glu 
435-- ■} 440 ' ■ " 445 

Ser Leu Ser Thr" Leu ,Lys Trp Met Asp Glu Glu Thr Arg Lys Ser Ala 
450 '' .v. '- 455- > 460 
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Lys Glu Lys Ala- Asp/ Ala lie.. Tyr Asn Met He Gly Tyr Pro Asn Phe 
465 -: 470 :"' 475 480 

Tie Met Asp Prof- Lys. Glu Leu Asp' Lys. Val Phe Asn Asp Tyr Thr Ala 
♦ 485 V'' '490 495 



val Pro. Asp Leu Tyr Phe Glu Asn Ala Met Arg Phe Phe Asn Phe Ser 

'• 500 . . ■ ' . 505 . 510 



Trp Arg Val Thr Ala Asp- Gin. Leu Arg Lys Ala Pro Asn Arg Asp Gin 
515 ' 520 525 



Trp Ser Met Thr Pro Pro Met Val Asn Ala Tyr Tyr Ser Pro Thr Lys 
530 * **■ -V 535' . 540 



Asn Glu' lie Val* 'Phe Pro .Ala .Gly He Leu Gin Ala Pro Phe Tyr Thr 
545 "*.'.." '550 ' " 555 560 



Arg Ser Ser Pro L#s ";Ala Leu Asn. Phe Gly Gly He Gly Val Val Val 

■ ; \ 565... 570 575 



Gly His Glu Leu . Thr ' His Ala -Phe- Asp- Asp Gin Gly Arg Glu Tyr Asp 

580 ..V - 585 .' - ' 590 



Lys Asp Gly.,.- Asn' Leu* Arg P^ro" Trp * Trp Lys Asn Ser Ser Val Glu Ala 

= S95 •' : '--.-' .' ■ '600 605 



Phe Lys Arg Gin Thr. Glu 'Cys : Met" Val ' Glii Gin Tyr Ser Asn Tyr Ser 

610 -. 615 . - . -620 

Val Asri. Gly Glu; .Pro Val Asn Gly Arg His Thr Leu Gly Glu Asn lie 

625 ; - '630. : ' " --' . !' " 635 ' 640 



Ala Asp Asn .Gly- Gly Leu. Lys Ala ;Ala Tyr Arg Ala Tyr Gin Asn Trp 
V ■ 645 ' ' ' '• "650 655 



Val Lys Lys. Asn Gly. Ala Glii His. Ser Leu Pro Thr Leu Gly Leu Thr 
660, 665 670 



Asn. Asn Gin. Leu Phe, Phe Leu Gly .Phe Ala Gin Val Trp Cys Ser Val 

6,75 ; 0' ; ^'. ■". 680- ■ 685 

Arg. Thr Pro Glu" Sei'; : S/eir His! Glu Gly Leu He Thr Asp Pro His Ser 

690 .. '■ 7.-V' t v^L'CV 6j?A; • : ; 700 

Pro Ser Arg Phe^Argi Val lie Gly Ser Leu Ser* Asn Ser Lys Glu Phe 

705 : .*:7i0 "."A • 'V • •.*.'-" 715 ■ 720 



Ser Glu -HisVphe>Arg;;:£ys Pro; Pro' Gly .'Ser Pro Met Asn Pro Pro His 

' ' - '.:"*7?S :vV 73 9 " 735 

" Lys Cys .Glu Val" Typ . : * - . ' ; ' ' 



<210> 141 ; "V V.-;\. 

<2ii> -736; •'••■•.•«;•'•. * 

. .<212> PRT .' 
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<213> Artificial seojuence • 

<22o> ■ r''V : ," • 

<223> A novel", predicted alternative spliced variant protein product 
<400> 141 

Met Asn Val Ala -Leu .Qln Glu lieu Gly Ala Gly Ser Asn Val Gly Phe 

1 .. ■ 1.9 ■ 15 

Gin Lys Gly Thr Arg'-Glri Leu Leu Gly Ser Arg Thr Gin Leu Glu Leu 

20; :." •.' 25 30 

Val Leu Ala Giy Ala Ser Leu. Leu\Leu . Ala Ala Leu. Leu Leu Gly Cys 
35 " 40 45 

Leu Val Ala Leu . Gly Val. Gin; Tyr His Arg Asp Pro Ser His Ser Thr 
50 * V .55 60 

Cys Leu Thr Glu Ala.Clys lie Arg Val Ala Gly Lys lie Leu Glu Ser 

65 ; •. 70 .. 75 80 

Leu Asp Arg GlyVal-SSr Pro Cys Glu Asp Phe Tyr Gin Phe Ser Cys 

• ; v 8*5- . :> 90 95 

Gly Gly Trp .lie Arg. : Arg Asn Pro Leu Pro Asp Gly Arg Ser Arg Trp 

. "ibo; >{-;;.". '.>. : '..*;;V 105 . 110 

Asn Thr Phe Asn SeV-'Leu Trp "Asp Gin Asn Gin Ala He Leu Lys His 
115 ."• 120' 125 



Leu LeuGlu;Asri Thr' Thr Phe. Asn Ser Ser Ser Glu Ala Glu Gin Lys 
130 . 135"'. 140 



Thr Gin Arg Phe Tyr. Leu Ser Cys' Leu Gin Val Glu Arg He Glu Glu 

145 '. '."ISO ;/ 155 .160 

Leu Gly Ala Gin Pro tieu Arg Asp Leu X-le Glu Lys lie Gly Gly Trp 
165 - ;:"[. .170 175 

Asn He Thr Gly : Pro Tjcp. ksp. Gin .Asp Asn. Phe Met Glu Val Leu Lys 
18.0''. ;\\ . . 185 190 

Ala Val Ala Gly Tnr^Tyr A^ Phe Phe Thr Val Tyr He 

- 195 - .V' .". 200 205 

•Ser Ala Asp.se.?: Lys/S.er Ser -Asn' Ser Asn Val. He Gin Val Asp Gin 
• 2±0' -. .ri>\^.- ; ^.. 2lS *;. ';'.• ; " : 220 
; - - . ■■"**"- 

Ser Gly Leu .Phe '-Eeu.'>Pro S<5r : Arg. Asp Tyr Tyr Leu Asn Arg Thr Ala 
■225 ' ,' ".'">.i.V^:>230 ■ -235 240- 

Asn Glu . Lys ' Val. Leil -Thr A^a T^r ' Leu Asp Tyr Met Glu Glu Leu Gly 

". 24S J V. : V- '^•/'••./ 250 • 255 

■.'•.« -V.V'fs^r.**'/ 

Met Leu Leu Gly Gly.ArgPro fan? Ser Thr Arg Glu Gin Met Gin Gin 

. '. ■ 26Q'V V. '265* : r ' 270 

Val Leu Glu Leu -Glu ile Gin' Leu Ala Asn He Thr Val Pro Gin Asp 
.275 '..'V :V 28.0 285 
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Gin Axrsf Arg Asp Glu.Glu Lys lie Tyr -His Lys Met Ser lie Ser Glu 
290 • 295 3 00 



Leu Gin Ala * Leu Ala. Pro Ser. Met "Asp Trp Leu Glu Phe Leu Ser Phe 
305 *v"310 ;> / ■" 315 320 



Leu Leu . Ser Pro Leu. Glu Leu Ser Asp Ser Glu Pro Val Val Val Tyr 

■ '■ ais. ';.-*'. ;"v*. .330 335 



Gly Met Asp Tyr Le.u Gin Gin Vi*il ;Ser .Glu Leu lie Asn Arg Thr Glu 

340 ■ ' - . . 345 350 



Pro Ser lie Leu Asn Asn Tyr Leu ;Ile Trp Asn Leu Val Gin Lys Thr 
355" ' V 360 365 



Thr Ser Ser Leu Asp Arg Arg Phe Glu Ser Ala Gin Glu Lys Leu Leu 
370" 375 380 



Glu Thr Leu Tyr, Gly. Thr Lys Lys Ser Cys Val Pro Arg Trp Gin Thr 

385 \3$0 . . V.395 400 



Cys lie Ser Asn Thr Asp Asp Ala Leu Gly Phe Ala Leu Gly Ser Leu 
405 "■ ■■ 410 415 



Phe Val. Lys;;Ala Thr,. Phe Agp Arg Gin- Ser. Lys Glu lie Ala Glu Gly 
. . '42*0 ; ../V V : . '*;; - 425 ' . 430 

Met lie Ser Glu lie Arg Thr Ala Phe. Glu Glu Ala Leu Gly Gin Leu 
435- . ' .. 440 * 445 



Val Trp Met Asp. Glvi Lys THr- Arg. Gin Ala Ala Lys Glu Lys Ala Asp 

450 " ASS-' '■■ . 460 



Ala lie Tyr Asp' Met Tie Gly Phe Pro Asp Phe lie Leu Glu Pro Lys 
465 • 470 \ . 475 480 

Glu Leu Asp .Asp. Val.* Tyr- Asp . Gly Tyr Glu lie Ser Glu Asp Ser Phe 
: .485 *Y:'"" 490 " 495 



Phe Gin Asn Met Leu- .Ash Leu Tyr Asn Phe' Ser Ala Lys Val Met Ala 
500. > - '505 510 



Asp Gin- Leu Ar£p Lys Pro Pro Ser Arg Asp Gin Trp Ser Met Thr Pro 

515 . .;• " ' 520 ' 525 

Gin Thr 1 Valy^n^. AlaV.Tyr . Tyr. Leu Pro fair Lys Asn Glu lie Val Phe 

• 530 * .VV ■*.'•.■ •' 535 '\ ;'- 540 

.Pro iaa.'GXy^'j^.^^v(^LD Ala" Pro -Phe Tyr Ala Arg. Asn His Pro Lys. 

545 •';•-/ ;r.;'55.0 * "Y 555" 560 



Ala Leu : Asn Ehe : Gly?. Gly. lie* Gly Val Val Met Gly His Glu Leu Thr 

: * >;>'56rS- : f' : •■•■'„■: :V' * -570 * 575 



His Ala Phe Asp Asp ' Glh Gly Arg Glu Tyr Asp Lys Glu Gly Asn Leu 

>:■'. ;.58o" ■-..V '.r ' .*.*■ * sss . •■ • 590 
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Arg. Pro Trp - Trp . Gin Asn Glu Ser Leu Ala Ala Phe Arg Asn His Thr 
535 600- 605 



Ala Cys Met Glu Glu Gin Tyr Asn Gin Tyr Gin Val Asn Gly Glu Arg 
610 615 620 



Leu Asn Gly Arg Gin Thr Leu Gly Glu Asn lie- Ala Asp Asn Gly Gly 

625 : ■ : - 1630 ' " 635 640 



Leu Lys Ala Ala Tyr- Asn : Ala Tyr. Lys Ala Trp Leu Arg Lys His Gly 
* 645 . . n 650 655 



Glu Glu Gin Gin- Leii Pro Ala Val- Gly Leu Thr Asn His Gin Leu Phe 
660 ' .665 '■ 670 



' Phe Val Gly Phe Ala 1 Gin' Val Trp Cys Ser Val Arg Thr Pro Glu Ser 
675 i • 680 685 



Ser His Glu GJLy ieu Val Tnr Asp Pro His Ser Pro Ala Arg Phe Arg 

690 '. \ ..' ; 695 700 



Val Leu Gly Tnr Leu Ser Asn Ser Arg Asp Phe Leu Arg His Phe Gly 
70S 710 715 720 



Cys Pro Val" Gly. Ser "Pro Met Asn- Pro- Gly Gin Leu Cys Glu Val Trp 

:;;.72s . ■ >3o 735 



<210> 142 ;• 

<2ii> 702 -*'•'• 

<212> PRT ' " ; : r ■ ' 

<213> Artificial-sequence 

<220> • \ ' 

<223> A novel" 'predicted alternative spliced variant protein product 
<400> 142 

Met Asn Val Ala Leu Gin Glu Leu Gly Ala Gly Ser Asn Met Val Glu 
1 ' '"5 ' 10 15 

Tyr Lys Arg Ala .Thr . -Leu "Arg Asp Glu Asp Ala Pro Glu Thr Pro Val 

'•- .20'; . : ! . . ■' "' .25 30 

Glu Gly GlyAla : Ser - Pro. Asp. Ala Met Glu Val Gly Phe Gin Lys Gly 
'35 40 45 



Thr Arg- Gin Leu Leii Gly Ser Arg. Thr Gin Leu Glu Leu- Val Leu Ala 
50 ';' 55 60 



Gly Ala Ser Leu- Leu 'Leu Ala.. Ala* Leu t Leu Leu. Gly Cys Leu Val Ala 

65 ; •: ••v-:'.-V:vTb *' * ; - ' '* 75 so 



Leu Gly Val lGln;-Tyr ijis Arg Asp Pro Ser His Ser Thr Cys Leu Tnr 
' ' : .'BS \ -\ ' y '.--i ■* 90 95 



Glu Ala. Cys 'tie. Arg rVal Ala Gly Lys lie Leu Glu Ser Leu Asp Arg 

: . ■ ■ v *od; y ;' -v"-'.- « 105 110 

Gly Val Ser Pro Cys.' <31u . Asp Phe Tyr Gin Phe Ser Cys Gly Gly Trp 

. \ 115 . : ■ " v '.- v '. \ . ; ' l r 20 125 
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He Arg Arg Ash Pro Leu Pro Asp Gly Arg Ser Arg Trp Asn Thr Phe 
130 1-35 140 



Asn Ser Leu Trp Asp, Gin Asn Gin Ala He Leu Lys His Leu Leu Glu 
145 j'lSb 155 160 



Asn Tor Tor Phe -Asn-; Ser Ser Ser Glu Ala Glu Gin Lys Thr Gin Arg 

" - " .165. '' ' ■ ' " "170 175 



Phe Tyr Leu Ser Cys- Leu. Gin Val. Glu . Arg He Glu Glu Leu Gly Ala 
/ 180! - -:* . 185 • " 190 



Gin Pro Leu Arg Asp .Leu lie- Glu- Lys lie Gly Gly Trp Asn He Thr 
. 195 '2QQ 205 



Gly Pro Trp Asp GJjo. Asp Asn Phe Met. .Glu Val Leu Lys Ala Val Ala 

210 'I. ' 215 " . " .220 



Gly Thr Tyr Arg Ala Thr Pro Phe Phe Thr Val Tyr He Ser Ala Asp 
225 .230 " .235 240 



Ser Lys Ser Ser Asn Ser Ash Val He Gin Val Asp Gin Ser Gly Leu 
245 : , 250 255 



Phe Leu Pro Ser Arg. Asp Tyr. Tyr Leu Asn Arg Thr Ala Asn Glu Lys 
.260 '265- 270 



Ala Leu Ala Pro Ser : Met Asp Trp Leu Glu Phe Leu Ser Phe Leu Leu 
275. • . :. 2.B0 285 



Ser Pro Leu Glu v Leu Ser Asp Ser Glu Pro Val Val Val Tyr Gly Met 

290 •. / 2:95" 300 



Asp Tyr Leu Gin' Gln : Val. Ser - Glu. Leu.. He Asn Arg Thr Glu Pro Ser 
305 .. '3X0 " 315 320 



He Leu Asn Asn Tyr Leu lie Trp i Asix Leu Val Gin Lys Thr Thr" Ser 
"•' '325-';.." " 330 335 



Ser Leu Asp Arg. Arg- Phe Glu Ser -.Ala Gin Glu Lys Leu Leu Glu Thr 

* " ..:340 • • 345 350 



Leu Tyr Gly Thr Lys* . Lys Ser .Cys Val Pro Arg Trp Gin Thr Cys He 

355.' '•: 3 60 365 



Ser Asn' Thr' Asj> Asp Ala Leu Gly Phe Ala Leu Gly Ser Leu Phe Val 
370 ' 375 ' 380 



Lys Ala' Thr": Phe-- As pf. Arg Gin Ser Lys Glu He Ala Glu Gly Met He 
385. \ V; V3.'90. ; 395 . 400 



• Ser Glu He Arg Thr/ Ala Ehe Glu' Glu .Ala Leu. Gly Gin Leu Val Trp 

4,p5il ; . - ■ ■ 410 415 

... \.' }■/>.■ . ; . /■.-.*.. 
Met Asp qiu.Lysi' Thr/A^g Gln Ala' Ala Lys Glu Lys Ala Asp Ala lie 

" ' tiii ' • "r- : : ' V r * 425' 430 
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Tyr Asp Met He Gly. Phe Pro Asp Phe He Leu Glu Pro Lys Glu Leu 
435 440 445 

Asp Asp Val Tyr Asp -Gly Tyr Glu He Ser Glu Asp Ser Phe Phe Gin 
450 455. 460 

Asn Met Leu Asn Leu Tyr Asn Phe Ser Ala Lys Val Met Ala Asp Gin 
465 ..470 475 480 

Leu Arg Lys Pro Pro Ser Arg Asp Gin 'Trp Ser Met Thr Pro Gin Thr 
485 490 495 

Val Asn Ala Tyr. Tyr" Leu Pro. Thr Lys Asn Glu lie Val Phe Pro Ala 

• 500 . -•„. ...505. . 510 

Gly lie Leu. Gin Ala Pro Phe Tyr Ala Arg Asn His Pro Lys Ala Leu 
'515 .' " '520* .«* 525 

Asn Phe Gly Gly - lie . -Gly Val Val Met Gly His Glu Leu Thr His Ala 
530 . .535 . "540 

Phe Asp Asp Gin Gly Arg Glu Tyr .Asp Lys. Glu Gly Asn Leu Arg Pro 
545 ..550 • . 555 560 

Trp Trp Gin Asn Glu. Ser Leu Ala. Ala Phe* Arg Asn His Thr Ala Cys 
: . 565 " 5.70 ' 575 

Met Glu Glu . Gin; Tyr Asn Gin Tyr Gin , Val Asn' Gly Glu Arg Leu Asn 
. 580. . . . 585 590 

Gly Arg .Gin/ Thr Leu, Gly Glu Asn. lie Ala Asp Asn Gly Gly Leu Lys 

595 : ' ■ 600 ' "-. " 60S 

Ala Ala. Tyr Asn Ala ^Tyr Lys Ala Trp Leu Arg Lys His Gly Glu Glu 
610' * . . . ' 615.' 620 

Gin Gin ' Leu Pro Ala Val Gly Leu Thr Asn His Gin Leu Phe Phe Val 
625 630 . ;'\ 635 640 

Gly Phe Ala Gin Val Trp Cys "" Ser Val Arg Thr Pro- Glu Ser Ser His 
645 ■ -650. 655 

Glu Gly Leu -Val Thr Asp' Pro" His Ser Pro Ala Arg Phe Arg Val Leu 
660 665 670 

Gly Thr Leu Ser Asn: Ser Arg Asp Phe ieu Arg His Phe Gly Cys Pro 

'.6.75. <.""'*• .680 . . 685 

Val Gly Ser Pro. Met'" Asn Pro Gly. Gin Leu Cys Glu Val Trp 
690 '"V '* ' 69S ~ : . 700 



<210> 143 ■'"' 

<2ii> 732 / ,>':.. -. . V : '".y- • ' 

<212> prt .* ,;; .*/ :?V ,.'/'* 

<213> Artificial\ sequence- ..." ; : 

<220> ." ■*/ ••':*..* • ■ " "■; : : • /.- j. \ ■•' . • 

<223> A novel :"predicted .'alterative - spliced variant protein product 
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<400> 143 

Met Asn Val Ala Leu , Gin Glu Leu Gly Ala Gly Ser Asn Met Val Glu 
1 5 10 15 



Tyr Lys Arg Ala Thr Leu Arg Asp Glu Asp Ala Pro Glu Thr Pro Val 
20 - 25 30 



Glu Gly Gly ; Ala - Ser>; Pro Asp Ala Met Glu' Val Gly Phe.Gln Lys Gly 

35 ... *" ; - 'V 40. ' 45 

Thr Arg Gin Leu Leu " Gly Ser Arg Thr Gin Leu Glu Leu Val Leu Ala 

50 " .55 ' 60 



Gly Ala Ser . Leu, Leu- Leu Ala Ala Leu Leu Leu Gly Cys Leu Val Ala 
65 ' 70 • ' . 75 80 



Leu Gly. Val Gin- Tyr His Arg Asp "Pro Ser His Ser Thr Cys Leu Thr 

! ' 85;. -90 . 95 



Glu Ala Cys lie Arg Val. Ala Gly.* Lys- lie Leu Glu Ser Leu Asp Arg 

aop • •. -"■'".•/ 105 • ' no 



Gly Val Ser . Pro Cys .Glu Asp- Phe Tyr Gin Phe Ser Cys Gly Gly Trp 
115 - 120 125 



lie Arg Arg. Asn • Pro . Leu Pro Asp Gly Arg Ser Arg Trp Asn Thr Phe 

130 . ' ' . " \ 135 ' 140- 



Asn Ser Leu- Trp Asp Gin Asn Gin Ala lie Leu Lys His Leu Leu Glu 
145 . - \ '\SQ . 155 160 



Asn Thr Thr 'Phe As'n-. Ser Ser ; Ser. Glu Ala Glu Gin Lys Thr Gin Arg 

- "... JJBf5:\./ ,\y 170 175 



Phe Tyr Leu Ser. v Cys. Leu Gin .Val ^ Glu Arg lie Glu Glu Leu Gly. Ala 

iBo, y-\ ■• iss' 190 



Gin Pro Leu Arg' Asp; Leu lie -Glu Lys lie Gly Gly Trp Asn He Thr 
195 • . . . 200 205 



Gly Pro Trp .Asp Gin - Asp Asn Phe. Met Glu Val Leu Lys Ala Val Ala 

210 -".'215 ** 220 



Gly Thr Tyr Arg - Ala Thr . Pro Phe Phe Thr Val Tyr He Ser Ala Asp 

225 '•'■•-*.- .' .230 • .- 235 240 



Ser Lys Ser Ser Asn Ser Asn Val lie Gin Val Asp Gin Ser Gly Leu 
• " " 245. , -250 255 



Phe Leu Pro. Ser .Arg Asp Tyr .Tyr Leu Asn Arg Thr Ala Asn Glu Lys 
260 .265 270 

Val Leu Thr Ala; T^;Leu Asp Tyr Met Glu Glu Leu Gly Met Leu Leu 

■ 275.;'./'* • /.VaBb- • 285 

Gly Gly Arg Pro Thr:". Ser TOir . Arg Giu -Gln Met- Gin' Gin Val Leu Glu 
29Q. ».'"%"-V-V""-i"5s ?':\ ; ' 300 



WO 2005/071059 



290 



PCT/1L2005/000107 



Leu Glu lie. Gin Leu - Ala- Asn lie Thr Val Pro Gin Asp Gin Arg Arg 
305 - 310 315 320 



Asp Glu Glu Lys lie Tyr His Lys Met Ser lie Ser Glu Leu Gin Ala 

. 325' 330 335 



Leu Ala Pro Ser Met Asp" Trp Leu Glu Phe Leu Ser Phe Leu Leu Ser 

.340. \- 345 350 



Pro Leu Glu Leu Set Asp Ser Glu Pro Val Val Val Tyr Gly Met Asp 

355 -' . ->6'0 . 365 

Tyr Leu Gin Gin Val'fSer Glu Leu lie Aan Arg Thr Glu Pro Ser lie 

370 'V,':*"- ? 75 . .':.* 380 

Leu Asn Asri. Tyr Lei* -He Trp, Asii Leu Val Gin Lys Thr Thr Ser Ser 
385 '. 3>0. 395 . 400 



Leu Asp Arg .Arg' Phe - Glu Ser Ala Gin .Glu Lys Leu Leu Glu Thr Leu 
:• 405>'. •■"*■■■:*;.".* 410 415. 



Tyr Gly Thr Lys Lys' Ser. .Cys Val Pro Arg Trp Gin Thr Cys He Ser 
.' 420.. Y J - .425 . -' 430 



Asn Thr Asp Asp Ala Leu Gly Phe Ala Leu Gly Ser Leu Phe Val Lys 
435' • / J. • .440 . 445 



Ala Thr Phe Asp'Arg.'Glri Ser Lys. Glu He Ala Asp Ala He Tyr Asp 
450 " 455 460 



Met lie Gly. Phe Pro 'Asp Phe.. lie* Leu ,Glu Pro Lys Glu Leu Asp Asp 

465 . .. /}*470. '.*•; 475 480 



Val Tyr.Asp.Qly -Tyr. Glu lie Ser -<31u Asp Ser Phe Phe Gin Asn Met 
' 4.85/ 490 495 



Leu Asn .'Leu Tyr. Asn 'Phe Ser Ala Lys Val Met Ala Asp Gin Leu Arg 
' ,500' :; ' : 505 - ; ' 510 



Lys Pro Pro Ser. Arg' Asp 'Gin Trp Ser Met Thr Pro Gin Thr Val Asn 

'.S15*. V.\ A : m 52,0"' ' " ' '525 

•■: . /'}.+'../:' • ' 

Ala Tyr Tyr Leu "Pro ••Thr ' Lys Asn 'Glu ' He Val Phe Pro Ala Gly He 

530 .. -i- 0535*;/ : ■•' . . 540 



Leu Gin Ala- Pro Phe .Tyr' Ala Arg Asn His Pro Lys Ala Leu Asn Phe 
545 "; ':.. -550 . 555 560 



Ga,y Gly He' Gly Val: Val Met Gly His Glu Leu Thr His Ala Phe Asp 
. .565. . 570 - 575 



Asp Gin Gly Arg. Qlu Tyr Asp Lys. Glu Gly. Asn Leu Arg Pro Trp Trp 

-580- • ... .585 *; . 590 



Gin' Asn Glu 'Ser> L£u'' Ala Ala Phe. Arg. Asn His Thr Ala Cys Met Glu 

-" 595.V ./Jo : -sop. -, - 605 
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Glu Gin Tyr Asn . Gin -Tyr Gin Val Asn Gly T31u Arg Leu Asn Gly Arg 
610. .615 - ' ■* • 620- 



Gin Thr lieu 'Gly Glu Asn He Ala • Asp Asn Gly Gly Leu Lys Ala Ala 
625 630 635 640 



Tyr Asn Ala Tyr Lys Ala Trp Leu Arg Lys His Gly Glu Glu Gin Gin 

•"•645 V 650 655 



Leu Pro Ala Val Gly .Leu Thr Asn His Gin Leu Phe . Phe Val Gly Phe 
66Q. / • , . " :665 . 670 



Ala Gin Val Trp Cys Ser Val- Arg Thr Pro Glu Ser Ser His Glu Gly 
675 ' " 680 685 



Leu Val Thr Asp Pro His Ser Pro Ala Arg Phe Arg Val Leu Gly Thr 
690 695 700 . 



Leu Ser Asn Ser Arg Asp Phe Leu Arg His Phe Gly Cys Pro Val Gly 

705 .".710 . .. .. " 715 720 

Ser Pro Met Asn Pro: Gly. Gin .Leu Cys Glu Val Trp 
■ V- 725: " ' 730 • 



<210> 144. , '.. .. 

<211> 739 V , . 

<212> PRT •" ■ ; . . • 

<213> Artificial sequenc.e . 

<220> '. ' - * 

<223> A novel .predicted' alternative spliced variant protein product 

<4po> 144 : . ".. • ',".■* 

Met Asn Val Ala Leu Glri Glu Leu Gly Ala Gly Ser Asn Met Val Glu 

i ' vs; "-. :*. : ". iq 15 

Tyr Lys Arg Ala Thr Leu Arg" Asp Glu Asp Ala Pro Glu Thr Pro Val 
20 . 25 " 30 

• . 4 " • C ' 

Glu Gly Gly Ala Ser. Pro Asp Ala Met Glu Val Gly Phe Gin Lys Gly 

.35 //* .",-; / - ..40 45 

Thr Arg Gin Leu. Leu "Gly Ser Arg Thr Gin Leu Glu Leu Val Leu Ala 

50 . .■ 55.- '• • 60 

Gly- Ala Ser :Leu. Leu- Leu jrfa Ala, Leu. Leu Leu Gly Cys Leu val Ala 

65 '"" *. y' :- V >-.7° - : " 75 .80" 

Leu Gly. Val. Gin i^ ^His. Arg- Asp. Pro Ser His Ser Thr Cys Leu Thr 

■ 8S';:.j ■;' *"/■.• j * 90 - 95 

Glu Ala Cys i'li'e- Arg'.Val Ala- Gly Lys lie Leu .Glu Ser Leu Asp Arg 

- ' • iop V- ' • ■ "' •/ " : 105 ■ • 110 

Gly VaT'ger --Proi C^s\Glu Asp .Phe Tyr- .GJ.n Phe Ser Cys Gly Gly. Trp 
-1±5*- ''v. 120.-' :." 125 

lie Arg Arg Asn 'Prp 'Ljeu-. ?ro - Asp .Gly.&rg .Ser .'Arg Trp Asn Thr Phe 
. 130' .\ '135 140 
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Asn Ser lieu. .Trp Asp Gin Asia Gin Ala lie. Leu Lys His Leu Leu Glu 
145 - 150 " 155 160 



Asn Thr Thr- Phe Asn Ser* Ser Ser Glu Ala Glu Gin Lys Thr Gin Arg 
■ 1.65 ' 170 175 



Phe Tyr Leu Ser Cys Leu Gln-Yal.Glu Arg lie Glu Glu Leu Gly Ala 
180 . 185 190 



Gin Pro Leu Arg Asp "Leu He Glu Lys He Gly Gly Trp Asn lie Thr 
195 . 200 . 205 



Gly Pro Trp Asp Gin. Asp Asn Phe Met Glu Val Leu Lys Ala Val Ala 

' 210 v. : 215 • 220 . 



Gly Thr Tyr' Arg Ala Thr Pro Phe Phe Thr Val Tyr He Ser Ala Asp 

225 .230 '• * .. 235 240 



Ser Lys- Ser Seir Asnf Ser Asn Val lie Gin Val Asp Gin Ser Gly Leu 
•245. 250 255 



Phe Leu- Pro- Ser Arg- Asp . Tyr Tyr Leu Asn Arg Thr Ala Asn Glu Lys 
.260. '' • )' 265 270 



Val Leu Thr Ala TyrvLeu Asp .Tyr' -Met Glu Glu Leu Gly Met Leu Leu. 
275. ■"• '280 285 



Gly Gly Arg . Pro Thr* Ser . Thr. Arg. Glu Gin Met Gin Gin Val Leu Glu 

290 ■■■ •■' v . ,* ; : v 295: \ 300 



Leu Glu He- Gin' Leu Ala Asn lie Thr Val Pro Gin Asp Gin Arg Arg 
305 :. • 3X0 ' 315 320 



Asp Glu Glu Lys lie Tyr; His Lys Met. Ser lie Ser Glu Leu Gin Ala 
325 . " . 330 335 



Leu Ala Pro Ser Met 'Asp Trp Leu Glu Phe Leu Ser Phe Leu Leu Ser 
340 345 • 350 



Pro Leu Glu Ley . Ser Asp Ser Glu Pro Val Val Val Tyr Gly Met Asp 
■35.5 - .' 360. * 365- 



Tyr Leu Gin Gin*. Vat Ser Glu Leu lie Asn Arg Thr Glu pro Ser He 

370 T*-- V\ -375. \'i • .380 



Leu Asn Ash- Tyr Xeu>Xle Trp Ash Leu. Val* Gin "Lys Thr Thr Ser Ser 

385 . *. A'/- V'-^^O " . ■ '395- . 400 

Leu Asp' Arg, Arg,' Phe, Glu Ser .Ala .Gin Glu Lys Leu Leu Glu Thr Leu 

;'•-;'""■■*';. '41>*5.V ■'•V \' 410 415 



Tyr Gly Thr Lys Lys.--.Ser Gys;- Val Pro -Arg Trp Gin Thr Cys He Ser 
420. .425- " • 430 



Asn Thr Asp • Asp ' Ala - Leu Gly Phe, Ala Lefu Gly Ser Leu Phe Val'- Lys 
435 * /■ : ... '. M . ■ ■ ' V -.44 0 v • • 445 
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Ala Thr Phe Asp Arg Gin Ser Lys Glu lie Ala Glu Gly Met He Ser 
450. - . .'. .455 460 

Glu He Arg /"Thr Ala Phe Glu .Gly Ala Leu Gly Gin Leu Val Trp Met 
465 470 ... . 475 480 

Asp Glu Lys Thr- Arg." Gin Aia- Ala . Lys Glu Lys Tyr Glu lie Ser Glu 
485 ,\ -. ' 490 ** 495 

Asp Ser Phe Phe Gin -Asn Met; ^Leu Asn Leu Tyr Asn Phe Ser Ala Lys 

500 ' : ; .* 505 510 

Val Met Ala Asp Gin Leu Arg Lys- Pro Pro Ser Arg Asp Gin Trp Ser 
SIS ' . 520 525 

Met Thr Pro Gin Thr Val Ash Ala Tyr Tyr Leu Pro Thr Lys Asn Glu 
530 ' 535' " 540 

He Val Phe Pro Ala. Gly lie Leu Gin Ala Pro Phe Tyr Ala Arg Asn 
• 545 . 5'50 555 560 

His Pro Lys Ala. Leu Asn Phe Gly Gly He Gly Val Val Met Gly His 
565 ' , 570 575 

' Glu Leu Thr His" Ala Phe Asp Asp Gin Gly Arg Glu Tyr Asp Lys Glu 

580 ... / ' 58S • 590 

Gly Asn Leu Arg Pro Trp Trp -Gin Asn Glu Ser Leu' Ala Ala Phe Arg 
595 600 ' 605 

Asn His - Thr Ala -Cys Met Glu G3.U .Gin .Tyr Asn Gin Tyr Gin Val Asn 
610 • 615* ■/ 620 

Gly Glu \Arg Leu Asn Gly Arg Gin .Thr Leu Gly Glu Asn He Ala Asp 

625 y$30 . • ■ -\ " . 640 

Asn Gly Gly Leu Lys i Ala '■ Ala Tyr. Ash Ala Tyr Lys Ala Trp Leu Arg 
■;■ .645 : ./ : ; ' ' 650 655 

Lys His Gly Glu Glu. Gin Glh Leu Pro Ala Val Gly Leu Thr Asn His 
660 - 665 670 

Gin Leu Phe Phe. VaX .Gly Phe Ala Gin .yal Trp Cys Ser Val Arg Thr 
675 :■• ' ' 680' " 68.5 

..Pro Glu Ser Ser His.-Glu .aiy Leu- Val. Thr Asp Pro .His* Ser Pro Ala 

69p-.. ;.- „*;;• . .ess".*. \ -. • "700 ' 

Arg Phe Arg ;val ;L'eu : :Giy Thr " Leu Ser Asn Ser. Arg Asp Phe Leu Arg 

. 705 -'"/y : ■ 71 * ' 720 ■ 

His Phe .Gly- Cys ' Pro;. .Val Gly Ser - Pro Met Asn Pro Gly Gin Leu Cys 

\> , : V 725V;'*'C;. ; .. ; - .73,0 . 735 

Glu Val. Trp .* \ ' - J," '*' 



<210> 145 
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* <211> 728 

<212> PRT 

<213> Artificial- sequence: 
<220> • • . V.' 

<223> A novel predicted, alternative spliced variant protein product 

<400> 145 -.. 'y ; 

Met Asn Val- Ala Leu Qln Glu Leu Gly Ala Gly Ser Asn Met Val Glu 

l . . s . 10- 15 



Tyr Lys Arg: Ala Thr .Leu Arg Asp Glu Asp Ala .Pro Gin Thr Pro Val 

20. .* :- : 25 . 30 



Glu Gly. Gly Ala Ser Pro Asp Ala Met Gin Val Gly Phe Gin Lys. Gly 
3.5 . ' 40 . 45 



Thr Arg Gin Lev Leu Gly, Ser Arg Thr 'Gin Leu Glu Leu Val Leu Ala 

50 V, 55 ■ 60 



-Gly Ala Ser. Lei* Leu Leu Ala Ala Leu Leu Leu Gly Cys Leu Val Ala 
65 • 70 - - * -75 ' ' 80 



Leu Gly Val Gin Tyr' His Arg Asp Pro Ser His Ser Thr' Cys Leu Thr 
• .85 . ' 90 95 

Glu Ala. Cys • lie Arg... Val Ala Gly Lys He Leu Glu Ser Leu Asp Arg 

ipp{- .-*:V.' : los ;. no 

Gly Val Ser Pro. "Cys. Glu Asp Pne Tyr Gin Phe Ser Cys Gly Gly Trp 
115 . 120 125. 



lie Arg. Arg Asn. Pro /Leu Pro Asp. Gly Arg Ser Arg Trp Asn Thr Phe 
130. * V.- 135- : \ ' 140 



Asn Ser. Leu Trp'.Asp„ Gin Asn .Gin .Ala. lie Leu Lys His Leu Leu Glu 
•145 • '/. . 150 •' • 155 160 

Asn Thr- Thr- Phe Asn Ser. Ser. Ser .X3lu Ala Glu Gin Lys Thr Gin Arg 
. 165- -V ..*.' ' .'170 175 



Phe Tyr Leu v Ser Cys Leu GJn v Val Glu Arg He Glu Glu Leu Gly Ala 
180 •". 185 190 



Gin Pro. Leu Arg, Asp Leu lie Glu Lys lie Gly Gly Trp Asn He Thr 

.195-. '.',...-;'• 200 -.205 



Gly Pro Trp Asp Gin Asp Asn Phe- Met Glu Val Leu Lys Ala Val Ala 
21.0 'v\ .215 • : .; . • - .220. 

Gly Thr. Tyr '.:Arg : . Aia'..Thr pj£o> Phe' Phe Thr. Val Tyr He Ser Ala Asp 

225 ' y ';^.^:.33b • ..5/ ' . -235. 240 

Ser Lys Ser' Ser As'nl'Ser Asn -Val- He Gin .Val Asp Gin Ser Gly Leu 

.-./•>'' '245.;'. '.' [ "/v-y" "--v •*' 25.0 255 

Phe Leu Pro Set' Arg . Asp T^-Tyr.Leu Asn Arg Thr Ala Asn Glu Lys 
izeti. '{ 26.5. " " *' 270 
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Val Leu Thr Ala Tyr. Leu Asp Tyr Met Glu Glu Leu Gly Met Leu Leu 
27.5 280. 285 

Gly Gly Arg Pro' Tnr'-Ser Thr Arg Glu Gin Met Gin Gin Val Leu Glu 
290 . " -295 300 ' 

Leu Glu lie'"Gln .Leu -Ala Asn : tie Thr Val Pro Gin Asp Gin Arg Arg 

305 .* -jy'.ilO .. .. '"■ : . 315 . 320 

Asp Glu Glu Lys, He; Tyr His Lys.Met Ser lie Ser Glu Leu Gin. Ala 

" ' *V 32&: ; >; 339 335 

Leu Ala. Pro Ser~ Met .Asp- Trp/ Leu* Glu- Phe Leu Ser Phe Leu Leu Ser 

340 • j . - *\ : 345 ■ 350 

Pro Leu Glii-.Leu Ser Asp Ser Glu, Pro Val Val Val Tyr Gly Met - Asp 

.355 . . J" 360 365 



Tyr Leu Gin Gin Val Ser Glu Leu- lie Asn Arg Thr Glu Pro Ser lie 
370 " ' 375' " 380 



Leu Asn Asn Tyr Leu He Trp .Asn Leu Val Gin Lys Thr Thr Ser Ser 
385 ? 90 395 400 

Leu Asp Arg Arg. Phe Glu Ser Ala Gin Glu Lys Leu Leu Glu Thr Leu 
. 4,0S; 410 415 



Tyr Gly Thr Lys ^y& : : Ser Cys Val Pro Arg Trp Gin Thr Cys He Ser 
.420 .••"»■ ' .. £25." 430 



Asn Thr Asp Asp Ala Leu Gly Phe Ala Leu Gly. Ser Leu Phe Val Lys 
.435 ." V 440. 445 

Ala Thr Phe ;As;p Arg'.'GlJl Ser: Lys Glu lie Ala Glu Gly Met He Ser 
450 455' . -. ' 460 

* * ' j ' ' .**. 

Glu He Arg .Thr Ala. Phe Glu Glu.' Ala Leu Gly Gin Leu Val Trp Met 
465 ■ ;■ .470 -- [[■-. . 475 .480 



Asp Glu-Lys . Thr'.Aifg. Gin\Ala. Ala '.Lys .^5lu Lys Ala Asp Ala He Tyr 

■ .' ■£?(>.' 495 

Asp Met" lie Glyl Phe * Pro Asp Phe lie Leu Glu Pro Lys Glu Leu Asp 
500. J" ."• -v." '505 510 

Asp Val Tyr- AspJ Gly . T^x Glu -11© Ser .Glu Asp Ser Phe Phe Gin Asn 
515 520' '52S' 



Met Leu Asn' Leu' Tyr3ish Phe Ser. Ala Lys Val Met Ala Asp Gin Leu 

530 *: z&Ji/ 53s;:.-. \. . . 540 

Arg Lys' Pro ^ProVSer^Arg Asp Gin Ala Leii Asn Phe Gly Gly He Gly 

545 ' -. :£'4 ;;.5s:o. [ . sss ■• 560 . 

Val Val Me^.G.ly v Hi9 : .(Glu LNeii ;T)i£>ltts* Ala Phe Asp Asp Gin Gly Arg ■ 

5.6SL;v'C/" m r ; . 570 . 575 

Glu Tyr' Asp iys Giu^Gliy ^sn''rteti : Arg 'P'ro Trp Trp Gin Asn Glu Ser 
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580 585 . 590 



Leu Ala Ala Phe Arg 'Asn His Thr Ala Cys Met Glu Glu Gin Tyr Asn 
595 600 605 



Gin Tyr Gin Val Asn. Gly Glu Arg Leu Asn Gly Arg Gin Thr Leu Gly 
610 • ■ ' ' 615/ 620 

Glu Asn. lie. Ala Asp. Asn Gly Gly "Leu Lys Ala Ala Tyr Asn Ala Tyr 

625 *" /tV 630 - ' . - 635 640 



Lys Ala. Trp Leu Argf Lys His. Gly Glu Glu Gin Gin Leu Pro Ala Val 

; • \, .6is f !.^ : y ' . . 6so ess 

Gly Leu Thr Asn. His Gin Leu Phe Phe Val Gly Phe Ala Gin Val Trp 
660- \ 665 670 



Cys Ser Val Arg 1 Thr Pro Glu. Ser ..Ser His Glu Gly Leu Val Thr Asp 
675; ' \ :60O' ■ 685 



Pro His Ser Pro. Ala Arg Phe' Arg Val Leu Gly Thr Leu Ser Asn Ser 
690 ■ 695' 700 



Arg Asp Phe Leu Arg. tfis Phe Gly CyS Pro Val Gly Ser Pro Met Asn 
705 ..7J.0 715 720 



Pro Gly G.ln Leu- Cys Glu Val Trp 

' : " 72S . : * 



<210> 146 : " 

<211> 117 - . v". ".. 

<212> prt • ■ / 

<213> Artificial" /sequence- ^' 

<220> •;■'->'*'*' V .. '•/:: ^ '." 

<223> A novel ^pred^cted alternative spliced variant protein product 
<400> 146 " ' 

Met Ala Arg Ala- , Leu .Cys Pro. Leu Gin Ala Leu Trp Leu Leu Glu Trp 

Val Leu- Leu Leu. Leu Gly Pro.. Cys Ala Ala Pro Pro' Ala Trp Ala Leu 

.20; : -\ '■ : 25 - 30 

Asn Leu Asp Pro Val Gin Leu^ Thr Phe Tyr Ala Gly Pro Asn Gly Ser 

35\ .;; ' * *•• 40 ' ' 45 . 

Gin Phe. Gly Phe.. Ser- Leu Asp Phe His Lye Asp Ser His Gly Arg Val 

. 50 . V ; -55 - . 60 .' 

Ala lie Val Vai- Gly^Ala Pro Arg Thr Leu Gly Pro Ser Gin Glu Glu 

.65 . '^-> ; 7>.. y/ ' ; : \ *■ 75 ... • 80 

Thr' Gly. Gly. Val* Plie .Leu Cys Pro Trp* Arg Ala Glu Gly Gly Gin Cys 

, •.; ":V8^ 90 95 

Pro Ser- Leu" Leir Ph^. : Asp ;Leu' Arg Leu. Arg Pro Leu Ala Ala Leu Glu 

\.;" v ioq' v : . >"ios '.' : no 
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Arg Pro Arg Lys Asp ' 

.lis ■*-■ 

<210> 147 

<211> 34 * 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> A novel predicted, alternative spliced variant protein product 

<400> 147 . 

Met Pro Ser Trp ATa -Leu Phe Net Val Thr Ser Cys Ijeu Leu Leu Ala 

i ■ ;' >ys*v : *: 10 15 

Pro Gin - Asn'* Leu Ala .Gin Val; Ser Ser Gin Gly Arg Ser Pro Val Leu . 

" Ala Pro ■• :« ■ 



<210> 148 

<211> IT •; : . ' .-; "■ • 

<212> PRT . „.-. ; 

<213> Artificial sequence . 

<220> 

<223> A novel predicted alternative spliced variant protein product 

<400> 148' 

Met Ala Thr Ser Asn. Leu Leu Lys Gly Cys Ala Cys Ser Leu Ser Leu 

1 :-;5'/- \. 10 15 



Gly 



<210> 149 

<2ii> 562* :•■ /•. 

<212> prt: 

<213> ArtlficiaX'/sequenqe..'. 
<220> .:• v \\ . . " 

<223> A novel' predicted- alternative spliced variant protein product 

<400> -i*49. ..." " "\ / *'■"".• 

Met Gly Lys Gin .Gly :Se.r Asn Lys\Lys Ser Asn Val Glu Asp Ser lie 

i : .'i; Sr\ *'•' ;;' . io- is 

Val Arg Lys,. Leu Met Leu Asp' Thr Trp Asn Glu Ser He Phe Ser Asn 

. 20 -:; . 25 30 

He Lys Asn Arg Leu -Gln Asp Ser Ala Met Lys Leu Val His Ala Glu 

.3? ..>:•.''/.*/''■,• ..40 45 

Arg Leu Gly Glu Ala Pjie Asp Ser Gin Leu Val lie Gly Val Arg Glu 

so f:'v ss;-. . .• so 

Ser. Tyr Val. -Asa LeuVcys. Set Asii. Pro Glu Asp Lys Leu Gin He Tyr 

.65 . '■• ."• 0*70 • : " * " - • 75 so' 

Arg Asp Asn-, Phe^fiiu; iLys. Ala * Tyr Leu Asp Ser Thr Glu Arg Phe Tyr 

:-^8Si;:-..v v • 90 95 
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Arg Thjtr Gin Ala Pro Ser Tyr Leu Gin Gin Asn Gly Val Gin Asn Tyr 
100- 105 xio 



Met Lys Tyr Ala Asp- Ala Lys Leu Lys Glu Glu Glu Lys Arg Ala Leu 
. 115 - 120 125 



Arg Tyr Leu Glu Thr Arg Arg Glu Cys Asn Ser Val Glu Ala Leu Met 
130 135 • • 140 



Glu Cys Cys . Val Asn. Ala Len Val Thr Ser. Phe Lys Glu Thr lie Leu 

145 ' ... '-:150 •■'*''. 155 160 



Ala Glu Cys Gin Gly .Met lie Lys Arg. Asn Glu Thr Glu Lys Leu His 
*1£5 170 ~ 175 



Leu Met Phe Ser L^u.Met Asp. Lys. Val Pro Asn Gly lie Glu Pro Met 
180. .. ".185" 190 



Leu Lys; Aspi. Left ' 'Glu Glu His lie He Ser Ala Gly Leu Ala Asp Met 
• 195 * , 200\ 205 



Val Ala Ala Ala Glu Thr He .Tnr Thr Asp Ser Glu Lys Tyr Val Glu 

210 '.' • • 215 . ' 220 



Gin Leu Leu Thr Leu Phe Asn Arg Phe Ser Lys Leu Val Lys Glu Ala 
225 .2,30 ' 235 240 



Phe Gin Asp Asi> Pro Arg Phe Leu Thr Ala Arg Asp Lys Ala Tyr Lys 
245 . 250 255 

Ala Val Val Asn. Asp - Ala Thr. He Phe Lys Leu Glu Leu Pro Leu Lys 
; 260 : ' - v 265 270 

Gin Lys Gly Val. Gly Leu Lys Thr Gin Pro Glu Ser Lys Cys Pro Glu 

275 .:. : ' -.28.6 ' \ . 285 

Leu Leu Ala Asn. Tyr.- Cys Asp. Met Leu Leu Arg Lys Thr Pro Leu Ser 
290" 235, 300 



Lys Lys Leu Thr Ser Glu Glu- lie Glu Ala Lys Leu Lys Glu Val Leu 

305 . , \; ' 310 ' . . 315 320 

Leu Val . Leu Lys. Tyr Val, Gin, Asn Lys Asp Val Phe Met Arg Tyr His 

' 325' .' -'. . • 330 335 



Lys Ala. His Leu Thr .Arg Arg Leu He Leu Asp He Ser Ala Asp Ser 
340 .345 350 



Glu He Glu Glu -Asn. Met Val .Glu Trp Leu Arg Glu Val Gly Met Pro 
* 355 " . - '. '360. ' 365- 



Ala Asp Tyr.. VaOi". £sn :.Lys Leu Ala .Arg Met Phe Gin Asp He Lys Val 
370 * ■ ' 37 5- * '380 



Ser Glu- Asp vLeU Asn' 'Gin Ala. . Phe. Lys . Glu Met His Lys Asn Asn Lys 

385 . V.. " j\ :*i?0 ' • '395" . 400 
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Leu Ala Leu Pro Ala Asp- Ser Val Asn lie Lys lie Leu Asn Ala Gly 
.. 405 ' 410 415 

Ala Trp Ser Arg. Ser. Ser Glu Lys Val Phe Val Ser Leu Pro Thr Glu 
420- 425 430 



Leu Glu Asp Leu lie .Pro Glu Val Glu Glu Phe Tyr Lys Lys Asn His 
435 440 445 



Ser Gly Arg- Lys Leu His Trp" His. His Leu Met Ser Asn Gly lie lie 
450 455 ' 460 

Thr Phe Lys 'Asn .Glu" yal Gly Gin Tyr Asp Leu Glu Val Thr Thr Phe 
465 .470 . 475 '■ 480 



Gin Leu Ala ..■ Val' ; Leu- 'Phe Ala Trp Asn Gin Arg Pro Arg Glu Lys lie 
485 -." 490 495 



Ser Phe Glu Asn Leu Lys Leu" Ala' Thr Glu Leu Pro Asp Ala Glu Leu 
500- - , ' .505 ■ 510 



Arg Arg Thr 'Leu Trp Ser Leu Val- Ala Phe Pro Lys Leu Lys Arg Gin 
515 - 520 "■ 525 



Val Leu Leu Tyr Glu Pro Gin Val JVsn Ser Pro Lys Asp Phe Thr Glu 

530 535".*' 540 



Gly Thr Leu Phe " Ser. Val Asn Gin Glu Phe Ser Leu lie Lys Asn Ala 
545 ■ ■ " 550 555 560 



Lys Val Gin Lys - Arg Gly Lys lie .Asn Leu lie Gly Arg Leu Gin Leu 
565 570 575 



Thr Thr Glu Arg Met. Arg Glu Glu Glu Asn Glu Gly lie Val Gin Leu 
580 .** ' 585' 590 



Arg He Leu Arg ThrvGln Glu Ala He lie Gin He Met Lys Met Arg 
• 595 " 600 605 



Lys Lys lie .Ser'.\AsnVA3-a Gin Leu Gin Thr Glu Leu Val Glu He Leu 
610 . €±5\ 620 . 



Lys Asn. Met ; Phe Leu Pro Gin Lys'- Lys .Met He Lys Glu Gin He Glu 
625 -V- 630 * •■' 635 : . 640 



Trp Leu lie Glu .His tys Tyr lie Arg Arg Asp Glu Ser Asp He Asn 
;/ .645. '"' "650 655 



Thr Phe He "Tyr. Met- .Ala 
' 660 .* J 



<210> 150 - • * 

<211> . 263 

<212> PRT- ' '.' 

<213> Artificial, sequence 

. <22o> v ■ :. k /^.^'Ar\ :: y\ . 

«;2 23 > A* .novel » predicted' alternative .spliced variant protein . product 

'* ■' ■*■"»■".. . ":*'*: . -.*"**"* . • • 
<400> • 150 *• : s -r;.v :' • -..':»•. 
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Met Ala Thr Ser Asn -Leu Leu Lys Asn Lys Gly Ser Leu Gin Phe Glu 
i -sy 10 15 



Asp Lys Trp Asp Phe Met Arg Pro He Val Leu Lys Leu Leu Arg Gin 
20 25 30 



Glu Ser Val Thr Lys. Gin Gin Trp Phe Asp Leu Phe Ser Asp Val His 
' 35 40 .45 



Ala Val Cys Leu. Trp' Asp Asp Lys Gly Pro Ala Lys He His Gin Ala 
SO 55. 60 

Leu Lys Glu.:Asp lie Leu Glu -Phe He Lys Gin Ala Gin Ala Arg Val 

65 . .. ' . : \,«"70 .... - 75 80 



Leu Ser His.. Glri Asp, Asp. Thr Ala Leu Leu Lys Ala Tyr He Val Glu 

; -.«5 : : • : • ■ "90 95 



Trp Arg Lys : Phe : Phe . Thr Gin- Cys Asp Tie Leu Pro Lys Pro Phe Cys 
' l6p" ■ . '105 110 



Gin Leu Glu lie .-Thr- -.Leu Met Gly Lys Gin Gly Ser Asn Lys Lys. Ser 
115 . - . 120. 125 



Asn Val Glu iAsp Ser lie Vai Arg Lys Leu .Met. Leu Asp Thr Trp Asn 

- 130 . . *■'-; .... v-. 135 140 

Glu Ser lie. Phe' Ser. Asn Tie Lys Asn Arg Leu Gin Asp Ser Ala Met 
145 .150 ■* 155 160 



Lys Leu Val His. Ala Glu Arg Leu' Gly Glu Ala Phe Asp Ser Gin Leu 
- .1(55 170 175 



Val He. Gly Val Arg. -Glu Ser .Tyr Val Asn- Leu Cys Ser Asn Pro Glu 
• 18.0; . - , , ' 185 , 190 



Asp Lys Leu Gin lie.. Tyr Arg Asp; Asn Phe Glu Lys Ala Tyr Leu Asp 

'i9s :".;>/• '<-.'. v "['..• zoo : • 205. 

Ser Thr . Glu Arg. Phe./Tyr Arg- Thr, Gin Ala Pro Ser Tyr Leu Gin Gin 
• 210.. V \X> -;.jA^Vf- : . -/ 220 

Asn Gly .Val, Gin- .Asn Tyr Met. Lys Tyr .Ala Asp Ala Lys Leu Lys Glu 
225 v 330 • 235 240 



Glu Glu- Lys "Arg . Ala ' Leu. Arg. Tyr Leu Glu Thr Arg Arg Glu Cys Asn 

. - .'245. •; .'.250 255 



Ser Val Glu Ala Asn Tyr He. 

*. 260 



<210> 151 

<211> 380 * \ l \V-\ • 

<212> PRT \ ■•' 

<213> Artificial .sequence ■ 

<22o> .. ;• * ' v^-- : .V". : i; . *-' 

<223> • A nove^ fpre^c ted alternative spliced variant protein product 
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<400> 151 " 

Met Leu Leu Arg Sex Lys Pro Ala Leu Pro Pro Pro Leu Met Leu Leu 

1 ' ' 5- 10 15 



Leu Leu Qly Pro Leu Gly Piro Leu Ser Pro Gly Ala Leu Pro Arg Pro 
20 25 30 



Ala Gin Ala Gin Asp Va l Val Asp Leu Asp Phe Phe Thr Gin Glu Pro 
35 40 45 



Leu His Leu Val Ser Pro Ser Phe Leu Ser Val Thr lie Asp Ala Asn 
50 55. 60 



Leu Ala Thr Asp Pro : Arg Phe Leu lie Leu Leu Gly Ser Pro Lys Leu 
65 - 70. . 75 80. 



Arg Thr Leu Ala Arg Gly Leu Ser Pro Ala Tyr Leu Arg Phe Gly Gly 

; 85"- 90 95 



Thr Lys Thr 5 . Asp Phe- .Leii lie- Phe Asp .Pro Lys Lys Glu Ser Thr Phe 
iqo\ ■ " ' . * " 105 . ;■ no 

- ■ " "' . : - 

Glu Glu Arg Ser Tyr- Trp Gin Ser Gin Val Asn Gin Asp He Cys Lys 

.115 .'-120*- 125 



Tyr Gly Ser. He Pro. Pro' Asp Val '. Glu Glu Lys Leu Arg Leu Glu Trp 
130 ... 13S • 140 



Pro Tyr Gin Glu Gin Leu Leu Leu Arg Glu His Tyr Gin Lys Lys Phe 
145 "" . 150 155 160 



Lys Asn Ser Thr. Tyr Ser Arg Ser Ser Val Asp Val Leu Tyr Thr Phe 
165 170 175 



Ala Asn Cys* Ser" Gly 'Leu Asp Leu- lie Phe Gly Leu .Asn Ala Leu Leu 
180' • ' 185 1 190 



Arg Thr Ala/Asp -Leu :Glh Trp Asn. Ser Ser Asn Ala Gin Leu Leu Leu 

i95'" ' ■ 2*q'p ■": 205 

Asp Tyr Cys - Ser 4 Ser Lys Gly !Tyr 'Asn He Ser Trp Glu Leu Gly Asn 
210 . . • - 215 220 



Glu Pro Asn Ser Phe Leu Lys Lys Ala Asp He Phe He Asn Gly Ser 

225 '..230' ,'. ,/ . 235 240 



Gin Leu Gly Glu Asp /Pfie - lie Gin' *Leu His Lys Leu Leu Arg Lys Ser 
'. "2 : 4 X 5 . • -25Q 255 

. Thr Phe Lys. Asn". Ala Lys. Leu" TStt Gly Pro Asp Val Gly Gin Pro Arg 
260 .. . 265 270 



Arg Lys Thr Ala Lys .Met Leu Lys Ser Phe Leu Lys Ala Gly Gly Glu 
. 275 . ' 280 285 



Val lie Asp Ser Val. -Thr Trp His -His Tyr Tyr Leu Asn Gly Arg Thr 
290 • . 295 300 
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Ala Thr! Arg Glu Asp- Phe Leu Asn Pro Asp Val Leu Asp lie Phe lie 

305 ...-.310 '. 315 ~ 320 

Ser Ser Val Gin Lys Val Phe Gin. Val Val Glu Sex Thr Arg Pro Gly 
325 330 335 

Lys Lys Val Trp Leu Gly Glu Thr Ser Ser Ala Tyr Gly Gly Gly Ala 
■ 340 345 " 350 

Pro Leu Leu Ser. Asp Thr Phe Ala Ala Gly Phe Met lie He Gly Tyr 
3S5 360 365 

Leu Phe Cys Ser Arg Asn Trp Trp Ala Pro Arg Cys 

37D ;. ; 375 380 

<210> 152 ■ 

<211> 263 " « ; ' V/ 

<212> PRT * • 

• <213> Artif icial .'sequence » ■ 

<22o> y * . " ; *;..v :■ VV- ■ , 

<223> A .novel -predicted alternative * spliced variant protein product 
<400> 152 . ' . - 

Met Arg Val Leu. -.Cys .Ala" Phe. Pro. Glu Ala Met Pro Ser Ser Asn Ser 

Arg Pro Pro Ala-Cy^s Leu Ala Pro Gly Ala Leu Tyr Leu Ala Leu Leu 

- 20. ■ -25 , : • 30 

Leu His Leu Ser Leu Ser Ser . Gin Ala Gly Asp Arg Arg Pro Leu Pro 

35- 40 - 45 . 

Val Asp Arg Ala Ala Gly Leu Lys Glu Lys Thr Leu He Leu Leu Asp 
50 55 60 " 

Val Ser Thr Lys Asn Pro Val Arg Thr Val Asn Glu Asn Phe Leu Ser 

•65 -. • . * '70- 75 . ' 80 

Leu Gin, Leu As^. Pro'.. Ser lie .lie' His' Asp Gly Trp Leu Asp Phe Leu 

Ser Ser Lys Arg; Leji *yal\Thr Leu" Ala Arg Gly Leu Ser Pro Ala Phe 
- - ••100 '.:.-•■'■'.>; '105 no 

Leu Arg Phe Gly Qly . Lys,. Arg; Thr- Asp, Phe Leu Gin Phe Gin Asn Leu 
•115 .. ■'</.. 12'Q 125 

Arg Asn Pro \ Ala ' Lys . Ser Arg Gly .Gly Pro Gly Pro Asp -Tyr Tyr /Leu 
130- ' 7 ;,; ; '.; • • '-135 - t. \ . , 140 . 

Lys .Asn Tyr Glu- Asp A;sp : lie Val Arg Ser Asp "Val Ala Leu Asp Lys 
3-45 ■ 150 \ . v :'-. \ 155 " 160 

Gin Lys Gly' Cys .Lys . lie Ala Gin His Pro Asp Val Met Leu Glu Leu 

' l$5/>. ' . 170 175 

Gin Arg Glu- Lys/' Ala Ala Gin Met His Leti Val Leu Leu Lys Glu Gin 
•■ "180"- 185 • • 190 



WO 2005/071059 



303 



PCT/UL2005/000107 



Plie Ser Asn Thr Tyr.S.er Asn'Leu lie lieu Thr Ala Arg Ser Leu Asp 
195 * 2.00 205 

Lys Leu Tyr'Asn Pne Ala Asp Cys Ser Gly Leu His Leu He Phe Ala 
210 ," •; . 215. . 220 

Leu- Asn Ala Leu- Ar<j..Arg Asn Pro Asn Asn Ser Trp Asn Ser Ser Ser 
225 " 230 235 240 



Ala Leu Ser Leu Leu Lys Tyr Ser Ala Ser Lys Lys Tyr Asn He Ser 
24S' ' 250 255 



Trp Glu Leu. Gly Asn Asp Ser 

" 260 "•• 



<2io> ■ .153 ■ \ v v 
<211> ; 577 :' -o". :- "■-./.'. " 
<212> PRT . / ;V:/' . : - ■ 

<213> Artificial.}' sec^ 

<220> ■ ..: :i • V ' - 

<223> A novel spliced variant protein product 

<4oo> 153 ' . ,.f;; "* 

Met Arg Val Leu Cys' Ala Pne Pro Glu Ala Met Pro Ser Ser Asn Ser 

1 . '..5 • . .- 10 15 

Arg Pro Pro Ala Cys .Leu Ala . Pro' Gly Ala Leu Tyr Leu Ala Leu Leu 

- '20. ' .'' / /"2S . 30 



Leu His Leu Ser Leu Ser Ser Gin Ala Gly Asp Arg Arg Pro Leu Pro 

35 '"*'•' , 40 45 



Val Asp Arg Ala Ala . Gly Leu Lys Glu Lys Thr Leu He Leu Leu Asp 
50 . • . 55 ' 60 

Val Ser Thr Lys" Asn Pro Val Arg Thr Val Asn Glu Asn Phe Leu Ser 
65 ■ 70 75 80 



Leu Gin Leu .Asp Pro 1 .' Ser lie' He His Asp Gly Trp Leu Asp Phe Leu 

V; '. as/ ; ; • • 90 95 

Ser Ser Lys Arg LeuVyal Thr "Leu Ala "Arg Gly Leu Ser Pro Ala Phe 
.100; '/\?. : ,; ' »! ■ 105 110 

Leu Arg -Phe' ; Giy. Giy-VLys Arg Thr Asp Phe Leu Gin Phe Gin Asn Leu 

Arg Asn* Pro Ala' Lys.- Ser Arg jSly' Gly Pro Gly Pro Asp Tyr Tyr Leu 
• 130. • • */ ••■••'*•.-'"•'•■* 135*7. .■■**•■'* 140 



Lys Asn Tyr .Glu Asp . Asp " lie Val "Arg Ser Asp .Val Ala Leu Asp Lys 

14s ..--a£o : '155 160 

Gin Lys Gly Cys* Lys- He. Ala Gin .His Pro Asp Val Met Leu Glu Leu 

165-'--; ' % 170 175 



Gin Arg Glu Lyp- Aia/Ala Gin Met. His Leu Val Leu Leu- Lys Glu Gin 
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180- ... . 185 190 



Phe Ser Ash Thr. Tyr Ser Asn' Leu lie Leu Thr Ala Arg Ser Leu Asp 
195 * 200- 205 



Lys Leu. Tyr Asn Phe .Ala Asp Cys Ser Gly Leu His Leu lie Phe Ala 
210 '. .215 220 



Leu Asn Ala Leu Arg Arg. Asn Pro Asn Asn Ser Trp Asn Ser Ser Ser 
22S .. 230 235 240 



Ala Leu Ser Leu Leu Lys Tyx Ser Ala Ser Lys Lys Tyr Asn lie Ser 
245* • 250 255 



Trp Glu Leu. Gly Asn' Glu Pro Asn Asn Tyr Arg Thr Met His Gly Arg 
260 . . 265 ' 270 

' Ala Val\ Asn/.Gly-' Ser . Gin Leu G'iy Lys Asp Tyr He Gin Leu Lys Ser 
• 275 ' - , 2 80 ' 285 

Leu Leu Gln Pro;Xie- ftrg lie. Tyr- .Ser Arg Ala Ser Leu Tyr Gly Pro 
. 290' --. .V-" 2?5 - ' ' 300 

. Asn He : Gly Arg: pro;; Arg Lys Asn. Val . He Ala Leu Leu Asp Gly His 

305 .'.^ /^'i^o' ..<' * 315 *" 320 

Cys Tyr. lie. Asp; Gly -Arg Val Val Lys Val Met Asp Phe Leu Lys Thr 

.-;«.;*' '"325 330 335 

Arg Leu Leu Asp Thr Leu- Ser. Asp Gin lie Arg Lys He Gin Lys • Val 
340 345 350 

Val Asn Thr' Tyr- Thr Pro Gly, Lys Lys He Trp Leu Glu Gly Val Val 
3S5 360 . 3 65 - 

Thr Thr Ser Ala .Gly- Gly Thr Asn Asn Leu Ser Asp Ser Tyr Ala Ala 

. 370 • Y ; .' 375 ' 380. 

Gly Phe Leu Trp' Leu Asn Thr Leu- Gly Met Leu Ala Asn Gin Gly He 

. 385 - , •'•■>'3st) \ 395 . 400 

Asp' Val.var.:ile; Ar^r His Ser.. Phe Phe Asp- His Gly Tyr Asn His Leu 

'V... ' .'A9^[ ; ' 410 415 

Val Asp Gin Asn;Ph^. : Asn Pro i*eu Pro. Asp Tyr Trp Leu Ser Leu Leu 
: '420" .*■ "•'. '.'.J ' '425 430 



Tyr Lys Arg £eu -lie.Gly .Pro.L^s. Val Leu Ala Val His Val Ala Gly 
.435 -\ '440 ' 445 

Leu Gin Arg; Lys ' pro Arg -Pro Gly .Arg' Val lie Arg Asp .Lys Leu. Arg 
450- ;• ; : : ; /.;' '455- . .V. /\. 450. . 

' lie .Tyr i^.'k^''i£^'^^\lksti'.^JB His' Asn His Asn Tyr Val Arg Gly 
465" '-• . 470 : '\ : "' . /. 475 " . 480 

Ser lie Thr' Leii* Phe . i;J.e .lie Asn Leu His. Arg Ser Arg Lys Lys He 
• 485 . 490 495 
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Lys Leu Ala . Gly Tjir .Leu Arg Asp. Lys Leu Val His Gin Tyr Leu Leu 
500. " 505 510 



Gin Pro Tyr 'Gly Gin Glu' Gly Leu Lys" Ser Lys Ser Val Gin Leu Asn 
.515 ' . . 5?0 525 



Gly Gin. Pro ;Leu Val Met Val . Asp- Asp Gly Thr Leu Pro Glu Leu Lys 
530 535 540 



Pro Arg Pro Leu Arg Ala- Gly Arg Thr Leu Val He Pro Pro Val Thr 
545 ■ 550 555 560 



Met Gly Phe Phe. Val. Val Lys Asn Val Asn Ala Leu Ala Cys Arg Tyr 
• 5.65 5.70 575 



Arg 



<210> 154- . "... V. 

<2ii> 351V "- :-'/*.. -*.r ; ' ./ " 

<212> . PRT ■*. .■ *. *. 

<213> Art if icial;: sequence. * 

<220> ' • ' J- "Vf : , { 

<223> A novel predicted alternative spliced variant protein product 
<400> 154 ' / 

Met Arg Val Leu. Cys ; Ala Phe Pro Glu Ala Met Pro Ser Ser Asn Ser 
1 5 /V * 10 15 

Arg Pro- Pro Ala," Cys. Leu Ala Pro Gly Ala Leu Tyr Leu Ala Leu Leu 

.20 . -25 . 30 

Leu' His Leu. Ser Leu Ser Ser Gin Ala Gly Asp Arg Arg Pro Leu Pro 
35 . 40 45 

Val Asp Arg Aia Ala -Gly Leu Lys Glu Lys Thr Leu He Leu Leu Asp 
50 55'. 60 

Val Ser Thr Lys Asn Pro Val Arg Thr Val Asn Glu Asn Phe Leu Ser 
65 ' U.70 75 80 

Leu Glh Leu Asp. Hfc&'sljr lie lie His Asp Gly Trp Leu Asp Pne Leu 
- v.85y '. . .90. 95 

Ser Ser Lys. Arg . Leu ; Val .Thr. Leu Ala Arg Gly Leu Ser Pro Ala Phe 

.•..,100,'.. . •.: 4 ;. - 105-:.. no 

Leu Arg Pne : Gly- Gly-" Lys Arg. Thr/ Asp Phe Leu Gin Phe Gin Asn Leu 

■' ±XS\: • ; -.,.120.:.. .\. . 125 

Arg Asn Pro. .Ala', LyJa.'Sfcr Ar£ Gly Gly -Pro Gly Pro Asp Tyr Tyr Leu 

i3o' --.. -r • > ; >;\ lis • /• ; 140 • 

.Lys Asn Tyr * Glu ;Asp- Asp,'. lie ..Val Arg Ser* Asp Val Ala Leu Asp Lys 
145. ■V;V'v ;; "go' i ,;; '155 ' ■ 160 

Gin Lys Gly Cys . Lyp'. lie Ala Gin His Pro Asp Val Met Leu Glu Leu 
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.1.65.7.; ", i70 175 



Gin Arg Glu Lys. Ala -Ala Gin- Met His Leu Val Leu Leu Lys Glu Gin 
18*0- '. 185 190 



Phe Ser Asn Thr. Tyr Ser Asn- Leii lie Leu Thr Ala Arg Ser Leu Asp 
195 .200 205 



Lys Leu Tyr Asn Phe Ala Asp Cys Ser Gly Leu His Leu He Phe. Ala 
210 ." . 215 220 



Leu Asn Ala Leu Arg "Arg Ash Pro Asn Asn Ser Trp Asn Ser Ser Ser 
225 V. 230 235 240 



Ala Leu Ser Leu Leu Lys Tyr Ser Ala Ser Lys Lys Tyr Asn lie Ser 
. 245 . 250 255 



Trp Glu Leu Gly Asn Glu Pro Asn' Asn Tyr Arg Thr Met His Gly Arg 
260 265 270 



"Ala Val Asn Gly : Ser. Gin Leu' Gly Lys Asp- Tyr lie Gin Leu Lys Ser 
275 ■•.,.280 285 

Leu Leu Gin Pro lie.: Arg lie Tyr- Ser Arg Ala Ser Leu Tyr Gly Pro 

290 '*•':* 2?5- . '"' 300 

Asn He G'iy Ar£. Pro/Arg Lys Asn Val lie Ala Leu Leu Asp Gly Phe 

305 -..3?.0 '•;■/ 315 320. 

Met Lys Val. Ala. , Gly. - Sex Thr. Val Asp Ala Val Thr Trp Gin Gin Trp 

' 325 . • • : - 330 335 

Leu He His Thr . Leu Gin Glu Arg Arg Phe Gly Leu Lys Val Trp 

' 340 "»."■-* ; 34S' - 4 3S0 



<210> 155 

<211> 379 

<212> PRT - i ' 

<213> Artificial sequence" ' 

<220> ' ' . " 

<223> A novel": predicted alternative spliced variant protein product 
<400> 155 '.i; : ' : , m 
. Met Arg« Val *Lei£ cysvAla Phe/Pro Glu '^ls. Met Pro Ser Ser Asn Ser 

.Arg Pro Pro \A^'aV Cys-.Leu Ala .Pro Gly Ala Leu Tyr Leu Ala Leu Leii 

20/-.;--.V*;;";.. .V 2S " 30 

Leu His "Leu Ser; Leii ^Ser. Ser' Gin.' Ala Gly Asp Arg Arg Pro Leu Pro 



Val Asp Arg Ala / Ala/. Gly Leu- Lys Glu Lys Thr Leu He Leu Leu Asp 

50 . .■• ; ; ".^VA? 55 •* 60 



Val Ser' Thr Lys. Asp. Pro -Val; Arg; Thr. Val Asn Glu Asn Phe Leii Ser 
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Leu Gin Leu Asp Pro. :Ser lie lie His Asp Gly Trp Leu Asp Phe Leu 
85 90 95 



Ser Ser" Lys Arg Leu. Val TJhr.Leu Ala Arg Gly Leu Ser Pro Ala Phe 
100 * " 105 110 



Leu Arg Phe . Gly Gly- Lys Arg Tnr Asp Phe Leu Gin Phe Gin Asn Leu 
115 '* 120 125 



Arg Asn Pro. Ala Lys - Sfer Arg Gly Gly Pro Gly Pro Asp Tyr Tyr Leu 
130 ' 135 • • 140 



Lys Asn Tyr. Glu Asp. Asp' He : Val Arg' Ser Asp Val Ala Leu Asp Lys 
145 ': .150 - 155 160 



Gin Lys Gly Cys Lys. lie Ala Gin His Pro Asp Val Met Leu Glu Leu 

165. ' . ' : ' 170 175 

Gin Arg Glu Lys. Ala' .Ala Gin Met His Leu Val Leu Leu Lys Glu Gin 
' 180 :■• * 185 190 

Phe Ser Asn Thr Tyr >Ser Asn L.£u ile.Leu Thr. Ala Arg Ser Leu Asp 

' 195 . : '- 200 . . 205 

Lys Leu Tyr Ash Phe : Ala Asp Cys Ser Gly Leu His Leu lie Phe Ala 
21 ° 2P.5 . 220. 



Leu Asn Ala Leu Arg . Arg Asn /Pro Asn Asn Ser Trp Asn Ser Ser Ser 

225 .V : 1*230. 235 240 



Ala Leu Ser Leu. Leu; Lys Tyr Ser Ala Ser Lys Lys Tyr Asn lie Ser 

.245.:/ 250 - 255 

Trp Glu Leu .Gly Asn Qiu Pro -.Asn Asn.. Tyr Arg Thr Met His Gly Arg 
260 I.'-'. ■ "265 ■; ' 270 



Ala' Val Asn Gly Ser Gin Leu. Gly Lys Asp Tyr lie Gin Leu Lys Ser 
. 275 ' 280 . 285 

Leu Leu Gin Pro I lev. Arg He Tyr- Ser Arg Ala Ser Leu Tyr Gly Pro 
290. ': • 295 300 



Asn lie Gly Arg Pro. Arg Lys Asn Val He Ala Leu Leu Asp Gly Phe 

3 °5 .'^.iO ... \ .' 315 320 

Met Lys Val Ala Gly.- Ser T% Val Asp Ala Val Thr Trp Gin His Cys 

•''^■•:32^;--;' '> ' 33.0 . 335 

Tyr He Asp. Gl£ j^.Val Vai"Lys Vai Met Asp' Phe Leu Lys Thr Arg 
*" . / 340; ^l : V, V . I 345. ; ; 350 

Leu Leu Asp. Thr .' Leu Ser Asp. Gin He Arg Lys He Gin Lys Met Val 
* 355' ' .;• y -./V..... .v -:\.3(6p. : -. . .;. '' -365 

Glu His Phe .Arg] H£ . Ala Gly Gin Ser Giy His 

' 370; -\\- 375 '•' '. 



• \ . . . 



<210> 156 
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<2ii> . 411 / . ' • • 
<212> PRT ; ;\ '. v . r y: ■ ■: 
<21.3> .Artificial,, sequence." 

<22o> .'. "; "•: : 

<223> A novel predicted-. alternative spliced variant protein product 
<400> 156 .«■..*"' 

Met Arg Val Leu' Cys'/Ala Phe Pro. Glu Ala Met Pro Ser Ser Asn Ser 

1 . ■ • 5.. ..};.;" 10 15 



Arg Pro Pro. Ala- Cys • Leu' Ala. Pro Gly Ala Leu Tyr Leu Ala Leu Leu 
20 25 30 



Leu His Leu Ser . Leu Ser Ser. Gin. Ala Gly Asp Arg Arg Pro Leu Pro 
35 - .- 40 45 



Val Asp Arg Ala. Ala Gly Leu, Lys Glu Lys Thr Leu He Leu Leu Asp 
50 5.5 * 60 



Val Ser. Thr Lys s Asn Pro Val Arg Thr Val Asn Glu Asn Phe Leu Ser 

65. '.*"-•. : '.70 . ../. 75 .* 80 



Leu Gin Leu Asp Pro Ser lie He His Asp Gly Trp Leu Asp Phe Leu 

• • : ' as-"" . 90 95 



Ser Ser. Lys .'£rcf Leu Val Thr Leu Ala Arg Gly Leu Ser Pro Ala Phe 

.; 1 bo , '■ •.;="/ : ' ' v . . 105 ; 110 



Leu Arg* Phe G^y ' Gly Lys Arg Thr Asp. Phe Leu Gin Phe Gin Asn Leu 
.115- V <. -' i20 •'■ 125 



Arg Asn Pro Ala - Lys Ser .Arg- Gly Gly Pro Gly ^>ro Asp Tyr Tyr Leu 

130 - 1 135 ""J". 140 



Lys Asn Tyr-. Glu' Asp . Asp lie Val Arg Ser Asp Val Ala Leu Asp Lys 
145 . . . " '150 155 160 



Gin Lys .Gly Cys Lys. -He Ala .Gin. His Pro Asp Val Met Leu Glu Leu 

\ .16sW' :'....*• 170 175 



Gin Arg Glu" Lys . Ala" -Ala Gin Met His Leu Val Leu Leu Lys Glu Gin 
180- . ■ -185 . • 190 



Phe Ser Ada Thir Tyr Ser Asn Leu He Leu Thr Ala Arg Ser Leu Asp 

195 ' • ' .\ -.: X '; '200 205 

. Lys Leu' Tyr;'A^'n^PheYAlei Asp Cys Ser Gly Leu His Leu He Phe Ala 

. 210 /». fyry'.. '215*-. /-V 220 * 



Leu Asn Ala Leu-' A^gVArg Asn Pro' Asn Asn Ser Trp- Asn Ser Ser Ser 

225 * ' 'v^: 2 ^ 0 ...^' •'' V. . "- • 235' 240 

Ala Leu'Ser..LeU. Leu^LysTyr. Ser Ala Ser Lys Lys Tyr Asn He Ser 

, • V3245 : ' : :'. : * 250 255 



Trp Glu. Leu- Gl^ 'Asn Glu Prd- Ash Asn ' Tyr Arg Thr Met His Gly Arg 
■'**"■ ; .."260 ,.* " ' : \ ■ •'■ V "265 . ' 270 
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Ala Val Asn Gly. Ser Gin Leu .Gly Lys Asp Tyr lie Gin Leu Lys Ser 
275 - 280. " 285 



Leu Leu Gin Pro lie Arg lie Tyr Ser Arg Ala Ser Leu Tyr Gly Pro 

290 .v. 295 ... 300 

Asn lie Gly Arg Pro Arg Lys.Ain Val lie Ala Leu Leu Asp Gly Phe' 
305 .;' ; ^aio. V • - 315 * 320 

Met Lys . : Val<; Ala- Gly Ser Thr Vai Asp. Ala Val Thr Trp Gin His Cys 

- 323 ' : '- 330 ~ 335 - 



Tyr lie Asp Gly. Arg Val Vai Lys. Val Met Asp Phe Leu Lya Thr Arg 
340 • • 345 350 



Leu Leu Asp Thr Leu Ser- Asp. Gin.. lie Arg Lys lie Gin Lys Val Val 
35.5' :.>3"60 365 

Asn Thr Tyr Thr Pro. Gly Lys Lys lie Trp Leu Glu Gly Val Val Thr 
370 375 380 



Thr Ser Ala Gly . Gly . Thr -Asn Asn Leu Ser. Asp Ser Tyr Ala Ala Gly 
385 .. 390 ' 395 400 

Phe Thr Thr" G^yf Ser'TLeu Ser Ser. Thr Ser Ala. 

<210> 157 • ' ; \ / -'v 

<211> 565 ' ; '■- 

<212> PRT '" . 

<213> Ari;i£iciai>^S(e<^ence .'. 

<220> ; 

<223> A -novei'- predicted, alternative" spliced variant protein product 
<400> 157 • \ > . ' 

Met Arg Val Leu Gys Ala Phe Pro .Glu Ala Met Pro Ser Ser Asn Ser 

1 ; - :/>S /.: •-.' "■ •* •;/■. -10 15 - 

Arg Pro Pro . Ala - Cys .L^u^Aia Pr^^'Gly'^la Leu Tyr Leu Ala Leu Leu 

■; ; -2 0*.V/,v * ';.•"*• -25 30 

Leu His Leu Sei? Leu.' Ser Ser Gin Ala Gly Asp Arg Arg Pro Leu Pro 

35 .'. ; ■ " 40 . ' " 45 

Val Asp. Arg" Ala . Ala'.Giy -Leu Lys Glu Lys Thr Leu . He. Leu Leu Asp 
50. 55. " ' 60 

,Val Ser Thr' Lysj ^^-pjro .Val Airg- Thr. Val Asn Glu .Asn Phe Leu Ser 

65 ' • - ; U* ^'v- 7 ?*: ; * . .. 75 80 

Leu Gin Leu; Asp ^6 :Ser lie" lie .His Asp Gly Trp Leu Asp Phe Leu 

' " ^}:*?\<. V ]ypA\-' - 90.. ■ 95 

Ser Sex iys v Arg LeU -Val Thr 'Leu -" Ala Arg Gly Leu Ser Pro Ala Phe 

• : . . ^.lop; -nvVvV. \.-J; v : ios " .110 

Leu Arg. Phe Gly. Gly; Lys •Arg'' Thr Asp Phe Leu Gin Phe Gin Asn Leu 
•115. . ' . . >v : '' '1#6- 125 
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Arg Asn Pro Ala Lys Ser Arg Gly- Gly Pro Gly pro Asp Tyr Tyr Leu 
130' .135 140 



Lys Asn Tyr Glu. Asp Asp lie- Val Arg Ser. Asp Val Ala Leu Asp Lys 

145 • - •- ;; : iS0 • . * 155 160 

Gin Lys Gly. Cys "Lys He Ala Gin. His Pro Asp Val Met Leu Glu Leu 

%%??\. •:. ' '.: * v " VT0 175 

Gin Arg - Glu Lys. Ala Ala Glri Met His Leu Val Leu Leu Lys Glu Gin 

■ " Ififp,.. ■ > . 185 • 190 

Phe Ser Asn Thr- Tyr Ser Asn Leu He Leu Tfar Ala Arg Ser Leu Asp 

195 ; . 20.0.; • 205 

Lys Leu. Ty£ -Asn i Phe Ala. Asp. Cys ;Sefqiy Leu His Leu He Phe Ala 

210 ' 1 - ■' :' -son 



Leu Asn Ala Leu.. Arg Arg Asn Pro Asn Asn Ser Trp Asn Ser Ser Ser 

225 • 230 ••*'.■■■'. 235 " 240 



Ala Leu Ser Leu Leu. Lys Tyr Ser Ala Ser Lys Lys Tyr Asn He Ser 
- 245 250 255 

Trp Glu Leu Gly Asn . Glu Pro Asn Asn Tyr Arg Thr Met His Gly Arg 
■ 260 .265 " ~ . 270 

Ala Val Asn Gly Ser Gin* Leu Gly. Lys Asp Tyr .lie Gin Leu Lys Ser 

* 275 . " ■ • "". 280 285 

Leu Leu Gin Pro lie'- Arg- lie Tyr. Ser Arg Ala Ser Leu Tyr Gly Pro 



Asn He Gly Arg; Pro Arg Lys": Asn Val lie Ala Leu Leu Asp Gly Phe 
305 X ' yiid ."J " 315 320 

Met Lys" Val Ala - Gly vSer Thr' Val Asp Ala Val Thr Trp Gin His- Cys 
.325 V .' .. ; 330 335 

Tyr He Asp Gly /Arg.. Val' Val Lys Val- Met Asp Phe Leu Lys Thr Arg 

340 > 345 350 

Leu Leu Asp ThrLeu/.Ser Asp Gin lie Arg Lys He Gin Lys Val Val 
. 355. . :V "Vv.:*."" ' '3(50. •/ 365 

. Asn Thr. Tyr. Thr- Pro'' Gly .Lys Lys " He Trp Leii Glu Gly Val Val Thr 
■370 .... - 3-75 ■ ' . 380 

Thr. Ser AlavGl 1 ^' Gly- Thr Asn ■' Asn Leu "Ser Asp Ser Tyr Ala Ala Gly 
385. • ;:-; : ;*3'9b \ ;..[ /: -395 400 

Phe Leu Trp" Leu ■- Asn'^Thr Leu Gly Met Leu Ala Asn Gin Gly He Asp 

- -t. 40^*. ;.V. '■:>•*-■. .V • 410 " 415 

Val Var : lle ( A^H^»Qdr.^er Phe. Asp. His Gly Tyr Asn His Leu Val 
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Asp Gin Asn Phe Asn Pro Leu Pro Pro Gin Leu Arg Ser Trp Val His 
435 • 440 445 



Tyr Thr Phe Tyr His Gin Leu Ala Ser lie Lys Lys Glu Asn Gin Ala 
4S0 455 460 



Gly Trp Asp Ser- Gin .Arg Gin Ala Gly Ser Pro Val Pro Ala Ala Ala 
46S : " 470 475 480 

Leu Trp Ala Gly Gly -Pro Lys. Val Gin. Val Ser Ala Tnr Glu Trp Pro 

... 4,8 5 • . . • 490 495 

Ala Leu Ser.- Asp Gly. Gly 1 Arg: Arc? Asp Pro Pro Arg lie Glu Ala Pro 

' : 500- " V • ' . . ; 505 510 



Pro Pro Ser Gly Arg/Pro Asp lie ' Gly His Pro Ser Ser His His Gly 
'SIS .520 525 

Leu Leu Cys Gly G}ja. Glu- Cys Gin Cys Phe. Gly Leu Pro Leu Pro lie 

530 S35 - ' 540 



Ser Tyr Pro His Thr His Gly Tyr Gin Trp Ala Cys Trp Ala Ala Ser 

.545 .. 550 . 555 560 



Thr Pro Pro. Leii'Gln- 
, 565 • 



<2io> 158. 

<211> '544 /■„. ; 

<212> PRT/ . :"■ 

<213> Artificial sequence/ 

<220> •■ • "V '."i .;-:-*. ,.' 

<223> A .novel "'predicted' ialtqrnative- spliced variant protein product 
<400> 158- 

Met Arg Val • Leu .Cys Ala Phe- Pro Glu Ala Met Pro Ser Ser Asn Ser 

1 , "■ . . 5 • ' . 1Q 15 

Arg Pro Pro. Ala.- Cys. Leu Ala Pro. Gly Ala Leu Tyr Leu Ala Leu Leu 

**.;-*20.' " . •> - .'.^!- v .* ; - 25 ■ -; •" 30" 

Leu His Leu'.. Ser Leu. Ser . Ser' Gin! Ala .Gly Asp Arg Arg Pro Leu Pro 

-35 ' i ; • - 4*6-' -' . 45 



Val Asp Arg Ala Ala Gly Leu Lys Glu Lys Thr Leu lie Leu Leu Asp 

50 ' ' 55 - ' 60 



Val Ser. Thr Lys.. Asa . Pro Val Arg Thr Val. Asn Glu Asn Phe Leu Ser 
65 70 " ' - 75 80 



Leu Gin Leu Asp ProOser lie. lie. His . Asp Gly Trp Leu Asp Phe Leu 

.»■•"■ V 85 -.iv "90. • ' 95 



Ser Ser' Lys/Arg. Leu ryal Tjhr Le;u Ala' Arg Gly Leu Ser Pro Ala Phe 

• / xa6}"^s \. ..."'!; /.los .110 

Leu Arg Phe- Giy v Giy-.Lys Arg" iTnr.: Asp Phe Leu Gin Phe Gin Asn Leu 
11.5 \i <>',. : ■■.."120. . 125 
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Arg Asn Prp t Ala> Lys'; Ser Arg Gly Gly Pro Gly Pro Asp Tyr Tyr Leu 
130 . I* % ' 135. 14 0 

Lys Asn Tyr Glu Asp -Asp lie Vial Arg Ser Asp Val Ala Leu Asp Lys 
145 v*'\l50 ' - • • 155 160 

Gin Lys Gly Gys Lys lie, Ala -Gin His Pro Asp Val Met Leu Glu Leu 
165 . 170 175 

Gin Arg- Glu Lys Ala Ala Gin Met His Leu Val Leu Leu Lys Glu Gin 
180 185 190 

Phe Ser Asn Thr Tyr. Ser Asn .Leu lie Leu Thr Ala Arg Ser Leu Asp 
195 - 200 205 

Lys Leu Tyr Aan Pfce Ala Asp Cys Ser Gly Leu His Leu lie Phe Ala 

210 " I . . . ..: . 23.5-;,' • / '220 

Leu Asn Ala V Leu Arg;. Arg Asn. Pro Asn- Asn Ser Trp Asn Ser Ser Ser 

225 " . - ..... 230 ^ ;* " \- 235 240 

'**."; - " — 

Ala Leu Ser : .Leu- Leu. -Lys Tyr Ser Ala Ser Lys Lys Tyr Asn lie Ser 
C 2£5 / 250 255 

Trp Glu Leu Gly Asn Glu Prq- Asn Asn Tyr Arg Thr Met His Gly Arg 

260 . / " 265 . 270 

Ala Val Asn Gly Ser Gin Leu Gly Lys Asp Tyr lie Gin Leu Lys Ser 
- • 275. ' 2.80 ;. 285 

Leu Leu Gin Pro lie. Arg lie Tyr Ser -Arg Ala Ser Leu Tyr Gly Pro 
290 ' * 295' * 300 

Asn lie Gly Arg Pro Arg Lys Asn Val lie Ala Leu Leu Asp Gly Phe 
305 310 315 320 

Met . Lys Val .Ala . Gly Ser. Thr Val Asp Ala Val Thr Trp Gin His Cys 

: 325 . .:. 33 0 335 

Tyr. lie Asp Gly • Arg 'Val Val Lys Val Wet Asp Phe Leu Lys Thr Arg 



Leu Leu Asp Thr : Leu\Ser Asp. Gin lie Arg l.ys lie Gin Lys Val Val 

• 355 '* . /a- " 3 *9 • 365 

Asn Thr. T^V.Thr ' -ProsGly .Lys' Lys'.Ile .Trp Leu Glu Gly Val Val Thr 

370 . .- ,/.',. V. ".. 380 

Thr Ser .Ala Gly Gly . Thr Asn Asn Leu Ser Asp Ser Tyr Ala Ala Gly 

385 -".'.V^'SO . • 395 -400 

Phe Leu Trp*. Leu ;A^n .Thr^Leu Gly . Met .Leu Ala Asn Gin Gly lie Asp 

••; :\ .-..465;.."- •". . ' V 10 415 

Val Val lie Arsr His Ser Phe Phe Asp His Gly Tyr Asn His Leu Val 

•420 425 430' 
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Asp Gin Asn Phe Ash .Pro Leu Pro Asp Tyr Trp lieu Ser Leu Leu Tyr 

'435* . ; . . 4 ^P,. 445 

Lys Arg Leu He Gly Pro Lys. Val Leu Ala Val His Val Ala Gly Leu 
450 455 460 

Gin Arg Lys -Pro Arjgf Pro Gly. Arg Val lie Arg Asp Lys Leu Arg He 
465 '470 475 480 



Tyr Ala His Cys-Thr Asn. His His Asn Lys Ser Val Gin Leu Asn Gly 
485-' : 490 ' 495 



Gin Pro Leu Val Met' Val Asp Asp Gly Thr Leu Pro Glu Leu Lys Pro 
500- ' ' 505 510 



Arg Pro Leu Arg Ala Gly Arg Thr Leu Val' lie Pro Pro- Val Tnr Met 
515 520 525 



Gly Phe Phe Val. Val ".Lys Asn Val Asn Ala Leu Ala Cys Arg Tyr Arg 
530" v /;• '* 53.5 540 



<2io> 159 - ■ - ' 

<211> 695 ' • '** 

<212> PRT * • 

<213> ArtifiQial". sequence 

<22o> .; • - ) 

<223> A .novel predicted alternative spliced variant protein product 

<4oo> 159 '..••*';. 

Gly Lys. Ser -Glu .Ser .Gin Met Asp He Thr Asp He Asn Thr Pro. Lys 
1 * - 5 10 15 

Pro Lys Lys Lys Glu Arg Trp Thr Pro .Leu .Glu He Ser Leu Ser Val 
20 ; 25 30 



Leu Val Leu Leu - Leu. Thr He lie Ala Val Thr Met lie Ala Leu Tyr 
35 - 40 45 



Ala Thr Tyr Asp Asp* Gly lie Cys ■ Lys Ser Ser Asp ' Cys He Lys Ser 

50 . •«./' - 5.5 ■ . . 60 



Asp Val, Leu. Gin Glu. Pro Lys Thr. Glu 'Asp He Val Ala Val Gin Lys 

65 * ; ;'x70- ; . 75 80 



Ala Lys Ala -Leu ..Tyr. Arg Ser. Cys- lie Asn Glu Ser Ala He Asp Ser 

\'\ as-;:'."- • *' 90 95 • 

Arg Gly: Gly Glu- Pro';Leu Leu. Lys Leu Le.ii Pro Asp He Tyr Gly Trp 

.. ! ;<:"idO\ ...V"': .i:-. .105.'- ■'* 110 



Pro Val Ala Thr .Glu- Asn Trp Giu:Gln .Lys Tyr Gly Ala Ser Trp Thr 
115. '•■ -"■"•"•:\f." . : 120.' . . 125 



Ala Glu- .Lys Ala . lie Ala. Gin. Leu : Asn Ser Lys Tyr Gly Lys Lys Val 

130 .^-"r. V \i35-- • *. ~ 140 



Leu He Ash Lea Phe Val Gly Thr Asp Asp Lys Asn Ser Val Asn His 
145 V : 150 - 155 160 
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Val lie. His lie Asp : . Gin Pro Arg Leu Gly Leu Pro Ser Arg Asp Tyr 
* .165-; ""170 . 175 

Tyr Glu Cys, Thr Gly .lie . Tyr Lys ■ Glu -Ala Cys Thr Ala Tyr Val Asp 
180.' ~, 185 190 

Phe Met lie Ser Val -Ala Arg Leu lie Arg Gin Glu Glu Arg Leu Pro 

195 . ". .. • ■;; " 200 205 

, He Asp Glu Asn Glii Leu, Ala- Leu. Glu- Met Asn Lys Val Met Glu Leu 

210 215 .. ■ .'' .220 



Glu Lys. Glu He Ala ,Asn Ala Thr Ala Lys Pro Glu Asp Arg Asn Asp 
225 230 235 . 240 



Pro Met Leu Leu* Tyr Asn Lys Met Thr Leu Ala Gin Xle Gin Asn Asn 
245.; ; " 250' 255 



Phe Ser Leu Glu lie- Asn Gly Lys Pro Phe Ser Trp Leu Asn Phe Thr 

26.0-. v v ;• . '265\ ' 270 

,. ' "". ' '.'/ ' • ' m '\. m 
Asn Glu He .Met Ser -inr Val Asn. He' Ser lie Thr Asn Glu Glu Asp 

275-. '-.-'OV y v 280 • :> 285 

Val Val Val Tyr. AJ.ci Pro Glu .Tyr Leu Thr Lys Leu Lys Pro He Leu 

290 ' v \ >: '* '. 300 



Thr Lys Tyr -Ser' Ala/. Arg -Asp .-Leu: Gin Asn Leu Met Ser Trp Arg Phe 

305 '.--310 ' ' - . 315 320 

He Met Asp - Leu Val Ser Ser Leu. Ser Arg Thr Tyr Lys Glu Ser Arg 

: ' 325 *v 330 ~ 335 

Asn Ala Phe Arg Lys Ala. Leu. Tyr Gly Thr Thr Ser Glu Thr Ala Thr 
• 340 345 350 

Trp Arg Arg Cys Ala Asn Tyr .Val Asn Gly Asn Met Glu Asn Ala Val 
355 .1 • 360' 365 



Gly Arg" Leu Tyr Val Glu Ala .Ala Phe Ala Gly Glu Ser Lys His Val 
370 3.7S * 380 



Val Glu' Asp- Leu- ■Jjie/^Ala Glii IJe Arg Glu Val Phe .lie Gin Thr Leu 
385- : ;VL 3 ^ P </' - 395 . 400 

Asp Asp- Leu Thr' T?^)X Met A>p . Aia Glu .Thr Lys. Lys Arg Ala Glu Glu 

:. ^:405/ : - \ V^. - 410 . ' 415 

Lys Ala. Leu. ^^i;^ flrg' Ile. Giy Tyr Pro Asp Asp He Val 

/ :*42b-;; T;";V; ""■••;.*• .v^ '425 * ..' 430 

Ser Asn Asp' Asn: Lys.. Leu Asn Asn. Glu Tyr Leu Glu Leu Asn Tyr Lys 

435;'. ; :'Ov^5. . :*:^*-."4i f 0 • 445 

Glu Asp -Glu Tyr .Phe GiuvAsn:*rie; ile' <31h Asn Leu Lys Phe Ser Gin 

450 ' ; ;/ \ ' \ ;: ■■ - : *4 55 • '460 
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Ser Lys Gin Leu Lys' Lys Leu Arg Glu Lys Val Asp Lys Asp Glu Trp 

465 '.'470 \-. •■ 475 480 

lie Ser. Gly Ala -Ala Val- Val Asn Ala Pho Tyr Ser Ser Gly Arg Ash 
'485. 490 495 

Gin He Val! Phe Pro Ala Gly- lie Leu Gin Pro Pro Phe Phe Ser Ala 

sop ': -.;. • '.y 'sos . 510 

Gin Gin" Ser Asn . Ser Leu Asn .Tyr Gly Gly lie Gly Met Val He. Gly 
515 " \ . 520. 525 

His Glu lie Thr His Gly. Phe Asp Asp Asn Gly. Arg Asn Phe Asn Lys 

530 . V.. 535 540 

Asp Gly Asp. Leu Val - Asp' Trp Trp Thr Gin Gin Ser Ala Ser Asn Phe 
S45 - : 550 555 560 

Lys Glu Gin Ser.. Gin' Cys Met Val Tyr Gin Tyr Gly Asn Phe Ser Trp 

;.56S ... 570 575 

Asp Leu Ala. Gly Gly^.Gln His Leu Asn >Gly lie Asn Thr Leu Gly Giu 
. S$Q; .-.>: .'• i-jt* 585 590 

Asn He Ala" Asp Ash.. Gly Gly, Leu/ Gly Gin Ala Tyr Arg Ala Tyr Gin 

'595 ' \\ . •'•<•*. . €00 605 

Asn Tyr : lie Lys. Lys:, Asn Gly Glu. Glu Lys Leu Leu Pro Gly Leu Asp 
610.. ... ".f£L5' ' 620 



Leu Asn His. Lys Gin* Leu Phe. .Phe .Leu . Asn Phe Ala Gin Val Trp Cys 
625 : ;. ; 630 635 640 

Gly Thr Tyr Arg .Pro Glu- Tyr : . Ala Val . Asn Ser lie Lys Thr Asp Val 
645 -4 \ .6S0 6SS 

His Ser Pro Gly Ash Phe Arg' fie He Gly Thr Leu Gin Asn Ser Ala 

660 . 7 .' 665 " 670 

Glu Phe Ser Glu, Ala Phe His Cys Arg Lys Asn Ser Tyr Met Asn Pro 
.675- ' ' '680 •» V- - .685. , 

Glu Lys Lys Cys Aisf-Val Trp 

6.90 • .695 • : r 



<2ii> 178 \- \v -/' : / : * * "* -V--' • 

. <212> PRT " . f ; . >•'; .-;'*'" *■;> y\' * . 

<213> Artificial- .seg^endei- j*" 

<22o> .. '\\ J • 

<223> A noyel; : pre<iict'ed f aiteanaative spliced variant protein product 
<400> 160 . : ■ ".V.. - : 

Gly Lys Ser. Glu Set-Gln' M^^ Asp He Asn Thr Pro Lys 

Pro Lys" -Lys. Lys Gj.ii Arg .Trp . Thr : Pro, Leu Glu He Ser Leu Ser Val 

: 20V .';. >.%, ' ; "V- : ?5 . 30 
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Leu Val Leu ■ Leu Leu: Thr i-^q n e ^l a yal Thr Met lie Ala Leu Tyx 

35 •'• :• ■- ..' : • ' 40 45 



Ala Thr Tyr Asp. Asp Gly lie Cys Lys Ser Sex- Asp Cys lie Lys Ser 

50 - •'■'* - -55" 60 



Ala Ala Arg Leu ' .lie.- :Gln Asn Met .Asp .Ala Thr Thr Glu Pro Cys Thr 
65 . . .. " 70 75 80 

Asp Phe Phe. Lys- Typ.*Ala Cys Gly Gly Trp Leu Lys Arg Asn Val He 

.85 . * 90 95 



Pro Glu Thr". Ser Ser- Airg' Tyr - Gly.. "Asn Phe Asp lie Leu Arg Asp Glu 
• 100 . J"* -105 •" no 

Leu Glu Val Val Leu Lys Asp Val Leu Gin Glu Pro Lys Thr Glu Asp 
115 ■ ' 120 125 



He Val Ala- Val. Glri .Lys Ala Lys Ala Leu Tyr Arg Ser Cys He Asn 
130 135 140 

Glu Ser Ala lie' Asp' Ser .Arg Gly Gly Glu Pro. Leu Leu Lys Leu Leu 
145 , • ■■ \£ .150 • " " ". \ . 155' ~ 160 

Pro Asp Ile.;Tyr'.;Giy : Trp Pro Val .Ala' Thr Glu Asn Trp Glu Gin Lys 

' \ -ife:-." ...y 170 ' 175 



Tyr Asp 



<210> 161'. . _ " 

<211> 704. . ... 

<212> PRT ;* :; . .j 

<213> Art if icial : -sequence 

<220> • • ' '• •- 

<223> A novel .predicted, alternative spliced variant protein product 

<4oo> iei . :. : . . /• 

Gly Lys Ser Glii Ser Gin. Met Asp lie Thr Asp He Asn Thr Pro Lys 

1 V. ". 5 ;.V'. :. : '". 10 15 

Pro Lys Lys' Lys- Gin Arg T^p "Thr Pro Leu- Glu He - Ser Leu Ser Val 
20;, "25 30 

Leu Val Leu. Leu i^ti'ihr .ile..tie- Ala - yal Thr Met lie Ala Leu Tyr 

■35 . • : ^y:.;:.. ;. *9'\ . - ■ " 45 

Ala Thr Tyr/Asp^Asjp "Gly Jle.' G^s . Lys ' Ser Ser Asp Cys He Lys Ser 

•so ' '• ''- - ■. ^"•.-- ccv / V . - - . ' <rfi 



Ala Ala *ArV* Leu He" Gin ^sn -Met Asp Ala Thr Thr Glu Pro Cys Thr 

■•••/:'• .:. :•: 

Asp Phe - Phe Lys TyrVAla. C^s (Sly .Gly Trp Leu Lys Arg Asn Val He 

• • / >y85 ':y \ ' , ' '90- ' / 95 

Pro Glu; Thr ;Ser ;S'er.Ar.g .^^^.01^ Asn-Pne Asp He Leu Arg Asp Glu 
■ ". loo. • [:':. :.:■;•'-. \ .\ios-.-" no 
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Leu Glu Val val. Leu. Lys Asp-Val Leu* Gin. Glu Pro Lys Tnr Glu Asp 
115- - - • ; 126 125 

He Val Ala/ Val Gin, Lys Ala Lys. Ala Leu Tyr Arg Ser Cys He Asn 
130 135 140 

Glu Ser - Ala lie Asp Ser Arg Gly Gly Glu Pro Leu Leu Lys Leu Leu 

145 :'-\v 150 •■ 155 ~ 160 

Pro Asp He Tyr. Gly Trp Pro Val Ala .Thr Glu Asn Trp Glu Gin Lys 
t6S'\ . 170 175 

. Tyr Gly. Ala Ser' Trp Thr Ala Glu .Lys Ala lie Ala Gin Leu Asn Ser 
. 180* -'" ' - ■ ' 185 * . 190 

Lys Tyr Gly Lys Lys Val Leu He Asn Leu Phe Val Gly Thr Asp Asp 
195 ' j 200 • 205 

Lys Asn Ser Val. Asri His Val lie His lie Asp Gin Pro Arg Leu Gly 
210 . /• . . .215 220 " 

Leu Pro Ser Arg Asp Tyr Tyr Glu Cys Thr Gly He Tyr Lys Glu Ala 

225 .* •.'■.; >230 • 235. 240 

Thr Ala Lys* Pro' Gl'u Asp Arg Ash Asp Pro Met Leu Leu Tyr Asn Lys 

.245./.":.'". \- 250- * 255 

Met Thr Leu Ala Gin lie* Gin Asn Asn. Phe Ser Leu Glu He Asn Gly 
. ;.2,6o; , ,265 " 270 

■ Lys Pro Phe • Ser, Trp : Leu Asn'. Phe Thr Asn Glu He Met Ser Thr Val 
275 -V " i 280 ' 285 

Asn Her Ser lie Thr Ash Glu Glu Asp Val Val Val Tyr Ala Pro Glu 
290. . 295 300 

Tyr Leu Thr Lys . Leu '.Lys Pro lie Leu .Thr Lys Tyr Ser Ala Arg Asp 
.305 . ;. ; 310 < \ 315 320 

Leu Gin Asn Leu Met:. Ser Trp Arg Phe He Met Asp Leu Val Ser Ser 

- •.'325;.'.; -I " ; ■ 330 335 

Leu Ser. Arg. Thr- Tyr*' Lys Glu Ser Arg Asn Ala Phe Arg Lys Ala Leu 
34 d; • . .345 350 

Tyr Gly Thr-.' Th£'. SerV.Glu Thr. Ala Thr v Trp Arg Arg Cys Ala Asn Tyr 

Val Asn 'Gly' Asn-.Mej?vGlu Ala Val Gly Arg Leu Tyr Val Glu Ala 

• 370 •' • • \ ' : .'-/j^V 3*75.; ;V ' 380 

• Ala Phe Ala Giy : GluVser . Lys His, Val Val Glu Asp Leu He Ala Gin 

385 ■ v\ -:y^vS396 v-:; ^o; 395 40 o . 

He Arg Glu yai'-Phe-.ile Gln -Thr. : Leu Asp Asp Leu Thr Trp Met Asp 

: '" :•' ' r^PS:" 1 ?-- 410 415 
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Ala Glu' Thr Lys. Lys Arg Ala .Glu Glu Lys Ala Leu Ala lie Lys Glu 
420 . * 425 430 

Arg He Gly Tyr Pro Asp Asp lie Val Ser Asn Asp Asn Lys Leu Asn 
435. " 440 445 

Asn Glu Tyr Leu G1U ' Leu A^n .Tyr Lys Glu Asp. Glu Tyr Phe Glu Asn 
450 455 . 460 

lie He Gin Asn Leu.'Lys Pa£ Ser .Gin. Ser Lys Glh Leu Lys Lys Leu 

455 ' ' ' 470 'J- :- '.■•■*- 475 480 

Arg Glu Lys Val Asp Lys Asp Glu Trp Xle Ser Gly Ala Ala Val Val 
485 . '- ■ 490 495 

Asn Ala Phe Tyr Ser Ser-. Gly Arg Asn Qln He Val Phe Pro Ala Gly 

500 ' . 505. ' 510 

He Leu Gin Pro* Pro. Phe Phe Ser Ala Gin Gin Ser Asn Ser Leu Asn 

515 . . / 52b ■ 525 

Tyr Gly Gly He Gly . Met Val He Gly His Glu lie Thr His Gly Phe 
530 • - 535 540 

Asp Asp Ash Gly. Arg . Ash Phe Asn. Lys . Asp Gly Asp Leu Val Asp Trp 

545 ■. ' ,".-55.0 ; • . . ' ■: : 555 ' 560 

Trp Thr Gin - Gin . Sex Ala .Ser Asn Phe- Lys Glu Gin Ser Gin Cys Met 

'565.'. .-' 570 575 

Val Tyr Gin Tyr' Gly ; Asn Phe ;Ser Trp Asp Leu Ala Gly Gly Gin His 
580 ' 585 ■ 590 

Leu Asn Gly ±le Asn Thr 'Leu ' Gly Glu Asn He Ala Asp Asn Gly Gly 

595 ... "... 600 " 605 

Leu Gly Gin ' Ala Tyr Arg .Ala Tyr' Gin Asn Tyr He Lys Lys Asn Gly 

610 ' ' ' "-..615: '•>.. 620 

Glu Glu Lys - Leu Leu Pro. Gly Leu Asp lieu Asn His Lys Gin Leu Phe 

625 \ . ■ 6.3 0 . \. . 635 ** 640 

Phe Leu Asn Phe. Ala. Gin Val Trp Cys Gly Thr Tyr Arg Pro Glu Tyr 
. 645- ;■ * 650 655 

Ala Val Asn Ser lie. .Lys Thr Asp Val His Ser Pro Gly Asn Phe Arg 
--. • 66 . Q . - . .. • ■ 665 * 670 

iXe. He Gly .Thr" Leu; Gin " tori Ser Ala Glu Phe Ser Glu Ala Phe His 

., 675.;V;;.r >>■>■.: ' .680 * 685 

Cys Arg Lys Asn- Seif. Tyr Met Asn Pro Glu Lys Lys Cys Arg Val .Trp 

690 V./-/* ■" -:V.*. 700 

<2io> 162/*.. . V.-; , iV::.W- : >>S ':; • 
*<2ii> . 385 /;,'•.."«■ .-.".v. . \\ . 

■ <212> PR.T .. ' • • " '* 

<213> Artificial*.;se^enc^ 
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<220> 

<223> A novel., predicted ' alternative spliced variant protein product 
<400> 162 

Gly Lys Ser Glu Ser Gin Met Asp" lie Thr Asp He Asn Thr Pro Lys 
1 . - 5 io " 15 

Pro Lys .Lys; Lys Gin Arg Trp Thr Pro Leu Glu He Ser Leu Ser Val 

20" ■ '." 25- 30 

Leu Val /Leu' Leu Leii -Thr lie lie Ala Val Thr Met lie Ala Leu Tyr 

Ala Thr Tyr Asp: Asp Gly He CJ-s Lys Ser Ser Asp Cys He Lys Ser 

50 - 55. ... 60 

Ala Ala Arg Leu lie Gin Ash Met Asp Ala Thr Thr' Glu Pro Cys Thr 

65 >'■ 70 ..'.-■* 75 80 

Asp Phe Phe Lys Tyr Ala Cys Gly Gly Trp Leu Lys Arg Asn Val He 
\ 85. 96 95 

Pro Glu Thr Ser Ser' Arg Tyr Gly Asn Phe Asp He Leu Arg Asp Glu 

100 . 105..' no 

Leu Glu Val Val Leu Lys Asp Val. Leu Gin Glu Pro Lys Thr Glu Asp 

. 115 ■ \ : v 120. 12s 

He Val Ala Val- Gin Lys Ala Lys Ala Leu Tyr Arg Ser Cys He Asn 
13 0' .135 v.. 140 

Glu Ser Ala lie Asp Ser Arg Giy. Gly Glu Pro Leu Leu Lys Leu Leu 
145 .>.1.50 155 "* 160 

Pro Asp Ile TyrlGly Trp Pro* Val Ala Thr Glu Asn Trp Glu Gin Lys 

Tyr Gly Ala Ser . Tr^ .Thr Ala Glu Lys Ala He Ala Gin Leu Asn. Ser 
180- • .V- ;'l85 . ' 190 

Lys Tyr Gly Lys L^s/. Val Leu lie Asn Leu Phe Val Gly Thr Asp Asp 

195 .; \ ' ' %V. /:' 200 v : [ '205 

Lys Asn. Ser Val ASiv.His Val lie His He Asp Gin Pro Arg Leu Gly 
210 ' '■■ ; .215 ' . 220 

Leu Pro. Ser Arg- Asp Tyr Tyr Glu Cys Thr Gly He Tyr Lys Glu Ala 

225 " \ . ..2.30 - : 23S " 240 

Cys Thr Ala , Tyr/. VaivA^p Phe' Met He Ser Val Ala Arg Leu He Arg 

"... ; ,;^4 J 5';'>J '."/:. ■?. ' -250 -255 

Gin Glu Glu" A^g-'ieuv^ro ile : Asp ".Glu Asn Gin Leu. Ala Leu Glu Met . 
•. 260. - /viT;'/;/ J 265 ' 270 

Asn Lys : Val Met- Glu/Leu . Gljr Lys /Glu lie Ala Asn Ala Thr Ala Lys 

''27S''.\.\'\ *'.\s:<\\£.;" : >X'\28<S' ' f 285 
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Pro Glu Asp Arg Asn - Asp Pro .Met Leu Leu Tyr Asn Lys Met Thr Leu 
290 295 300 



Ala Gin lie Gin Asn Asn Phe Ser Leu Glu lie Asn Gly Lys Arg Ser 
305 * 310 ' • 315 320 



Ser Lys Phe ' Asn-- VaX Leu Glu lie His Asn Gly Ser Cys Lys Gin Pro 

. -. 325-- ;". . — 330 335 

Gin Pro Asn Leu Gin' Gly Val. <3Xn Lys .Cys Phe. Pro" Gin Gly Pro Leu 
340. •■ 345 .' 350 

Trp Tyr AsnLeU- Ar^/As'n Ser. Asn Leu Glu Thr Leu Cys Lys Leu Cys 

355 " *-• '.V :-3Vb 365 



Gin Trp- Glu Tyr. Gly Lys .Cys Cys... Gly Glu Ala Leu Cys Gly Ser Ser 
" 370 ' • 375- ... . ; 380 * 



He Cys Trp Arg .Glu. 
385 



<210> 163 

<211> 410 

<212> PRT ■ . " 

<213> Artificial sec[uence 

<220> ■• • . 

<223> A noyel 'predicted, alternative spliced variant protein product 
<400> . 163 / - • ' 

Gly Lys Ser G^u* Sfer! .Gin Wet' Asp lie .Tnr Asp lie Asn Thr Pro Lys 

i " " s. " •/ 10 - 15 

Pro Lys Lys Lys GlhArg T^..Tlir Pro Leu Glu He Ser Leu Ser val 

20:- / ' \; , 25 30 

Leu Val. Leu- Leu\LVu :Thr .lie: iip" Ala Val Thr Met He Ala Leu Tyr 

35 :. \''''\40\ \ 45 

Ala Thr Tyr Asp- Asp. Giy xie Cys. Lys Ser Ser Asp Cys lie Lys Ser 

• so 60 " 

Ala Ala Arg'. Leu- -lie. din\ Asn- Met: .Asp . kla Thr Thr Glu Pro Cys Thr 

65 ■;. . JO- -. j'. 75' 80 

Asp Phe Phe Lys Tyr. 'Ala Cys Gly Gly Trp Leu Lys Arg Asn Val He 

85: - • : \. . 90 . 95 

Pro Glu Thr Server .Arg Tyr -Gly Asn .Phe. Asp He. Leu Arg Asp Glu 
* 100. " r- 105 . ' 110 

Leu Glu Val Val. Ii4d^Ly.s Asp Val-Xeu. Gin Glu. Pro Lys Thr Glu Asp 

. - iis • ,v ; . • ..-vl2o . . • 125 

He Val Aia/ValVGin^LYs Ala : Lys Ala Leu Tyr. Arg Ser Cys He Asn " 

Glu Ser Ala -lie^Asp^Ser A^g Gly>Gly Glju Pro Leu Leu Lys Leu Leu 

M45 - : ..cV p'VXSiO 155 160 
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Pro Asp lie Tyr Gly Trp Pro Val .Ala Thr Glu Asn Trp Glu Gin Lys 

165' " ■ 170 17S 

Tyr Gly Ala Ser Trp Thr Ala Glu Lys Ala He Ala Gin Leu Asn Ser 
180 185 190 

Lys Tyr Gly Lys Lys Val LeU- He Asn .Leu Phe. Val Gly Thr Asp Asp 

195 - .. V. I-"..'; 200 ' - ; [ 2 0S 

Lys Asn . Ser, Val. Asn. His VaO, lie. His lie Asp Gin Pro Arg Leu Gly 

210 ' 2(15' 'S 220 

Leu Pro. Ser Arg. Asp :Tyr Tyi: Glu Cys Thr Gly He Tyr Lys Glu Ala 
225 ;*. /230 . ;, 235 240 

Cys Thr Ala Tyr Val".- Asp - Pne Met lie Ser Val Ala Arg Leu He Arg 

■; \ •• 245:-; ■ / :;V;V ■ 25 o ~ 255 

Gin Glu Glu Arg Leu .Pro lie* Asp .-Glu Asn Gin Leu Ala Leu Glu Met 
26.0. . '. ■ V* ' . : * '265 270 

Asn Lys Val Met Glji '.Leu Glu- Lys Glu Xle Ala Asn Ala Thr Ala Lys 
275 280 285 

Pro Glu Asp Arg Asn Asp Pro Met Leu Leu Tyr Asn Lys Met Thr Leu 
290 ." , * 9S 300 

Ala Gin He Gin. Asn Asn Phe Ser Leu Glu lie Asn Gly Lys Pro Phe 

30S . ; ..;V310 315 320 

Ser Trp Leu. Asn- Phe Tir Asn Glu. lie. Met Ser Thr Val Asn He Ser 

•? 2 i ^ ; >"/ : "*\ /: VV; 330- 335 

lie Thr Asn. Glu; Glu- -Asp Val via, Val Tyr Ala Pro Glu Tyr Leu Thr 

. :j 3 4*0-. • : ; - ■ . . .345 • 350 

Lys Leu Lys . Pro lie .lieu Thr:; Lys Tyr' Ser Ala Arg Pro Phe Met Val 

355 . ' :• - ;\360 :: 365 

Gin Pro Gin Lys «... Gin .Gin Leu .GXy Asp Val Val Gin Thr Met Ser Met 

370/.. •; .V 3-7^ : 380 

Gly He ,Trp iys/ 'Met* Leu ^ Tri> 'Gly"!Giy..Pne .Met .Trp Lys Gin His Leu 



Leu Glu Arg Val>A£n/Me.t Trp' Ser Arg lie 

/•. -\ 40^.^;'. • • 410 • 

<2io> 164- ;.. * 

<211> " 52.9. . •»'-.." 
<212> PRT • • \. 
<213> . Artifici^lVse^ence;" 

<22o> : '.:* : , Cp/;'r' ■■}.;'. v ;■ :*. 

<223> A novel, pr^'d^c^ spliced variant protein ' product 

<4oo> 164. .:''J J'.' \'?h ;./•':. 

Gly Lys Ser Glu-'Seic^'Gln ^Met* Asp He. Thr Asp He Asn Thr Pro Lys 
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10 is 



Pro Lys Lys Lys Gin. Arg Trp Thr Pro Leu Glu lie Ser lieu Ser Val 
20 * 25 30 



Leu Val Leu Leu Leu . Thr lie lie Ala Val Thr Met lie Ala Leu Tyr 
35 • 40 45 



Ala Thr Tyr Asp Asp- Gly lie Cys- Lys Ser Ser. Asp Cys He Lys Ser 

50 \ . ' " 55-'- ■ ' - 60 * 

Ala Ala Arg J Leu lie . Gin Asn Me^t Asp Aia Thr. Thr Glu Pro Cys Thr 

65 "..■.. : ,'.*.v70 75 80 

Asp Phe .Phe •Lys' Ty^ -Ala Cys Gly Gly Trp Leu Lys Arg Asn Val lie 

,\ as ; ;''-. . / 90 • 95 

-Pro Glu' Thr ;Sef Ser -'Arg Tyr Gly Asn Phe Asp lie Leu Arg Asp Glu 
*.. l'oo... : ios ' no • 

Leu Glu Val -Val Leu "Lys Asp, Vai\Leu .Gin Glu Pro. Lys Thr Glu Asp 

lis *• ' : . 1*20;; • 125 

He Val Ala Val 'Gin- Lys " Ala' L^s Ala Leu Tyr Arg Ser Cys He Asn 
130 135 140 

Glu Ser Aia lie Asp -.Ser Arg Gly Gly Glu Pro Leu Leu Lys Leu Leu 
145 -, 150 .. . 155 " 160 

Pro Asp lie -Tyr" Gly .Trp Pro Val Ala Thr Glu Asn Trp Glu Gin Lys 
165: . . 170 175 

Tyr Gly Ala .Ser. Trp.Tnr Aia Glu Lys Ala He Ala Gin Leu Asn Ser 

; i80,. >/■:"".. ' : V"185 ■' 190 

Lys Tyr Gly. Lys L^s Val Leu. lie Asn Leu Phe Val Gly Thr Asp Asp 

■ 195 . . ... ;vV. *...;• 2.00; . 205 

Lys Asn ' Ser 1 ; Vaii'Aan- Pis -V^l. lie His lie Asp Gin Pro Arg Leu Gly • 

210 - /( p<? } ,- .215:;.': . 220 

Leu Pro Ser Arg' Asp. Tyr Tyr Glu' Cys .Thr Gly lie Tyr Lys Glu Ala 



Cys Thr Ala Ty* -Var.Asp/ Phe. Met He ger Val Ala Arg Leu He Arg 

■ * .. 245.-;';; ; 250 • 255 

Gin Glu Glu Arg Leu ■ Pro lie. Asp Glu Asn Gin Leu Ala Leu Glu Met 
26.0 /- \ 265 270 

Asn Lys- Val Met ' Glu, .Leu Glu Lys. Glu lie Ala Asn Ala Thr Ala Lys 
- 275' 7 . 280 . 285 

•Pro Glu Asp.Axg; Asn'Asj? Prq. Met" Leu' Leu Tyr*. Asn Lys Met Thr Leu 

290- ■• :*:.mv J?^;...2.9S. ■ 300 

Ala Gln .lleiqli 'As.n. : ;Ash Pfcfe Ser. lieu Glu He Asn Gly Lys Pro Phe 

305 .. ' ' \vl--:" : .3io -Iv" •*' ; v . " .315. 320- 
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Ser Trp Leu Asn Phe Thr. Aan Glu lie Met Ser Thr Val Asn He Ser 
325 , 330 335 



He Thr* Asn Glu Glu Asp Val Val Val Tyr Ala Pro Glu Tyr Leu Thr 
340 345 350 



Lys Leu Lys Pro He Leu Thr Lys Tyr Ser Ala Arg Asp Leu Gin Asn 
355 360 365 



Leu Met, Ser Trp Arg.Phe lie Met Asp Leu Val Ser Ser Leu Ser Arg 
370 "375 380 

Thr Tyr Lys ~ Glu . Ser . Arg Asrb Ala Phe Arg Lys Ala Leu Tyr Gly Thr 
385 - ;V3S0 395 . ~ 40.0". 

Thr Ser Glu riir Ala .Thr Trp Arg. Arg .Cys Ala Asn Tyr Val Asn Gly 

;*■■" :' !*<>5_\ : . '..*' ... . "43.0 415 



Asn Met Glu Asn AiUj.Val Gly. Arg -Leu Tyr Val Glu Ala Ala Phe Ala 
420' \ : " 425 . 430 



Gly Glu Ser Lys. His Val Val Glu -Asp Leu He Ala Gin He Arg Glu 

435- ' - - *• . ' 440*. / • 445 

Val Phe He Gin Thr iieu Asp . Asp Leu Thr Trp Met Asp Ala Glu Thr 

450 I 455 .:*'..•■ 460 

Lys Lys Arg Ala. Glu- Glu Lys Ala Leu Ala He Lys Glu Arg lie Gly 
465 .470 " 475 480 



Tyr Pro Asp Asp lie Val Ser Asn Asp Asn Lys Leu Asn Asn Glu Tyr 
485/ -"'■■*.' -490 495 

Leu' Glu, Val Asp" Lys .Trp S.er .Ser Cys Ser Gin Cys lie Leu Leu Phe 

. 5 °° ' ..V.. •- ", ,-:V "V [ 505 • • 510 

Arg Lys* Lys" Ser Asp J *S.er Leu Pro Sef. Arg His Ser Ala Ala Pro Leu 

•sis -.^sjso" • 525 



Leu 



<2l0> 165 '. " .'. - •■ • 

<211> 252 1 ' v\ .'" 

<2i2> ■ PRT - " . . • : .7--. ,: 

<2 13 > Artificial;; sec^ience * .'*".,.. 
<220> >V V v'v •. 

<223> A novel* predicted alternative spliced variant protein product 
<40O> 165 ■ i ■ 

Met Ser Val Pro - Ser " Ser Leu Ser Gin Ser Ala He Asn Ala Asn Ser 

1 ■ . 5- ' *; . * ■ * 10' 15 

His Gly Gly. Pro;Aia .i'eu Ser. Leu Pro Leu Pro Leu His Ala Ala His 

•' .20..;. .. 7". "25 *.' 30 

Asn Gin Leu-, Leu*. Abij -Aia Lys Ii^u Gin' Ala Thr Ala Val Gly Pro Lys 
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35* 



40 



45 



Asp Leu Arg Ser Ala Met - Gly Glu .Gly Gly Gly Pro Glu Pro Gly Pro 
50 55 60 

Ala Asn Ala Lys Trp Leu Lys Glu Gly Gin Asn Glu Leu Arg Arg Ala 
65 7.0. 75 80 

Ala Thr Ala His. Arg. Asp Gin Asn Arg Asn Val Thr Leu Thr Leu Ala 

: • 85 90. 95 

Glu Glu Ala Ser Gin -Glu Pro Glu- Met Ala Pro. Leu Gly Pro Lys Gly 

100 *;. :. *.""'- 105 " . HO 

Leu lie His /Leu Tyr .Ser <3lu Leu Glu' Leu Ser Ala His Asn Ala Ala 

115' : • , " v' : .12D" ; / ; ' .125. 

Asn Arg Gly. Leu" Arg- Gly P^o !Gly Leu lie lie Ser Thr Gin Glu Gin 
130 . . 135 / 140 

Gly Pro Asp Glu Gly Glu Glu Lys Ala Ala Gly Glu Ala Glu Glu Glu 
.145 -.'ISO 155 160 

Glu Glu Asp Asp, Asp Asp Glu. Glu' Glu Glu Glu Asp Leu Ser Ser Pro 

:. IfS ■ ; ' * : -, 170 175 

Pro Gly Leu Pro* . Glu Pro Leu Glu Ser Val Glu Ala Pro Pro Arg Pro 
' 180 . .185 \ 190 

Gin Ala Leu Thr Asp, Gly Pro Arg- Glu His Ser Lys Ser Ala Ser Leu 
- 195 200 205 - 

Leu Phe Gly Met Arg Asn Ser Ala Ala Ser Asp Glu Asp Ser Ser Trp 
210 215 220 ^ 

Ala- Thr Leu .Ser Gin : Gly Ser Pro Ser Tyr Gly Ser Pro Glu Asp Thr 

225 .- 230 ; : 235 240 

Ala His Leu. Asp Artf-Phe Cys Ser Trp Arg Arg Leu 

. " >^245*. : ;.' . / . • 250 " 

<2io>-' ±66\ : : \ - • .*■":: 

<211> • 665-.. ,,...:* 

<212> PRT . . ' 

<213> Artificial .'.sequence 

<220> .; \' : - *•-■■';- '; " ■ 

<223> A "novel prediciea alternative, spliced variant protein product 

<400> 166 

Met Ser Val.. Pro Ser* Ser- Leu Ser Gin Ser Ala He Asn Ala Asn Ser 
1 ' • 5 ! 10 IS 

His Gly Gly Pro Ala - Leu Ser Leu Pro Leu Pro Leu His Ala Ala His 

.... 2£ *-" 25 30 

Asn Gin Leu Leu Asn Ala Lys Leu Gin Ala Thr Ala Val Gly Pro Lys 

35 " y\ * 40 i ' . 45 
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Asp Leu Arg Ser Ala Met Gly Glu ;Gly Gly Gly Pro Glu Pro Gly Pro 

50 •'■ - ..... 55. 60 

Ala Asn Ala Lys* -Trp Leu Lys G.lu Gly Gin Asn Glu Leu Arg Arg Ala 

65 ... 70 .75 80 

Ala Tor Ala' His.. Arg Asp Gin Asn Arg Asn Val Thr Leu Thr Leu Ala 
. 85 90 95 

Glu Glu Ala Ser Gin Glu Pro Glu' Met Ala Pro Leu Gly Pro Lys Gly 
100 - 105 " no 

Leu lie His Leu Tyr Ser Glu Leu Glu Leu Ser Ala His Asn Ala Ala 
. 115/ • 120 " 125 

. Asn Arg Gly 'Leu Arg Gly Pro Gly Leu lie lie Ser Thr Gin Glu Gin 
130* ; ' .*/■;;* •' .135 ... 14 0 

Gly Pro- Asp GluGiy;Glu Glu Lys Ala Ala Gly Glu Ala Glu Glu Glu 

145 - ■;■ " . : " .15 0 ,-. • • 155 160 

Glu Glu Asp'Asp;Asr> Asp Glu' Glu Glu Glu Glu Asp Leu Ser Ser Pro 

**"'. 165 • " 170 175 

Pro Gly Leu Pro ' Glu /Pro Leu -Glu Ser Val Glu Ala Pro Pro Arg Pro 
180' V 185 190 

Gin Ala Leu Thr Asp. Gly Pro Arg Glu His Ser Lys Ser Ala Ser Leu 
-195 . 200 205 

Leu Phe Gly Met Arg. Asn Ser Ala Ala Ser Asp Glu Asp Ser Ser Trp 
210 215 220 

Ala Thr Leu Ser Gin Gly Ser Pro Ser Tyr Gly Ser Pro' Glu Asp Thr 
225 . , " 230 235 240 

Asp Ser. Phe . Trp;. Asn. Pro Asn Ala Phe "Glu Thr Asp Ser Asp Leu Pro 

/ ; . ^ftv' : **.V 250 255 

Ala Gly Trp Met Arg-; Val Gin* Asp .Thr Ser Gly Thr Tyr Tyr Tzp His 
' 260. . 265' -' 270 

lie Pro Thr qiy Thr^/Thr Gin- Trp.. Glu Pro Pro Gly Arg Ala Ser Pro 

■275; • .vV. V.; • 28p l " 285 

. Ser Gin Gly. Serf. Ser .Pro Gin. Glu .-Glu Ser Gin Leu Thr Trp Thr Gly 
. 290. J - ^ "295 ' / 300' . 

Phe Ala -His Glyi-Glii Gly .Phe Glu Asp." Gly Glu Phe' Trp Lys Asp Glu 

305 v.'* 3 : 0 . •*-': " 315 . 320 

Pro Ser Asp Glu.' Ala Pro Met Glu .Leu Gly Leu Lys Glu Pro Glu Glu 
• 32 5 330 335 

Gly Thr- Leu Thr- Phje' Pro Ala Gin Ser Leu Ser Pro Glu Pro Leu Pro 

• 340--, '•-'- ••* -.345 .350 



Gin Glu Glu. Glii.; Lys; : Lieu Pro. Pro Arg Asn Thr Asn Pro Gly lie Lys 
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355 . - "■ 360 365 

Gly Gly Trp Gly Glu Gly Lys Asp Leu Leu Leu Gin Leu Glu Asp Glu 
370 " 375 380 

Thr Leu Lya Leu Val Glu. Pro Glh Ser Gin Ala Leu Leu His Ala Gin 
385 390 395 400 



Pro lie lie Ser lie -Arg Val Trp Gly Val Gly Arg Asp Ser Gly Arg 
405 410 415 



Glu Arg Asp Phe Ala Tyi: Val Ala Arg Asp Lys Leu Thr Gin Met Leu 
. 420 425 * 430 



Lys Cys His Val Phe Arg Cys Giu Ala Pro Ala Lys Asn He Ala Thr 
435 • ■ . .440 "445 



Ser Leu His Glu He Cys Ser Lys He- Met Ala Glu Arg Arg Asn Ala 
450 455. 460 



Arg Cys Leu Val*. Asn" Gly Leu Ser Leu Asp His Ser Lys Leu Val .Asp - 
465 r 4*70 V "' '. .'. 47S 480 



Val Pro Phe Gin Val - l Glu Phe " Pro • Ala * Pro Lys Asn Glu Leu Val Gin 
.485 .490 495 

Lys Phe. Gin .Val Tyr .Tyr Leu Gly«Asn Val Pro Val Ala Lys Pro Val 

.'500'. .-.■'* .505 510 



Gly Val Asp val ■ He Asn Gly Ala Leu Giu Ser Val Leu Ser Ser Ser 
515 *- • 520 525 



Ser Arg Glu Gin Trp Thr Pro Ser His Val Ser Val Ala Pro Ala Thr 
530 535 540 



Leu. Thr He Leu. His Gin Gin Thr Glu Ala Val Leu Gly Glu Cys Arg 
545 .550 • 555 560 

Val Arg Phe Leu' Ser Phe Leu Ala Val Gly Arg Asp Val His Thr Phe 
5^5. ' ' . 570. 575 

Ala Phe' He Met: Ala*. Ala "Giy-Pro Ala Ser Phe- Cys Cya His Met Phe 
. . 580 -'/'• 585 ' 590 



Trp Cys Glu'. Pro' Asn • jg.a ' Ala Ser, .Leu .Ser Glu Ala Val Gin Ala Ala 

• 5.95 ..: ebo . 60s 



Cys Met . Leu Arg Tyf .Gln Lys Cys Leu Asp Ala Arg Ser Gin Ala Ser 
610 . ' ' 615" 620 



Thr Ser Cys' Leu Pro Ala '-Pro' Pro' Ala Glu Ser Val Ala Arg Arg Val 

625 ■• " "... .630- r*. • 635 . 640 



Gly Trp' Thr Val' Arg. Arg Gly Val Gin Ser Leu Trp Gly Ser Leu Lys 
64S • 650 655 



Prp Lys Arg Leu Gly Ala His Thr Pro 

* 660 \ 665 
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<210> 167 . 

<211> 671 " 

<212> PRT 

<213> Artificial seguence 
<220> 

<223> A novel predicted alternative .spliced variant protein product 

<400> 167 

Met Ser Val Prp Ser Ser Leu Ser Gin Ser Ala lie Asn Ala Asn Ser 
1 5: / %0 15 

His Gly Gly Pro Ala' Leu Ser Leu Pro Leu Pro Leu His Ala Ala His 

20 ■ ■ 25 30 

Asn Gin Leu Leu Asn Ala Lys Leu Gin Ala Thr Ala Val Gly Pro Lys 

. 35 • -40 45 - 

Asp Leu Arg : Ser Ala; Met Gly Glu- Gly Gly Gly Pro Glu Pro Gly Pro 

50 " : - , ; 55. ; / ■ " 60 

Ala Asn Ala Lys -Trp :Leu L^s Glu Gly Gin Asn Gin Leu Arg Arg Ala 

65 "**"\.\™ 'V. 75 80 



Ala Thr Ala His, Arg Asp Gin* Asri Arg Asn Val Thr Leu Thr Leu Ala 
85 90* 95 



Glu Glu Ala Ser - Gin <"£Lu Pro Glu Met Ala Pro Leu Gly Pro Lys- Gly 
100 * 105 110 



Leu lie His Leu Tyr Ser: Glu Leu Glu Leu -Ser Ala His Asn Ala Ala 
115 .' 120 - " ■ 125 



Asn Arg Gly Leu Arg. Gly Pro Gly Leu lie Xle Ser Thr Gin Glu Gin 
130 135 ' 140 



Gly Pro Asp Glu Gly" Glu Glu Lys ' Ala Ala Gly Glu Ala Glu Glu Glu 
145 . " 150 155 " 160 



Glu Glu Asp . Asp Asp, Asp Glu Glu Glu Glu Glu Asp Leu Ser Ser Pro 

*\ " 170 * 175 



Pro Gly Leu\Pr6- GlUvPro Leu .Glu- .Ser Vai Glu Ala. Pro Pro Arg Pro. 

•'. 180 ; • .f '■".•*. V. • - 135 - .'' ■ 190 



Gin Ala Leu Thr- Asp. Gly Prp Arg. Glu .His Ser Lys- Ser Ala Ser Leu 

195^.:; rr'S"- : \ : . 2 .? 0 "'" ■"' 205 

Leu Phe Gly. Met. Arg- Asn Ser. Ala. Ala -Ser Asp Glu Asp Ser Ser Trp 

210".-. m '~' \'*-. 215 v!- ^ ■ 220' 



Ala Thr Leu Ser Glii Gly Ser. Pro Ser.Tyr Gly Ser Pro Glu Asp Thr 

225 X' V.'.??; 0 *' '•. ' • " 235 240 

Asp Ser Phe Trp; Asn Pro Asn Ala .Phe Glu Thr Asp Ser Asp Leu Pro 

. 245-' . ' 250 " . 255 



Ala Gly Trp Met . Arg Vsi.1 Glii Asp Thr Ser Gly Thr Tyr Tyr Trp His 
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,269- -"J } - A- 265 - 270 

lie Pro Thr .Gly. Thr Thr Gin' T?rp Glu Pro Pro Gly Arg Ala Ser Pro 
275 - 2*60 ' 285 

Ser Gin Gly Ser . Ser Pro Gin Glu Glu Ser Gin Leu Thr Trp Thr Gly 
290 . '295 300 



Phe Ala .His Gly Glu Gly. Phe Glu. Asp Gly Glu Phe Trp Lys Asp Glu 

305 7 '310.. .■' V 315 320 



Pro Ser Asp. Glu Ala .Pro Met v Glu Leu Gly Leu Lys Glu Pro Glu Glu 

. : " 325 . 330 335 



Gly Thr Leu Thr Phe. Pro Ala ..Gin Ser Leu Ser Pro Glu Pro Leu Pro 
. 340*' ' 345 350 



Gin Glu Glu Glu- Lys Leu Pro Pro Arg Asn Thr Asn Pro Gly He Lys 

• *. 355 I.;-..*? ; y\ • ' ' 360* 365 



Cys Phe AlaWal-Argl'Ser iieu.Gly Trp. Val Glu Met Thr Glu Glu Glu 

370 *. ••■ : *"-;J.V.'V-' 375. .V- ■. . 380 

Leu Ala Pro Gly- Arg. Ser "S^r . Val ,Ala Val Asn Asn Cys He Arg. Gin 
385 ; \\ -3>Q '*•; '.3 95 400 



Leu Ser. Tyr His Lys. . Asn Asn • Leu' His Asp Pro Met Ser Gly Gly Trp 

405 ; : ; . ' .' " * 410 415 



Gly Glu Gly =Lys Asp Leu Leu Leu. Gin Leu Glu Asp Glu Thr Leu' Lys 
. -420 -' • .'- '425 430 



Leu Val Glu Pro Gin .Ser. Gin Ala Leu Leu His Ala Gin Pro He He 

435 • * .'..'" ' * 440 ' 445 



Ser He Arg Val Trp Gly Val Gly Arg Asp Ser Gly Arg Glu He Met 

450 ;-. 455 . •" 460 

Ala Glu Arg' Arg . Ash Ala Arg Cys Leu Val Asn Gly Leu Ser Leu Asp 
465 I. .<70 . 475 480 



His. Ser. Lys Leu'- Val:: Asp Val Pro Phe Gin Val Glu Phe Pro Ala Pro 
■ 48^ '/' -• • -490 - 495 

Lys Asn Glu Leii Val: . Gin Lys ..Phe Gin Val Tyr Tyr Leu Gly Asn Val 
500- ■:/.. ' V\- sos • 510 



Pro Val . Ala Lys *B£b' ;#ai\$31y! Val Asp Vai ile Asn Gly Ala Leu 

5.15;;- .r.?.52tf '.'} ■ • 525 



Glu 



Ser Val- Leu Ser. Se?: Ser Ser Arg. Glu Gin Trp Thr Pro Ser His Val 
. 530- * . V' "'V"0 -* ' S40 



Ser Val Ala Pro Ala Thr'. Leu : ' Thr '.'He Leu His Gin Gin Thr Glu Ala 
•545 • « \ c ;; v'V^SS.0- ' "' . . 555 560 

Val Leu Gly Glu' Cys.' Arg Val Airg Phe Leu Ser Phe Leu Ala Val Gly 

." " S6S-'. ..;.; * - 570 575 



WO 2005/071059 



329 



PCT/IL2005/000107 



Arg Asp Val. His Thr;Phe Ala Phe He Met Ala Ala Gly Pro Ala Ser 
. 580, 585- * 590 

Phe Cys Cys His Met' Phe Trp. Cys Glu Pro Asn Ala Ala Ser Leu Ser 
595. - .600 605 

Glu Ala Val .Gin, AlaV Ala Cys Met Leu Arg Tyr Gin Lys Cys Leu Asp 

sio: : 615 ' 620 

Ala Arg Ser Gin Ala Ser -Thr Ser Cys Leu Pro Ala Pro Pro Ala Glu 
625 •- . 630 - '635 640 

Ser Val Ala Arg . Arg Val Gly Trp Thr Val Arg Arg Gly Val Gin Ser 
645; ■ ' . 650 ' 655 

Leu Trp Gly Ser Leu/ Lys Pro Lys Arg Leu Gly Ala His Thr Pro 
660 665 670 

. <210> '168 ; : '.\ V 

<2ii> -530 ' - 4 " '.jyY. • • 
<2i2> ;prt Vi : " .V. ; X t 

<213> Artificial -seciuence 

<220> . v "v ;•'*.:. . 

<223> A novel preijlc ted alternative! spliced variant protein product 
,<4oo> 168* ' :•"' . '**'..* 

.Met Ser Val-: Pro Ser Ser Leu. Ser Gin Ser Ala lie Asn Ala Asn Ser ' 

1 ' 5-'\\-' • '■■ -ip - 15 



His Gly Gly . Pro.. Ala Leu Ser Leu Pro Leu Pro Leu His Ala Ala His 

/ 20' \- , 25 30 

Asn Gin Leu .Leu Asn Ala Lys - Leu Gin. Ala .Thr Ala Val Gly Pro Lys 
35 40 4S 

Asp Leu Arg. Set Ala . Met Gly Glu Gly Gly Gly Pro Glu Pro Gly Pro 

50. . ' 55 • . 60 

Ala Asn Ala Lys Trp- lieu Lys Glu Gly Gin Asn Gin Leu Arg Arg Ala 

65 ; -70 ['..'. . . "75 ~ 80 

Ala Thr\ Ala* His! Arg! [,A$p Gin . Asn" Arg" Asn. Val • Thr Leu Thr Leu Ala 

■ " ' •'*''> \ -'.V-.- " : ."'*•••' \.\ " . 

Glu Glu -Ala- Serr'Gln.blu Pro.. Glu Met Ala Pro Leu Gly Pro Lys Gly 

- , a6.p,\.*<v , 105. ;. • • ; 110 

, Leu Ile : His Leu Tyr-Ser Glu. Leu Glu Leu Ser Ala His Asn Ala Ala 

. iiis^/ ^;;^v-; ..^ • . 1^0; . ■ 125 

Asn Arg'Qly Leu Arg .Gly Pro Gly .Leu JCle He Ser Thr Gin Glu Gin 
130- . v -■'/■y.i'.iX 140 

Gly Pro. .Asp Glu ; Giy-'(?iu. Glu>Lys /Ala Ala Gly Glu' Ala Glu Glu Glu 

145 • - ' :...Vr- V-:. 150V ' • '. 155 160 

Glu Glu Asp'Adp. Asp Asp Glu| Glu Glu Glu Glu Asp Leu Ser Ser Pro 
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165 170 175 

. Pro Gly Leu Pro Glu Pro Leu Glu Ser Val Glu Ala Pro Pro Arg Pro 
180 . ■- 185 190 

Gin Ala. .Leu Thr- Asp. Gly Pro' Arg Glu His Ser Lys Ser Ala Ser Leu 
195 . / "• 200 205 

Leu Phe (3.1y Met- Arg Asn Ser Ala Ala Ser Asp Glu Asp Ser Ser Trp 

, 210 * , • • ; 215 220 

Ala Thr -Leu Ser Glu. Gly. Sex- Pro Ser Tyr. Gly Ser Pro Glu Asp Thr 
225 : ,230. - ■ . 235 240 

.Asp Ser' Phe Trp. Asn Pro Asn Ala Phe Glu Thr Asp Ser Asp Leu Pro 

- "'•245/ ; 250 255 

Ala Gly Trp- Met. Arg .Val Gin Asp Thr .Ser Gly Thr Tyr Tyr Trp His 
. • 260. ' - . 265 ' 270 

lie Pro Thr Gly. ThrlThr Gin Trp. Glu Pro Pro. Gly Arg Ala Ser Pro 
.275"' •;.*//- : -280 285 

Ser Gin Gly Ser Ser Pro Gin Glu Glu Ser Gin Leu Thr Trp Thr Gly 
290 2 *?? .**'/■ " : - 300 

Phe Ala His . Gly ' Glu- .Gly Phe ;Glu^Asp Gly Glu Phe Trp Lys Asp Glu 
• 30S .". .. i\ ' • 315 320 

Pro Ser' Asp Glu Ala Pro Wet Glu Leu Gly Leu Lys Glu Pro Glu Glu 
325 ' 330 335 

Gly Thr Leu Thr -Phe <Pro' Ala Gin' Ser Leu Ser Pro Glu Pro Leu Pro 

• 340.' v. .* 345 . 350 

Gin Glu Glu Glu Lys Leu: Pro Pro Arg Asn Thr Asn Pro Gly lie Lys 
355* .. 360 365 

Cys Phe Ala- val Arg . Ser Leu Gly Trp Val Glu Met Thr Glu Glu Glu 

370. ■ ■ 375 ■ 380 

Leu Ala Pro Gly Arg./S.er Ser Val Ala Val Asn Asn Cys lie Arg Gin 

385 ;- •..• : 39p 395 400 

Leu Ser Tyr'.H'is" Lys.; : Asn As'ii Leu His Asp Pro Met Ser Gly Gly Trp 



Gly Glu Gly Lys- . As"p. Leu Leu'" Ley Glh Leu Glu' Asp Glu Thr Leu Lys 
-'J*" 42CT .^V .;.' . . : V 425 ■ " 430 

Leu Val <31^V^4' S! ^*Ser Gln : Ala Leu Leu His Ala Gin Pro lie lie 

" 435-; ;* -*.•• -;X.:.« ' / ' 445 

v . ' • • *- - 

Ser lie . Arg Val** Gly Val bly Arg Asp Ser Gly Arg Glu Arg Asp 
' '* 450; . -. . V;>; 455 " - v 4.60 

Phe Ala Tyr- : yai; : A^ Gin .Met Leu Lys Cys His 

4g S . "'• " '*•. r-' *. -4.76' ; ■' 475' . 480 
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Val Plie. Arg Cys; Glu. Ala Pro. Ala Lys Aan lie Ala Thr Sex Leu His 
-485./ 490 495 



Glu He Cys Ser Lys Trp Asn Ser- Gin Arg Leu Arg Met Ser Trp Ser 
500" • . 505 *" 510 



Arg Ser Ser. Lys Ser lie Tor- Trp Gly Met Tyr Leu Leu Leu Asn Leu 

515 .,'520- 525 



Leu Gly 
530 



<210> 169 

<211> 639 ' . A.. : 

<212> PRT ' V • 

<213> Artificial sequence - 

<220> 

<223> A novel, predicted aiternative spliced, variant protein product 
<400> 169 " 

Met Ser Val Pro Ser Ser Leu Ser Gin Ser Ala He Asn Ala Asn Ser 

.1 . S . . • 10 15 

His Gly Gly .Pro Ala'. Leu Ser. Leii'Pro Leu Pro Leu His Ala Ala His 

,;20 : .. ; . . - ' ',' .25 " 30 

Asn Gin Leu Leii Asn : Ala Lys Leu Gin- Ala Thr Ala Val Gly Pro Lys 

.35v- .' ;-4p - . ■ 45 

Asp Leu Arg Ser Ala Met.. Gly' Glu Gly Gly Gly Pro Glu Pro Gly Pro 
50 . ' 55 . 60 

Ala Asn Ala . Lys Trjb Leu Lys Glu Gly Gin Asn Gin Leu .Arg Arg' Ala 
65 "*; -70 ; ; ■ -75 .80 

Ala Thr Ala His Arg Asp Gin Asn, Arg Asn Val Thr Leu Thr Leu Ala 

. •' 8S-; • ' * 9.0 95 

Glu Glu Ala Ser Gin. Glu Pro Glu Met Ala Pro Leu Gly Pro Lys Gly 
- .100 105 110 

Leu lie His" Leu Tyr Ser Glu Leu Glu Leu Ser Ala His Asn Ala Ala 
115 120 125 

Asn Arg' Gly; ^Leu^ArgVGiy Pro Gly .Leu He He Ser Thr Gin Glu Gin 
• 130 . - : I3S ■ > 140 

Gly Pro Asp Glu" Giy'.'Glu Giu Lys Ala Ala Gly Glu Ala Glu Glu Glu 

145 ;'i5o 155' 160 

Glu Glu ' Asp, As^; Asjo-.Asp Glvt Glu- Glu .Glu Glu Asp Leu Ser Ser Pro 

■" 7 '.•;i«j5* : -;y : " ; :.. Jr. ' '17,0 . 175 

Pro Gly Leu PrO; Glu* -Pro Le\r Glu Ser Val Glu Ala .Pro Pro Arg Pro 

: ; :i8o ;v^^v \" . 190 

Gin Ala . Leu. Thr. Asp Gly, Pro .Arg "Glu- His Ser Lye Ser Ala Ser Leu 
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195 t 200 205 



Leu Phe Gly Met Arg; Asn Ser. Ala Ala Ser Asp Glu Asp Ser Ser Trp 
210 215 220 

Ala Thr lieu Ser Glh. Gly S^r ' Pro Ser Tyr Gly Ser Pro Glu Asp Thr 

225 • ... .230 . '.*.■' 235 240 



Asp Ser Phe . Trp. Asn' Pro Asa Ala Phe Glu Thr Asp Ser Asp Leu Pro 

•.*' 245 ! . .': V . .250 255 



Ala Gly Trp Met Arg. Val Glh Asp' Thr .Ser Gly Thr Tyr Tyr Trp His 
26.0 \ ,265 .270 



lie Pro Thr Gly Thr . Thr Gin Trp Glu Pro Pro Gly Arg Ala Ser Pro 
. 275 . 280 285 



Ser Gin Gly Ser Ser Pro Gin Glu Glu Ser. Gin Leu Thr Trp Thr Gly 

290 ■ 295 . ;* 300 

Phe Ala His Gly Glu. Gly Phe Glu. Asp Gly Glu Phe Trp- Lys Asp Glu 
305 ';' ■' 310 / 315 320 

Pro Ser Asp Glu Ala "Pro Met .Glu Leu Gly Leu. Lys Glu Pro Glu Glu 
-3.?9/;\ . 330* 335 

.". ** 

Gly Thr Leu - Thr . Phe -PrO Ala Gin Ser Leu Ser pro Glu Pro Leu Pro 

" 34,0-' * / . ' 345 350 

Gin Glu Glu Glu. Lys' Leu Pro Pro Arg Asn Thr Asn Pro Gly lie Lys 

. 35S ,.;--*.. '- .'36.0/ . 365 



Cys Phe Ala Val- Arg - Ser . Leu Gly Trp Val Glu Met Thr Glu Glu Glu 

370. ■ 375 ' ■ ' 380 * 

Leu Ala Pro Gly .Arg ,'gex Ser .Val Ala Val Asn Asn Gys He Arg Gin 
.385 :.V 390,- 395 400 



Leu Ser Tyr- His Lys Asn Asn- Leu His Asp Pro Met Ser Gly Gly Trp 
'. " 405 410 415 



Gly Glu Gly Lys Asp. Leu Leu Leu Gin L>u Glu Asp Glu Thr Leu Lys 
■ 420*- 425 430 

Leu Val Glu Pro. Glh Ser Gin Ala Leu Leu His Ala Gin Pro He He 

435 i- ,/>.440\ 445 . 

Ser He Arg. :Vai: Tr^Giy. y a i Gly. Arg. Asp Ser Gly Arg Glu Arg Asp 
450' : :\. : 4'55'.: ;• 460 

Phe Ala. Tyr;. Vai; Ala: -Arg Asp" Lys Leu 0ir Gin Met Leu Lys Cys Hi's 

465 ... m ;•*/.'.?,. -470 • ' : ';■ ..-.--I.*. .475 480 

• Val Phe A^'g^Cys/'Glu'Sia Pro -Ala Lys "Asn He Ala Thr Ser Leu His 

.;■ 4BS.V".." ■ ; I* ':-" -490 495 

Glu Ile/Cys'.Ser...Lys '.lie Met .Ala Glu Arg Arg Asn Ala Arg Cys. Leu 
- .". / .SO'b- V ' • :\ i 505 . . 510 ' 
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Val Asa Gly iLeu . Ser Leu Asp His Ser Lys Leu Val Asp Val Pro Phe 

515 * ' 520 *".■•:"' 525 



Gin Val Glu Phe Prjo Ala Pro Lys Asn Glu Leu Val Gin Lys Phe Gin 
530 535 540 

Val Tyr Tyr Leu . Gly. Asn Val' Pro Val Ala Lys Pro Val Asp Arg Gly 
545 " ■ - 5.50 . 555 560 



Ser Ala Gly Arg Val" Ser Gly Ala Phe Pro Leu Leu Pro Gly Arg Gly 

: \ SgS ' :'}' . '570 S75 



Gln-Arg Gys.:Pro-- Hd-ir Val Pys lie. His. His Gly Cys Arg Pro Ser Leu 
- ,,580 *'V" V- - 585 - 590 

Leu Leu. Leu. Pro His Val. Leu Val Arg Ala Gin Cys Cys Gin Pro Leu 
595; ... ' : ; : 6Q0 605 

Arg Gly Cys ; Ala Giy Cys Val - His Ala Ser Leu Pro Glu Val Ser Gly 
610 615/ : . * 620 



Cys Pro. Phe Pro. Gly- -Leu His- Leu Leu Pro Pro Ser Thr Pro Cys. 
625 630 ""-{ 635 : 



<210> 170 . . : '.• 

<211> -so- •;. ■ "*•'•. - 

<212> PRT * VY 

<213> Artificial- .sequence . 

<220> ' - . ■.*'.. "; • : " • [ 

<223> A novel predicted alternative spliced variant protein product 
<400> 170 

Met Lys Leu Trn .Asp .val Val Ala. Val Cys Leu Val Leu Leu His Thr 

1 ■ 5- : " .10 15 

Ala Ser Ala- Phe" Pro Leu Pro Ala Gly Lys Arg Pro Pro Glu Ala Pro 

*20' ' : : 25 30 

Ala Glu- Asp* Arg- Ser 5 :Leu -Gly Ar§- Arg Arg Ala Pro Phe Ala Leu Ser 



Ser Asp 
50 



<2io> a.71: ■ . : 

<2ii> "341- V ■ r- y ;! ; . ..*'>;. \ 

<2 12 > prt ' ' : -*. . - [ i' l V ; " • 

<213> Artificial;. _ sequence ' ' ; 

<220> -V' ;.*v :**::". . ■ 

"<223> A novel* predicted, alternative spliced variant protein product 

<4oo> 171 - ,,.y " ■ : ' 

Met Arg Pro His/ Leu- Ser Pro Pro Leu Gin Gin Leu Leu Leu Pro Val 

1 - :-".*5> T '. .10" - 15 



Leu Leu Ala 



. Cys Ala-.Ala His Ser- Thr .Gly Ala Leu Pro Arg Leu Cys 

.* 2u"\ ' v ^ : .!•' •"." " .** "25 . • . , 3*0 
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Asp Val Leu pin" Val Leii Trp- Glu Glu Gin Asp Gin Cys Leu Gin Glu 

35 . ' 40" 45 



Leu Ser Arg Q1\l Gin Thr; Gly.Asp Leu Gly Thr Glu Gin Pro Val Pro 

5t > • V "*. . .55: . ' . . 60 



Gly Cys Glu Gly. Met . Trp Asp* Asn .lie Ser Cys Trp Pro Ser Ser Val 

65 ' :;..\-70 : . 75 80 

Pro Gly Arg Met Val* Giu Val G3.u Cys Pro Arg Phe Leu Arg Met Leu 

/ 85. V*; 90 95 

Thr Ser Arg Asri Gly :Ser Leu Phe Arg Asn Cys Thr Gin Asp Gly Trp 
- .100. v "-- / \. - : "*. '"_..* ■■ 105',.' no 

Ser Glu- Thr-; Phe-. Pro \^rg Pro Asn Leu Ala Cys Gly Val Asn Val Asn 

1X5 > - • V" "'" ; V .Ji\ 125 

Asp Ser Ser Asri " Glu; Xys Arg .Hisf Ser* Tyr Leu Leu Lys Leu Lys Val 
130 • " 13S 140 



Met Tyr Thr Val' Gly, Tyr.. Ser- Ser- Ser. Leu Val Met Leu Leu Val Ala 

145 v.' 150. \" r ','--' . 155 160 

Leu Gly Ile\Leu "Cys .'Ala. Phe Arg. Arg Leu His Cys Thr Arg Asn Tyr 

.-.165 .-J . " 170 175 



He His- Met H±s. Leu Phe Val Ser-.Phe lie Leu Arg Ala Leu Ser Asn 
.180 ' V.-»" 185 :■ 190 



Phe lie Lys Asp Ala' Val Leu .Phe Ser Ser- Asp Asp Val Thr Tyr Cys 
195' • . 200 - • • 205 



Asp Ala His' Arg Ala Gly Cys Lys Leu Vai Met Val Leu Phe Gin Tyr 
210 • 2*15' .220 



Cys lie" Met- Ala- Asri : : ; Tyr Ser Trp Leu Leu Val Glu Gly . Leu Tyr Leu 
225. "*^P- 235 240 

His Thr Leii Lett; Al^a/Xle Ser" Phe Phe . Ser Glu Arg Lys Tyr Leu Gin 

. •'•;2^5; ;*. 250 : 255 

Gly Phe ^l . ^^ B^&. Gly • Trp. Gly' S.er -Pro Ala lie Phe Val Ala Leu 

^ 260 ; '*••■;:. ..;/ r 265 270 

Trp Ala /lie .Ala-'Ar^His .Pile L$u Glu Asp Val Gly Cys Trp Asp lie 

/27S: .:...^V.;V : ^- * "V2&0".. 285 



■Asn Ala Asn- iOaviSer ilev/.T^.Trp; lie' lie Arg Gly Pro Val He Leu 

290. . . '.• -2 95- •/>.- . ./ 300 



Ser lie: Leu Ala Pro - Gly Gin VaT His S$r Pro Ala Asp Pro Pro Leu 
.305 ■ *-V - : r - 310 / : ' « ' -315 320 



Trp His ' Pro Leu ' 'His .- Arg Leu . Arg Leu Leu Pro Arg Gly Arg Tyr Gly 
* V' 3 * 5 '" iv: •- '3*30 335 
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Asp Pro Aid Vail Pile: 
: 340 



<210> 172 

<211> 0.36 *.-"-• 

<212> PRT 

<213> Artificial sequence 
<220> 

. <223> A -novel predicted alternative spliced variant protein product 

<400> 172 

Met Ser Lys Ser Leu. Lys Lys Leu .Val Glu Glu Ser Arg Glu Lys Asn 
1 ... 5 10 15 



Gin ProGluVai' Asp Met Ser Asp Arg. Gly He Ser Asn Met Leu Asp 

20 ;•.*.. 25 . . ' 30 

Val Asn Giy : .Leu P^e- Thr. "Leu- Ser His He Thr Gin Leu Val Leu Ser 
35 . .. '. '* 7 .40' ' 45 



His Asn Lys Leii iiir- Met Val "Pro Pro Asn He Ala Glu Leu Lys Asn 

so- . , v ' -..'"*"".' 60 

• Leu Glu Vai Leu'.'Asn Phe Pne, Asn" Asn Gin He Glu Glu Leu Pro Thr 
65 f .70.... 75 80 

Gin lie Ser. Ser] Leu - Gin Lys Leu" Lys His Leu Asn Leu Gly Met Asn 

' - •-■ '• "'85- ' . . " V'.V \ ' ■ '90 95 



Arg Leu Asn .Thr Leu Pro Arg . Gly Phe Gly Ser Leu Pro Ala Leu Glu 
100 * - - ; .'3.05 *•'■ 110 



Val Leu Asp Leii . Thr Tyr Ash Asn .Leu Ser Glu Asn Ser Leu Pro Gly 
"US . , .i20 . 125 



Asn Phe* Phe Tyr Leu". Thr Gin Pro: 
130; /V 135/ 



•<2io> \i73" ■ • ' 

<2i2> \prt;. : . .y* .*■ 

<213> • Artificial '-ff^quence - C '. 

<220> • . ' *; '.y.'£ ■ 

<223> A noyel:! p^eq^cted. *alternative : spliced variant protein product 
<4oo> lii' "' V*r. ■ y'^'-''-" ' ' • /* 

Met Asn C^s/Arg/G%u ; 'tieu Pi-or. L£U Thr' Leu Trp Val Leu He Ser Val ' 

i > "?. V V.?' ••; ' .io is 

Ser Thr* Ala :Glu, ..Ser '..Cys Thr. Ser" Arg Pro His He Thr Val Val Glu 

V \';2o/; ; .-25 .'" -30 

Gly Glu Pro .Phe- -Tyr 'Leu, Lys • Hi's .Cys Ser Cys Ser Leu Ala His Glu 



.He Glu .Thr. TKfc Thr.* Lys Ser. Trp Tyr Lys- ser Ser Gly Ser Gin Glu 

50. • •: - t :.\..y \ > -55- '. . • ' ' - . 60 



His Val' Glu Leu -Asn '-Pro Arg Ser Ser Ser Arg He Ala' Leu His Asp 
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65 7tt '« 75 80 



Cys Val. Leu Glu Phe* Trp- Pro Val Glu Leu Asn Asp Thr Gly Ser Tyr 

. 85 ." 90 " 95 



Phe Pile Gin - Met . Lys Asn Tyr Thr. Gin Lys Trp Lys Leu Asn Val lie 
100 • 105 110 



Arg Arg Asn Lys' His' Ser Cys Phe Thr .Glu Arg Gin Val Thr Ser Lys 
IIS ' 120 125 



He Val Glu Val - Lys - Lys Phe Phe Gin lie Thr Cys Glu Asn Ser Tyr 
130 • 135 140 



Tyr Gin Thr Leu Val* Asn Ser Thr Ser Leu Tyr Lys Asn Cys Lys Lys 
145 150 155 " 160 



Leu Leu Leu "Glu- Asii : Ash Lys Asn Pro Thr He Lys Lys Asn Ala Glu 
165^ 170 175 



Phe Glu Asp Gli* Gl^/Tyr Tyr Ser Cys .Val His. Phe Leu His His Asn 
18Q\ V.. 185 • 190 



Gly Lys. Leu -Phe, Ash.. lie Thr Lys* Thr, Phe Asn He Thr He Val Glu 
195:'- "•"•200 205 



Asp Arg Ser Ash^ lie. Val Pro Val. Leu Leu Gly Pro Lys Leu Asn His 
210 215 '. 220 



Val Ala Val Glu Leu. Gly "Lys . Asn;. Val Arg Leu Asn Cys Ser Ala Leu 
225 - . ' 230 235 240 



Leu Asn Glu -Glu Asp Val He Tyr Trp Met Phe Gly Glu Glu Asn Gly 
'.'•245 250 255 



Ser Asp Pro Asn 'He pis Glu Glu Lys glu Met Arg lie Met Thr Pro 
- 260. •;* .'. 265 ' 270 



Glu Gly Lys. Trp' His : : Ala Ser Lys. Val Leu Arg lie Glu Asn He Gly 

,275... ^VVs-.J; ".' ■ 280 285 

Glu Ser Asri^LeU: AsA- Val .Leu Tyx Asn Cys Thr Val Ala Ser Thr Gly 

290 " • - \ ;..-V $95; \ 300 



.Gly Thr Asp. Thr -Lys- S.'er Phe* lie Leu Val Arg Lys Ala Asp Met Ala 
.305 :./V3i;.0 ■ - 315 320 



Asp He* Pro Gly His'-'Val .Phe" Thr Arg Gly Met He He Ala Val Leu 

:*'.V3>'$ : v \* 1- \: . . y. : .330 - 335 

He Leu Val 'iAia '.Vai' Val . Cys . Ljeii" Val Thr Val Cys Val He Tyr Arg 

• '340.*,;'; x " ">.*' V - v :345 V "-. ' ' 350 

Val- Asp Leu '.yal ' Leji pW: Tyr Arg".His Leu Thr Arg Arg Asp Glu Thr 

355* V : - ;•/; •'•. ".360. . 365 

Leu Thr Ala Val Val-.' Asp Glu lie His ' Ser Leu He Glu Lys Ser Arg 
370. ' : 375 380 
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Arg Leu lie* lie Veil Leu Ser : -Lys Ser Tyr Met Ser Asn Glu Val Arg 
385 "390 . ./ 395 400 

Tyr Glu. Leu Glu Ser" Gly Leu His Glu Ala Leu Val Glu Arg Lys He 
. . " 405 410 415 

Lys He He Leu lie. Glu Phe* -Thr Pro Val Thr Asp Phe Thr Phe Leu 
420. ;' : 425-. 430 

Pro Gin Ser Leu Lys Leu Leu. Lys -Ser His Arg Val Leu Lys Trp Lys 
435 ' * . ' • t - 44-0 ** 445 

. Ala Asp Lys- Ser Leu- Ser Tyr- Asn .Ser Arg Phe Trp Lys Asn Leu Leu 
450 455 460 . 

Tyr Leu Met Pro Ala Lys Tnr Val Lys. Pro Gly Arg Asp Glu Pro Glu 
465 .470 "475 480 

Val; Leu Pro Val. Leu Ser Glii sir 

<210> 174. ."•.'>;.•' : *' "\" .* 
<211> '27.0 , • * . ': 

<212> PRT " " • ' ■ ■ , v ' r - 
<213> . Art if icial*" sequence ' 

<22o> / i « . - 

<223> A novel .predicted" alternative spliced variant protein product 
<400> 174. 

Met His Tyr Cys -Val Leu Ser Ala Phe Leu He Leu His Leu Val Thr 

1 ''S*i " * ': .10 15 

Val Ala Leu Ser Leu Ser Thr Cys Ser Thr Leu Asp Met Asp Gin Phe 
20 • 25 30 

Met Arg Lys Arg lie"; Glu Ala He. Arg Gly Gin He Leu Ser Lys Leu 

35. - ' . 40 45 

Lys Leu Thr Ser. Pro' -pro Glu Asp Tyr Pro Glu Pro Glu Glu Val Pro 

Pro Glu Vai.:tie!: Set 'ile Tyr A^n. Ser. Thr Arg Asp Leu Leu Gin Glu 

65 ' " •> ' ; :*.V.'70-. . V.v .75 80 

Lys Ala Ser. Ar : g^A^. .Ala..Ala".Xla Cys blu Arg Glu Arg Ser Asp Glu 

; - 85:-:.; ' [ \. 90 95 

• *.*"' .-■ '. , " * ' '■""**." -• • - *' 
• Glu Tyr Tyr': ATa Lys .Glu Val- tyr Lys lie Asp Met Pro Pro Phe Phe " 
" ipp -V ••■ 105- • • * no 

Pro Ser Glu Asn., Ala lie Pro Pro Thr. Phe Tyr Arg Pro Tyr Phe Arg 

.lis' ' "•; : - ' " * , 120 •■' 125 

He Val .Arg '.Phe Asp Val* Ser- Ala Met .Glu .Lys Asn Ala Ser Asn Leu 

i3o .1,35 ■ *;• / 140 



.Val Lys Ala Glu Phe.' Arg Val- Phe Arg Leu* Gin Asn Pro Lys Ala Arg 
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145 : isO ■'" 155 160 

Val Pro Glu Gln^Arg.Ile Glu .Leui Tyr Gin He Leu Lys Ser Lys Asp 
. 165 . ■" - 170 ~ 175 

Leu Thr Ser Pro Thr- Gln Arg -Tyr He Asp Ser Lys Val Val Lys Thr 
180 - 185 190 

Arg Ala Glu Gly Glu Trp Leu Ser. Phe Asp Val Thr Asp Ala Val His 

. ! 195 .. • ..'.*"'. 500 . 205 

Glu. Trp Leu His" His Lys . Asp Arg .Asn Leu Gly phe Lys He Ser Leu 
210 . ■ . * 215' ■ 220 ' 

His Cya Pro Cys Cys' Thr Phe Val Pro Ser Asn Asn Tyr He He Pro 
225 230 . 235 " 240 

Asn Lys Ser Glu Glu Leu Glu Ala Arg Phe Ala Glu Met Cys Arg He 
. 245 . 250 255 

lie Ala Ala Tyr Vai..;Hds Phe Tfer Leu He Ser Arg Gly He 

:26b ■ .". . '.; .265 . 270 

<210> 175 ■ "' \C- " -V :i '. 

<211> 2050 . 

<212> PRT. • • 

<213> Artificial^, sequence 

<220> . : : ' .." 

<223> A novel predicted alternative spliced variant protein product 

• <400> 175 * . v , 

Met Phe Asn Leu Met Lys Lys Asp Lys Asp Lys Asp Gly Gly Arg Lys 

1 ' 5 ' '/ \ .10 " 15 

Glu Lys Lys. Glu Lys. Lys Glu Lys Lys Glu Arg Met Ser Ala Ala Glu 

' 20.' . 25 ' 30 

Leu Arg Ser. Leu Glu; Glu Met Ser Leu Arg Arg Gly Phe Phe Asn Leu 

35 ■' '• . 40 " * 45 

Asn .Arg. S.er . Ser .Lys Arg Glu Ser Lys Thr Arg Leu Glu He Ser Asn 

50 , ... \V-'-''v 55' t 60 

* Pro. He Pro' lie' Lys. Val' Ala Ser Gly Ser Asp Leu His Leu Thr Asp ' 

65 " V 7.0 •,/*'-. 75 '80 « 

He Asp Ser Asp! 'Sei'.As'n Arg . Gly Ser Val lie- Leu Asp Ser Gly His' 

■ . • ' - /':'B$y'':': -l ' \90- '■ 95 

Leu Ser -TW-.'Aiav Ser';.' Ser '.Ser Asp Asp .Ij'eu Lys Gly Glu Glu Gly Ser 

. .\-£oq : . • v .r. ;•• 105 - - 110 

Phe Arg Gly Ser* val. Leu Gin Arg Ala Ala Lys Phe Gly Ser Leu Ala 

' 115.'- " ' '. ."'120 • " ";. 125 

Lys Gin Asn. Ser' -G^Lii .Met' Tie- Val - Lys Arg Phe Ser Phe Ser Gin Arg 

130 ". -\ ^"""U" •■135**.' /; * ' ' 140 
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Ser Arg Asp Gin Ser Ala Ser Glu- Thar- Ser Thr Pro Ser Glu His Ser 
145 . .**.±50 155 160 



Ala Ala Pro Ser Pro "Gin Val Glu Val Arg Thr Leu Glu Gly Gin Leu 
1.65 . . ■ i • ^.70 175 



Val Gin His -Pro Gly . Pro Gly* He Pro Arg Pro Gly His Arg Ser Arg 

180 \ ',- '•' 185 " 190 

*•■•.'*• " . ■ * 

Ala Pro Glu Leu Val -Thr Lys Lys Phe Pro Val Asp Leu Arg Leu Pro 
.195 ' " '.2.00* 205 



Pro Val Val Pro. Leii Pro Pro Pro Thr* :Leu Arg Glu Leu Glu Leu Gin 
210 215 220 



Arg Arg Pro* Thr Gly. Asp Phe Gly Phe Ser Leu Arg Arg Thr Thr Met 
225 ...230 ' 235 240 

Leu Asp Arg Gly- Pro' Glu Gly Gin Ala Cys Arg Arg Val Val His Phe 

• c ; 245. V - . . 250 . . 255 

Ala Glu Pro. Gly Ala". Giy Thr. Lys Asp Leu Ala Leu Gly Leu Val Pro 

..260' - 265 • 270 



Gly Asp Arg lieu Val*. Glu lie ASn ; Gly His Asn Val Glu Ser Lys Ser 
275 • ' 2'9P ■• 285 

Arg Asp Glu He Val-. Glu Met' lie. Arg -G^n Ser Gly Asp Ser Val Arg 
290" . 295 -\ 300 



Leu Lys - Val Gin Pro*. He Pro Gju Leu Ser Glu Leu Ser Arg Ser Trp 

305 *:.:.■ 310 1 ' 315 320 



Leu Arg Ser. Gly Giu Gly Pro . Arg Arg- .Glu Pro Ser Asp Ala Lys Thr 

325 \ \ ■-• " 33 0 335 

Glu Glu Gin lie Ala Ala Giu^ Glu Ala Trp Asn Glu Thr Glu Lys Val 

340 * • \. : 345 ' 350 



Trp Leu Val His - Arg Asp Gly Phe Ser Leu Ala Ser .Gin Leu Lys Ser 

355 • ■"•■«." ■; ■ 360- . -365 



Glu Glu Leu. Ash/Leu:Pro Glu. Gly Lys Vail Arg Val Lys Leu Asp His 

37D • 375. ' ' '' .380 



Asp Gly- Ala'/lle. Le^L: Asp Val- Asp Glu ' Asp- Asp Val Glu Lys Ala Asn 

385 • .- y\ '\:. : :y. }3.p0 ,v? " " . 395- . 400 

Ala Pro' Ser C"ys. Asg- £rg Leu. .Glu Asp Leii Ala Ser Leu Val Tyr Leu 

. *' :*". 4«5V: ; % . 410* 415* 

Asn Glu Ser Ser; Vai •L.eu. -HiSrTlir.i Leu Arg Gin Arg Tyr Gly Ala Ser 
420 . ' : . .425 430 



Leu Leu His Thr". Tyr .'Ala Gly Pro, Ser Leu I*.eu Val Leu Gly Pro- Arg 

.435: ; -A •■'v . " ' " '^O v ••;'•' • 445 

Gly Ala Pro Ala.. Val- 'Tj^r Ser Glu 'Lys ' Val Met His Met Phe Lys Gly 
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- 450 . 455 * 460 

Cys Arg Arg Glu Asp Met Ala Pr,6 His lie Tyr Ala Val Ala Gin Thr 
465 " ' . 4'70 **.? • 475 480 

Ala Tyr Arg-Ala' Wet- 'Leu Met - Ser - Arg Gin Asp Gin Ser lie He Leu 
485." • .490 495 



Leu Gly. Ser Ser Gly "Ser .Gly Lys "Thr "Thr Ser Cys Gin His Leu Val 

500;- >.. ' . / SOS 510 



Gin Tyr Leu Ala Thr »He Ala. Gly* lie Ser Gly Asn Lys Val Phe Ser 
515 520.:' 525 

Val Glu Lys Trp Gin Ala; 'Leu T^r Thr Leu Leu Glu Ala Phe Gly Asn 
530 V>. 53S. - 540 

Ser Pro Thr He. He . Asn Gly'Asn;Ala Thr Arg Phe Ser Gin He Leu 
545 -550 555 560 

Ser- Leu Asp Phe Asp.. Gin Ala Gly .Gin Val Ala Ser Ala Ser He Gin 
• : 5f5... V .57.0 ' 575 

Thr Met Leu .Leu Glu, Lys" Le^ Arg Val Ala Arg Arg Pro Ala Ser Glu 

••'580 y^.y % \S "585' .' . 590 

Ala Thr Phe. Asn Vai ; Phe Tyr Tyr Leu lieu Ala Cys Gly Asp Gly Thr 
' 595 * : . 600; 605 

Leu Arg Thr Glu' Leu- His Leu, Asn His Leu Ala Glu Asn Asn Val Phe 
610 615;.* 620 

Gly He Val . Pro Leu. Ala Lys .Pro Clu Giu Lys Gin Lys Ala Ala Gin 
625 - V30 • ; • • 635 640 

Gin Phe Ser Lys Leu;- Gin' Ala Ala 'Met Lys Val Leu Gly He Ser Pro 

. * \645. V."-' '650' 655 



Asp Glu Gin Lys' Ala-. Cys. Trp. Phe .lie Leu Ala Ala He Tyr His Leu 
660. , ;/. ; ■' V.' 66-5. ' 670 

Gly Ala Ala' Gly Aaa;'; Thr Lys ' Ala Gly -Arg Lys Gin Phe- Ala Arg His 
675- • • .680 . 685 

Glu Trp Ala'.Gln; i#s 'JiXa A^a./Tyr * Leu- i'eu Gly Cys Ser Leu Glu Glu 

■690' . //^yV/i/695 " ; \ ■ . ■ 700 

Leu Ser ServAla: ile; : «E?he Ly> His Gin' His Lys- Gly Gly Thr Leu Gin 

705 / -^710 ■ ./..• .715 720 

Arg Ser/TW'se*. Ph'eV_Arg Gin : Giy >ro Glu Glu Ser Gly Leu Gly Asp 

. . ; - -tj 725:\.'X. v-.-c . ?30 735 

Gly Thr Gly Ptq Lys ',' Leu. Ser Ala .Leu Giu Cys Leu Glu Gly Met Ala 
. ' * ' / 740; \ V ' . f-;'' '.:0\'"745 * : • .' 750 ' 

Ala Gly' Leu :Tyr* .'Ser -Glu Leu Phe%Thr Leu Leu Val Ser Leu Val Asn 

.^755-. . V.» . \7'eo': . . • >'.' - 765 
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Arg Ala Iieu Lys. Ser;'.Ser Glh His Ser lieu Cys Sear Met Met lie Val 

• 770 . ". 775 . 780 



Asp Thr Pro Gly- PfceVGln Asn Pro Glu Gin. Gly Gly Ser Ala Arg Gly 

785 ' ( ! - "' 790 795 800 

Ala Ser Phe.Glii Glu Leu Cys His Asn Tyr Thr Gin Asp Arg Leu Gin 

'"./805-..- : . 810 815 



Arg Leu. Phe His, Glu Arg Thr Pfce. Val Gin Glu Leu Glu Arg Tyr Lys 
.,820 . 825 ■ 830 

Glu Glu Asn lie. Glu Leu, Ala . Phe Asp - Asp Leu Glu Pro Pro Thr Asp 

835 ': V • V-"- S ' .840 '- 845 

Asp Ser Val Ala Ala- Val Asp' Gin Ala Ser His Gin Ser Leu Val Arg 

850 : -. ■ .' t 855 . 860 



Ser Leu Ala Ar.£Thr". AS£> Glu . Ala Arg Gly Leu Leu Trp Leu Leu Glu 

865 ."870 •; '. ".875 680 



Glu Glu Ala Leu Val^Pro Gly Ala Ser Glu Asp Thr Leu Leu Glu Arg 

'I.: 8J8.5;'.".. ' 890 895 



Leu Phe Ser [Tyr T^r .Gly Pro ; Gin Glu. Gly' Asp Lys Lys Gly Gin Ser 

- 900 ;«*..' . SOS 910 



Pro Leu Leu f His\Ser. Ser Lys. Pro. His His Phe Leu Leu Gly His Ser 
. : 915* '" : 920.- ' ' 925 

His Gly Thr Asn Trp . Val- Glu : Tyr" Asn- Val Thr Gly Trp Leu Asn Tyr 

930/ ; - "}■;•'. 935 940 

Thr Lys Gin '.Asn- Pro Ala Thr- Gin Ash A±a Pro Arg Leu Leu Gin Asp 

945 ' 950 ;"./„ ?. ' 95S 960 

Ser Gin Lys Lys- Tie" Ser Asn Leu Phe Leu Gly Arg Ala Gly Ser 

! /,965 .'■"•■:■ - -970 975 



Ala Thr Val. Leu Ser .Gly Ser lie Ala ' Gly Leu Glu Gly Gly Ser Gin 

'980- . r •• .. 985 " 990 

Leu Ala. Leu. Arg. Arg Ala Thr Ser Met Arg Lys' Thr Phe Thr Thr Gly 

995 . ... ' ;'. - ; " 1000 1005 

' Met Ala . Ala- Yal\L£s^ys/.Lys ! Ser Leu . Cys I.le Gin Met Lys Leu 

ioio . •'. '• '': '•.:' •.'•-. - ...iois; ;\ ' .1020 

..." •'. m . '. • ■ ■ 

Gin Val' Asp ^.Aia.Lieu ,.Xle H; Asp \r : Thr lie;- Lys Lys Ser Lys Leu His 

1025 . ■*■ .»:> •v'"{:V:' -7.1030:'.*. .1035 

Phe Val.:/His';'*<jyB .Ph^..I^u/P'rb.:j.yal Ala 'Glu Gly Trp Ala Gly Glu 

1040 . ■ /:;>'; ; .;y > .iifrsV 7 ., \- • ioso 

Pro Arg . Ser' AlavSjar-. filer' Arg'" : Arg VaV ser Ser Ser Ser Glu Leu 

• loss*.,':-' • : . .ibyd-:. ■• . 1065 
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Asp Leu Pro Ser Gly/Asp Mils' Cys Glu Ala Gly Leu Leu Gin Leu 
1070' ' 1075 1080 

Asp Val Pro. Leu Leu Arg Thr Gin Leu Arg Gly Ser Arg Leu Leu 
1085 " 1090, . 109S 



Asp Ala Met Arg .Met Tyr. Arg. . Gin Gly Tyr Pro Asp His Met Val 
1100 :110s.., * mo 



Phe Ser Glu Plie- Arg.. Arg Arg . Phe Asp Val Leu Ala Pro His Leu 
1115 ". " y-\ 1120 ■ \ H25 



Thr Lys Lys His Gly" Arg Asn Tyr .lie Val Val Asp Glu Arg Arg 
1130 • . \1135 . 1140 



Ala Val Glu- Glu . Leu . Leu Glu .-.Cys Leu Asp Leu Glu Lys Ser Ser 
.1145 .*"..- -M 50 .- H55 



Cys Cys Met Gly Leu. Ser Arg. . Val Phe Phe Arg Ala Gly Thr Leu 
1160 • ".. 1X6S 1170 



Ala Arg Leu Glu . Glu ;Gln Arg Asp Glu Gin Thr Ser Arg Asn Leu 
1175 " '; .1180/ 1185 



Thr Leu Phe Glh.Ala Ala. Cys, : Arg Gly. Tyr Leu Ala Arg Gin His 
" 1190 • ■ 1195 ' 1200 



Phe Lys Lys Arg .Lys; lie. G.in ". Asp Leu . Ala lie Arg Cys Val Gin 
1205 , ••'.v.- -iaiq:- • 1215 



Lys Asn. He Lys Lys:, Asn. Lys. Gly Val Lys Asp Trp Pro Trp Trp 
"'. 1220/ ' .r? /&2S\./ 1230 



Lys Leu Phe. Thr Thr- Val .Arg.; Pro Leu lie Glu Val Gin Leu Ser 
1235 " '/I i*240' . 1245 



Glu Glu Gin- He Arg; Asn Lys-. Asp Glu . Glu He Gin - Gin Leu Arg 
1250 • ' " 1.0' V 1255 1260 



Ser Lys Xeii Qlu. Lys ' Ala Glu • Lys Glu Arg Asn Glu Leu Arg Leu 
1265 ':..* .;••.•'", -1270 V 1275 



Asn Ser Asp Arg Leu-'Glu Ser Arg - He. Ser Glu Leu Thr Ser Glu 
1280 ..; ■ - .. ) • V.;.,'' . -.1285 1290 

Leu Thr Asp Glu Arg -Asn Thr . Gly Glu Ser Ala Ser Gin Leu Leu 
1295 \' " ; 13T00. ; ; .• 1305 



Asp- Ala Glu . Thr Ala- Glu..Arg : Leu Arg Ala Glu Lys Glu Met Lys. 
13i0 / > * ":' v 1315-VV . *' 1320 




Met Glu Met 'GltL V&VvMet '.Glu- '-.Aia Arg . Leu He Arg Ala Ala Glu 
1340 *' -* * . 5 1345 J; * 1350 
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Gly Glu Vail Asp .Asp Asp .Asp Ala Gly Gly Glu Trp Arg 
1360. 1365 



Leu Lys Tyr Glu- Arg Ala .Val Arg Glu. Val Asp Phe Thr Lys Lys 
137Q ' * 1375 ■ 1380 

Arg Leu Gin Gin Glu Phe Glu Asp Lys ' Leu Glu Val Glu Gin Gin 
1385- ..139Q/ 1395 

Asn Lys Arg ..Gin Leu Glu Arg. .Arg Leu Gly Asp Leu Gin Ala Asp 
1400 -'. 1405 1410 



Ser Glu Glu' Ser Gin Arg Ala lieu Gin - Gin Leu Lys Lys Lys Cys 
1415 1420 V" 1425 



Gin Arg, Leu - Thr Ala . Glu Leu . Glh Asp Thr Lys Leu His Leu Glu 
1430 .4435 1440 



Gly Gin Gin Val Arg .Asn .His -/Glu Leu Glu Lys Lys Gin Arg Arg 
1445. .1450 1455 



Phe Asp Ser Glu Leu '.Ser Gin .Ala His Glu Glu Ala Gin Arg Glu 
1460 * 1465 1470 



Lys Leu. Gin Arg Glu Lys Leu -Gin Arg Glu Lys Asp Met Leu Leu 
1475 " ' 1480 • 1485 

Ala Glu Ala Phe ;S.er L^u Lys - Gin Gin Leu Glu Glu Lys Asp Met 
1490 • .1495 1500 



Asp lie Ala Gly Phe .Thr :Gln : Lys Val Val Ser Leu Glu Ala Glu 
1505 - V 1510 /' 1515 

Leu Gin Asp lie is.er- Ser, Gin -• G_lu Ser 'Lys Asp Glu Ala Ser Leu 
1520 • 1525 : ' 1530 



Ala Lys. Val Lys Lys. Gin' Leu ;*Arg Asp" Leu Glu Ala Lys Val Lys 
1535. ■/ .. '154 Oft- . 1545 

Asp Gin Glu Glu Glu : Leix Asp" Glu. Gin- Ala Gly Thr Zle Gin Met 
1550 ' 1555': / *. 1560 



Leu Glu Gin Ala. L^s Leu. Arg. Leu Glu- Met Glu Met Glu Arg Met 
1565 • 1S70 - 1575 

Arg Gin Thr His iser VLysGlu Met Glu Ser Arg Asp Glu Glu Val 
1580 /' :/ ' : \' : .' 1585 1590 

.Glu Glu .Ala/ Arg' 6l£';SerJ Cys' /Gin Lys - Lys Leu Lys Gin Met Glu 

• 1595. ' / '/"v^f -: . -ispo * - ;.- 1665 

Val Gin ieu Glu s «iu ; Giu .Tyr ^Glu Asp . Lys Gin Lys Val Leu Arg 
1610 - ':~±C-. m * : y:.'l ;d615>,;.- . 1620 



Glu Lys . 'Arg Glu Leu'. Glu -Gly ./Lys Leu Ala Thr Leu Ser Asp Gin 
1625 . • ^ ,163a/ / ' 1635 

•Val Asn. Arg!;. Arg Asp/;Phe. Glu; -Ser .Glu.' Lys Arg Leu Arg Lys Asp 



Xle Asn 
1355 
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1640 1645 1650 



Leu Lys Arg Thr Lys Ala Leu . Leu Ala Asp Ala Gin Leu Met Leu 
1655 ' 1660 1665 



Asp His Leu Lys Asn Ser Ala. "Pro Ser Lys Arg Glu He Ala Gin 
1670 ' 1675' 1680 



Leu Lys Ash Gin Leu Glu -Glu,. Ser, Glu Phe Thr Cys Ala Ala Ala 
1685 ■ ' y '} 1690 ■" 1695' 



Val Lys Ala Arg Lys -Ala Met ..Glu Val Glu He Glu Asp Leu His 
1700 '.< 1705". ./ '* 1710 



Leu Gin -lie Asp AspMle Ala... .Lys Ala Lys Thr Ala Leu Glu Glu 
1715. 172d 1725 



Gin Leu Ser . Arg. Leu /.Gin Arg' Glu Lys' Asn Glu He Gin Asn Arg 
1730 V • 1735 . ,\ 1740 



Leu Glu Glu Asp Gin .Glu Asp Met Asn Glu -Leu Met Lys Lys His 
1745 .1750 ' 1755 



Lys Ala Ala Val Ala Gin Ala Ser Arg Asp Leu Ala Gin lie Asn 
1760 • -1765 - 17*70 



Asp Leu .Gin Ala' -Gin' 'Leu; Glu ■ Glu" Ala, Asn' Lys Glu Lys Gin Glu 
1775 ' ." ' \. 1780..' . 1785 



Leu Gin Glu" Lys Leu pin.- Ala Leu Gin. Ser Gin Val Glu Phe Leu 
1790 . '•'.-."'■/V 1795-/ 1800 

Glu Gin Ser Met -Val Asp . Lys ; Ser Leu Val Ser Arg Gin Glu Ala 
1805 : : - " .. : " ;i8l6*.- • 1815 



Lys lie Arg.'Glu- peu.'Glu ;Thr ."'Arg Leu Glu Phe Glu Arg Thr Gin 
1820 .1825/" 1830 



Val Lys ..Arg Leu Glu -Ser. Leu' " Ala Ser- Arg Leu Lys Glu Asn Met 
1835" . ..-■V s ' 184 0/ 1845 

Glu Lys. Xeu- Thr ; blu 'Glu Arg' " Asp Gin'. Arg He Ala Ala Glu Asn 
1850 yV . 'isSSV" I860 

Arg Glu- Lys Glu Gin .Asn. Lys Arg Leu Gin Arg Gin Leu Arg Asp 
1865 '.'-• '. 18-70. ■ 1875 



Thr Lys Glu Glu Met Gly Glu Leu Ala Arg. Lys' Glu Ala Glu Ala 
•1880- .1885 1890 

. Ser Arg' ■ Lys* Lys, Hi'^ - Glu Leu • Glu Met . Asp Leu Glu $er Leu Glu 
. 1895' ;.. i?00' : . . '* 1905 

Ala Ala. Asn *Gln 'Ser. Leu.G J^' '^Ala ■ Asp' Leu Lys Leu Ala Phe Lys' 

• 1910"'- . ' vr./;;.\h. : i9'%s(\. . * 1920- ' • 

Arg He' Oly-Asj? : Leu'-Gln AlV' -'Ala He. /Glu Asp Glu Met Glu Ser 
1925 ' ^>V'/:' : '?^ : -'v ' "'l^O^r' *. . 1935 
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Asp Glu Asn Glu Asp Leu lie • Asn Ser Leu Gin Asp Met Val Thr 
1940 1945 ■ 1950 

Lys Tyr Gin Lys Arg Lys . Asn Lys Leu Glu Gly Asp Ser Asp Val 
1955 %$60. . 1965 

Asp Ser Glu Leu .Glu ASp . Arjg - Val Asp Gly Val Lys Ser Trp Leu 
1970 . X97$ i 1980 



Ser Lys Asn Lys Gly -Pro ;Ser : Lys Ala Ala Ser Asp Asp Gly Ser 
1985 .1990 . 1995 



Leu Lys ■ Ser Ser Ser Pro. Ote . .. Ser Tyr 'Trp Lys Ser Leu Ala Pro 
2000 : .20057 2010 



Asp Arg Ser' Asp Asp, Glu His . -Asp Pro* Leu Asp Asn Thr Ser Arg 

2015'." ;*2620-. .2025 

Pro Arg Tyr. Ser" His 'Ser Tyr Xeu; Ser- Asp Ser Asp Thr Glu Ala 
2030 Vr*. "203.5" A ; V 2040 



Lys Leu Thr Glu Thr Asn Ala ' 

2045 ; : ; : : 20"5o : -: 



<210> 176 

<211> 2014 •.■*■«.•; 

<212> PRT 

<213> Artificial ' sequence . 
<220> ' v .- '" • " •: "' . 

<223> A novel, predic ted- alternative .spliced variant protein product 

<400> 176 ; - '•; *. ; 

Met Phe Asn Leu Met," Lys Lys A/pp Lys Asp Lys - Asp Gly Gly Arg Lys 

i .. : s* :.■ \ J'.- -10' " 15 

Glu Lys Lys Gin *Lys\ Lys Glu Lf& Lys Glu Arg Met Ser Ala Ala Glu 

•20 / • ;: r v V. ..;V'; . / : ; ..25 30 

Leu Arg . Ser Leu G*iu. Glu Met Ser- Leu Arg Arg Gly Phe Phe Asn Leu 

■ 35-' *; •'•AO.',.* ' ' - 45 

Asn Arg Ser Ser -Lys jirg' Glu Ser -Lys -Thr Arg Leu Glu He Ser Asn 

50 • ■;■ • -' V* v 55-; . * *• ■ . 6Q - 



Pro He Pro II© Lys .Val Ala Ser .Gly Ser. Asp Leu His Leu Thr Asp 

65 .>'r.7b- V r * 4 " v =- * 75 80 



He Asp Ser Asp; Ser;- Asn Arg Gly : Ser -.Val He Leu Asp Ser Gly His 

*;• 85; V : *; 90- ' . * . " 95 

. Leu Ser Thr". Ala ££r'Ser Ser..A^p / Asp- .Leu Lys . Gly -Glu Glu Gly Ser 

■.*■ ".. :'ipoJ ; : .;V 105 V.:- ' 110 

Phe Arg GlyOser •ivai* : iLeu Grn Ar^ -Ala' Ala Xys Phe Gly Ser Leu Ala 
Lys Gin Asn 'Ser. Gin Met lie Val* 'Lys Arg Phe Ser Phe Ser Gin Arg 
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130 135 140 



Ser Arg Asp. Glu Ser, Ala S'er Glu Thr Ser Thr Pro Ser Glu His Ser 
145 •" i-SO ' • 155 160 



Ala Ala Pro Ser Pro Gin Val Glu Val Arg Thr Leu Glu Gly Gin Leu 
4 165 i70 175 



Val Gin His Pro Gly. Pro GlyVlie Pro Arg Pro Gly His Arg Ser Arg 
. 18.0 : . 185 . .". 190 

Ala Pro Glu Leu. Val. Thr Lys LyW'Phe Pro Val Asp Leu Arg Leu Pro 

135 "V 'V;« ' : : 2.00 .y 205. 



Pro Val Val Pro Leu. Pro Pro pro. Thr Leu Arg Glu Leu Glu Leu Gin 

210.. - V • 215> " 220 



Arg Arg Pro Thr .Glyj-Asp Phe .qly :Phe Ser Leu Arg Arg Thr Thr Met 

225 • 230 : • ' • / 235 240 



Leu Asp Arg Gly .'Pro Glu Gly. Gin - Ala Gys Arg Arg' Val Val His Phe 

/-.2^5..-:" ■ 25b- 255 

Ala Glu Pro Gly- Ala Gly Thr Lys Asp Leu Ala Leu Gly Leu Val Pro 
260 265 270 



Gly Asp Arg Leu Val- Glu lie Asn " Gly His Asn Val Glu Ser Lys Ser 
275 280. "285 



Arg Asp Glu He Val Glu Met lie Arg Gin Ser Gly Asp Ser Val Arg 
290 ' v"V .• .295 : ; . 300 . 



Leu' Lys Val; Gin; Pro ..lie Pro Glu Leu Ser. Glu Leu Ser Arg Ser Trp 
305 ?i° • 'V \ 315 320 



Leu Arg Ser Gly^ GluV.Gly* Pro Arg Arg. Glu Pro Ser Asp Ala Lys Thr 

■-. \'32B/..., /- 330- " 335 

Glu Glu Gin lie- Ala ; Ala G.iu' : Glu. Ala Trp Asn Glu .Thr Glu Lys Val 
34.6'. . • ] 345 350 

Trp Leu VaiV His - A^ 'Asp Gly Phe Ser Leu Ala Ser Gin Leu Lys* Ser 

355 "i - ;X yy 'y'-?'^f\ • 365 

Glu Glu Leu Ash, Leu Pro* Glu '.Gly Lys . Val Arg Val Lys Leu Asp His 
370 ■ • : 3'7S \ ■ 380 . 



Asp Gly -Ala lie Leu Asp Val Asp Glu Asp Asp Val Glu Lys Ala Asn 
385 '.,.3;90 395 " 400 



Ala Pro Ser Cys Asp Arg LeU Glu Asp Leu Ala Ser Leu Val Tyr Leu 

•' 405 - ;;.' ' .410 ■ 415 



Asn Gl\i' Ser -Ser ValVlfeu .His Thr* Leu Arg' Gin Arg Tyr Gly Ala Ser 

. . ; Vi.^o. ^/:ivf; ',/•'*•;/• /*■ 425 430 

Leu Leu His '.Thr* /TyryAla .Gly % Prp :; Ser Leu .Leu Val- Leu Gly Pro Arg. 

^35 • /: &9 ' \. ' 445 
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Gly Ala Pro Ala- Val' Tyr- Ser- Glu Lys Val Met His Met Phe Lys Gly 
450 455 460 



Cys Arg Arg Glu Asp Met Ala Pro His He Tyr Ala Val Ala Gin Thr 
465 470 475 480 



Ala Tyr. Arg. Ala Met Leu Met Ser Arg Gin Asp Gin Ser He He Leu 

• ..-48.5 >. 490 495 



Leu. Gly Ser Ser Gly Ser Gly Lys Thr .Thr Ser Cys Gin His Leu Val 
500 ■ '■ 505 " 510 



Gin Tyr Leu Ala Thr- Vile Ala • Gly He Ser Gly Asn Lys Val Phe Ser 
515 520 525 



Val Glu Lys Trp '-Gin; -Ala .Leu Tyr Thr Leu Leu Glu Ala Phe Gly Asn 
530 '.' ' 535* 540 . 

Ser Pro .Thr lie' lie -Asn Gly Asn- Ala Thr Arg Phe Ser Gin He Leu 

545 -./.'"• " V . ,; " • ! ' V' ' 555 • .560 

Ser Leu Asp . Phe A$p; .Gln' Ala Gly Gin .Vai- Ala Ser Ala Ser He Gin 
565. V •; ' 570 575 



Thr Met Leu Leu- Glu 'Lys Leu Arg Val Ala Arg Arg Pro Ala Ser Glu 
580 ' 585 590 



Ala Thr Phe Asn. Val- Phe -Tyr Tyr. Leu Leu Ala Cys. Gly Asp Gly Thr 
595. 600 60S 



Leu Arg Thr Glu. Leu - His Leu Asn- His Leu Ala Glu Asn Asn Val Phe 

610 ' » ' ,-/•■-. 63.57*- 620 



Gly lie Val^Pro-iLeu'.^la -Lys/ Pro. Glu Glu Lys Gin Lys Ala Ala Gin 

625 . v.- 630 \? ? > /V. "*•" ". 635 640. 



Gin Phe S.er v Lys Leu -Gin Ala : Ala - Met Lys Val Leu Gly He Ser Pro 
, '-; 645v I* ,; . \ m /' ■-/■ . 6^0 655 

Asp Glu .Gin Lys. Ala ; Cys Trp ' .Phi ile Leu Ala Ala He Tyr His Leu 

• • ■ 660^/vV- ; .•:*:?*' '. 670 

Gly Ala Ala Gly Ala .Thr ■ Lys" - Glu 1 Ala Ala Glu Ala . Gly Arg Lys Gin 

675."' :V' :;< "680;-' 685 



Phe Ala Arg: His Glu Trp Ala. Gin Lys Ala Ala Tyr Leu Leu Gly Cys 

690 ■• ;.. 695. "... 700 



Ser Leii Glu; Glu , Leu --. Ser Ser Ala lie. Phe Lys His Gin His Lys Gly 
705 / 710 ' 715 • . 720 

Gly Thr Leu Gin Arg- Ser Thr- Ser -Phe. Arg Gin Gly Pro Glu Glu Ser 

Kiip']:'. j 4 730 . 735 

Gly. Leu' Giy Asp; Glyi'Thr. Gly Pro Lys ieu Ser Ala Leu Glu Cys Leu 
'. 7740. >^v ': \" '. 745* " .'. 750 
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Glu Gly- Met Ala 'Ala Gly. Leu. Tyr Ser '.Glu Leu Phe Thr Leu Leu Val 

755 . . . \ V: ". 760 . . 765 



Ser Leu Val Asn Arg Ala Leu % Lys Ser Ser Gin His Ser Leu Cys Ser 
770 775 ' 780 



Met Met lie Val, Asp Thr Pro Gly Phe Gin Asn Pro Glu Gin Gly Gly 
785 .7-90 795 800 



Ser Ala Arg Gly Ala Ser Phe Glu Glu Leu Cys His Asn Tyr Thr Gin 
\ 805* 810 815 



Asp Arg Leu. Gin' Arg! Leu Phe. His Glu Arg. Tnr Phe Val Gin Glu Leu 
' 820* . ' V:V _ ' : '7 825 ' 830 



Glu Arg Tyr" Lys Glu. 'Glu Asn' lie Glu. Leu Ala Phe Asp Asp Leu Glu 
835V • • ' . " , ? $4 0 * • 845 



Pro Pro Thr Asp' Asp Ser Val'. Ala Ala Val Asp Gin .Ala Ser His Gin 

850 !. . s 855"-'..: 860 



Ser Leu; Val. Arg* Ser '-Leu Ala* Arg Thr Asp Glu Ala Arg Gly Leu Leu 
865 . '870 " ; 875 880 



Trp Leu Leu "Glu .Glu, Glu : Ala '.Leu Val*. Pro Gly Ala Ser Glu Asp Thr 
885 . ';' .89.0 895 

Leu Leu Glu Arg Leu .Phe Ser T^r Tyr. Gly Pro Gin Glu Gly Asp Lys 
900- " • '905 . 910 



Lys Gly Gin Ser Pro Leu Leu His Ser Ser Lys Pro His His Phe Leu 

915 .... V • 920 925 

Leu Gly His •Ser/.His': Gly Thr. Asn Trp Val Glu Tyr Asn Val Thr Gly 
- 93 0 V: \ 935 ' 940 



Trp Leu. Asn Tyr. Thr V Lys Gin Asn Pro Ala Thr Gin Asn Ala Pro Arg 

945 ■' . V* 950 .. 95S 960 



Leu Leu Gin . Asp; Ser.-. Gin . Lys." Lys-- lie lie Ser Asn Leu Phe Leu Gly 

' ■• v; \ ;\. 9£5-y : ' ,; : * V? ' 370 ' 975 

Arg Ala Gly Ser- Ala. -'Thr Val - L eu Ser Gly Ser lie Ala Gly Leu Glu 
; ; 980' V-* '. ''.'* 985 • * ; 990 

Gly Gly Ser. Gin lieu Ala. Leu ..Arg.'* Arg Ala Thr Ser Met Arg Lys Thr 

995 ;.* ' 7 ;l, \ ;:\1000. • 1005 

Phe Thr. Thr Gly Met; Ala Ala ..Val Lys -Lys Lys Ser Leu Cys lie 
1010 ' * 1020 

Gin Met Lys Leu. Gin ' Val Asp Ala Leu JCle Asp Thr He Lys Lys 
1025 * M030 1035 



Ser Lys Leu-' Hi's .'phe • Val.' His . Cys Phe Leu Pro Val Ala Glu Gly 
10*40- • \ '1049* " 1050 
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• Trp Ala Gly Glu Pro Arg Ser ;Ala Ser' Ser Arg Arg Val Ser Ser 
• . 1055', 1060:-- 1065 



Ser Ser Glu -Leu Asp. Leu Pro .Ser Gly Asp His Cys Glu Ala Gly 
1070 1075 • 1080 



Leu Leu Gin Leu Asp Val Pro - Leu Leu Arg Tar Gin Leu Arg Gly 
1085 - 1090 1095 



Ser Arg." Leu .Leu Asp Ala -Met Arg Met Tyr Arg Glh Gly Tyr Pro 
1100 ■ 1105 1110 



Asp His Met Val Phe .Ser- Glu Phe Arg Arg Arg Phe Asp Val Leu 
1115 1120 ' 1125 



Ala Pro His - Leu Thr : Lys Lys His Gly , Arg Asn Tyr He Val Val 
1130 : ' 1135 " 1140 



Asp Glu Arg Arg Ala Val Glu ■'. J Glu Leu Leu Glu Cys Leu Asp Leu 
1145.* .:;■•":>" il'SO./ 1155 



Glu Lys Ser Ser - Cys -cys. Met ..Gly .Leii Ser Arg Val Phe Phe Arg 
1160- " 1165. 1170 



Ala Gly Thr ' Leu Ala . Arg. Leu . Glu Glu' Gin Arg Asp Glu Gin Thr 
1175 ;..li8'0 1185" 



Ser Arg ' Asn .Leu Thr' Leu phe. ' Glh Ala Ala Cys Arg Gly Tyr Leu 
1190 il95 . . 1200 



Ala Arg Gin His- Phe Lys Lys Arg Lys He Gin Asp Leu Ala He 
1205 1210 . 1215 



Arg -Cys Val Glh Lys -Asn lie Lys Lys Asn Lys Gly Val Lys Asp 

1220.* 122S i230 

• " I • *. < 

Trp Pro Trp Trp Lys.' Leu- Phe ' Thr Thr 'Val Arg Pro Leu lie Glu 

1235 ".•"-*;. *.• •■!" ■ M240 ' "■' 1245 



Val Gin Leu Ser: Glu; Glu. 'Gin. .-lie Arg. Asn Lys Asp Glu Glu He 
■ ' 1250 ;> v S V- : . '0*255/ .' . " 1260 

. Gin Gin ■ "Leu . Arg'- 'Ser- Lys- Le\i- -.'Glu Lys Ala Glu Lys Glu Arg Asn 
1265 " ■ : > '1270 ■ ,\ 1275 

Glu Leu - Arg Leu Ash'- .S.er Asp Arg Leu Glu Ser Arg Thr Gin Tyr 

i28.*o - ■• : " i2$s*:". • 1290 . 



Asp Ala Leu Lys Lys Gin Met ... Glu- Val Met Glu Met Glu Val Met 
1295 ■• *, -r "'. 1300. ' ,13 05 



Glu Ala Arg Leu lie Arg -Ala Ala Glu He Asn Gly Glu Val Asp 
1310 ..i3i5"' . 1320 



Asp Asp Asp Ala Gly" Gly "Glu .Trp Arg Leu Lys Tyr Glu Arg Ala 

1325 •' ■ - A"" : '' 1330' - 1335 



Val Arg Glu Val Asp Phe Thr.^Lys Lys Arg Leu Gin Gin Glu Phe 
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1340 " 1345 ' 1350 

Glu Asp. Lys. Leu Glu Val Glu .Gin Gin Asn Lys Arg Gin Leu Glu 

13SS 1360 ~ 1365 

Arg Arg Leu Gly . Asp Leu .Gin - Ala Asp Ser Glu Glu Ser Gin Arg 

1370. ' \"7" V.'. -1375^ • 1380 



-Ala Leu. . Gin Gin Leu Lys Lys -.Lys Cys Gin Arg Leu Thr Ala Glu 
1385 * 1390 - 1395 



Leu Gin Asp Thr- Lys : Leu His Leu Glu Gly Gin Gin Val Arg Asn 
1400 . 1.405 . 1410 



His Glu Leu. Glu Lys - : Lys. Gin Arg Arg- Phe Asp Ser Glu Leu Ser 
1415 > 7'; '1420 1425 



Gin Ala His -Glu Glu Ala .Gin, \ Arg. Glu Lys Leu Gin Arg Glu Lys 
. 1430 - '7 : >■ ■■/". •.3,435;." 1440 



Leu Gin- Arg Glu Lys^Asp • Met .."Leu Leu Ala Glu Ala Phe Ser Leu 
■ 1445 • .>.' ..V;-';.- ...1450;-..:. 1455 

Lys Gin Gin. Leu Glu" Glu Lys -/Asp Met Asp lie Ala Gly Phe Thr 
. 1460 . . , •' 1465:- 1470 



Gin Lys Val' Val " Ser /.Leu. Glu - Ala Glu" Leu Gin Asp He Ser Ser 
1475 * . -. ' 1480 " .. 1485 



Gin Glu Ser Lys Asp Glu Ala Ser Leu .Ala Lys Val Lys Lys Gin 
1490 1495'* 1500 



Leu Arg Asp Leu Glu Ala Lys Val Lys- Asp Gin Glu Glu Glu Leu 
1505 ' . \ '1510 ' 1515 . 



Asp Glu .Gin Ala -Gly. Thr. lie Gin Met, Leu Glu Gin Ala Lys Leu 
1520 * .'15*25 7 < 1530 



Arg Leu Glu*. Met Glu "Jtiefc.-Glu - Arg Met Arg Gin Thr His Ser Lys 
1535 ' .» -;'-7 • 1546V '.- 1545 



Glu Met Glu Ser .Arg Asp. Glu - Glu Val- Glu Glu Ala Arg Gin Ser 
1550 . '" .1555. 1560 

Cys Gin Lys 'Lys Leu' Lys .Gin " :Met Glu Val Gin Leu Glu Glu Glu 
1565 -1570..":"' 1575 



Tyr Glu; . Asp L^s 'Gin -Lys -Val-; '""■lieu 'Arg -Glu Lys. Arg Glu Leu Glu 
1580 - .. : . \" /. 1585"..'; • ;-' . 1590 



' Gly .Lys Leu Ala Thr -Leu Ser"* Asp Gin Val Asn Arg Arg Asp. Phe 

1595 ■'■ ;- ' 'xeoo'"' * ' 1605 



Glu Ser Glu Lys Arg 'Leu;. Arg 'uya Asp Leu Lys Arg Thr Lys Ala 
1610; - V •'•"">..'!; \ 1615. - ' 1620 



Leu Leu Ala Asp Ala : Gin Leu Met Leu Asp. His Leu Lys Asn Ser 
1625 • .- .1630 . 1635 
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Ala Pro Ser Lys Arg Glu lie . Ala Gin Leu Lys Asn Gin lieu Glu 
1640 1645 1650 



Glu Ser Glu Phe Thr Cys Ala Ala Ala Val Lys Ala Arg Lys Ala 
1655 . 1660 1665 



Met Glu Val Glu lie Glu Asp Leu His Leu Gin He Asp Asp He 
1670 .' 1675 1680 



Ala Lys Ala Lys Thr. Ala Leu Glu Glu- Gin Leu Ser Arg Leu Gin 
1685 .1690. ' * 1695 



Arg Glu Lys ' Asn Glu lie Gin Ash Arg Leu Glu Glu Asp Gin Glu 
1700 . 1705 i710 



Asp Met Asn Glu Len. Met Lys. Lys His Lys Ala Ala Val Ala Gin 
17i5 1720 1725 



Ala Ser Arg Asp Leu Ala Gin :..Ile Ash . Asp Leu Gin Ala Gin Leu 
1730 , 1735 ; " 1740 



Glu Glu Ala '.Ash Lys Glu Lys 'Gin Glu Leu Gin. Glu Lys Leu Gin 
1745 >■ 1750 1755 



Ala Leu Gin Ser Gjtn ..Val ,Glu Phe Leu qlu Gin Ser Met Val Asp 
1760 .1765.* / 1770 



Lys Ser Leu Val Ser Arg Gin Glu Ala Lys He Arg Glu Leu Glu 
.1775 ' 1780 .* ■ . 1785 



Thr Arg Leu. Glu Phe Glu Arg , Thr Gin Val Lys Arg Leu Glu Ser 
1790 1795^ 1800 



Leu Ala Ser Arg Leu Lys Glu Asn Met Glu Lys Leu Thr Glu Glu 
1805 1810 - 1815 



Arg Asp Gin Arg lie Ala Ala . -.Glu Asn Arg Glu Lys Glu Gin Asn 
1820 V. V .1825, \ . 183 0 . 

Lys Arg. -Leu ..Gin Arg -.Gin. Leu "/Arg Asp Thr Lys Glu Glu Met Gly 
1835' . ':i846j:'v" ..- 1845 

Qlu Leu . Ala Arg Lys ,.Glu .'Ala ' Glu Ala Ser Arg Lys Lys His Glu 
1850' . ■ \". . - -1855 %V . * I860 



Leu Glu Met Asp Leu- Glu' -Ser . Leu Glu- Ala Ala Asn Gin Ser Leu 
18tf5 187.0:'.'. 1875 



Gin Ala Asp. Leu Lys .Leu Ala, Phe Lys. .Arg He Gly • Asp Leu- Gin 
1880 - / .' "\'\ > 1895*. * 1890 

Ala Ala lie Glu. Asp Glu Met . Glu Ser! Asp Glu Asn Glu Asp Leu 
1895 ' ; - - .1900. ' **. : * 1905 



He Asn Ser Leu Glh/Asp Met ; val.- Thr. Lys Tyr Gin- Lys Arg Lys 
1910. c '• -1915 1920 
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Asn Lys Leu Giu Gly . Asp Ser Asp Val /Asp Ser Glu Leu Glu Asp 
1925 '•' 1930.'\ 1935 



Arg Val" Asp Gly Val Lys Ser: Trp Leu. Ser Lys Asn Lys Gly Pro 
1940 ' 1945 . 1950 



Ser Lys Ala Ala Ser Asp Asp; Gly Ser Leu Lys Ser Ser Ser Pro 
1955 1960. 1965 



Thr Ser Tyr Trp Lys Ser Leu Ala Pro Asp Arg Ser Asp Asp Glu 
1970 1975 1980 



His Asp Pro Leu Asp. Asn Thr Ser Arg" Pro Arg Tyr Ser His Ser 
1965 ' ' 1990 1995 



Tyr Leu Ser Asp. Ser Asp Thr Glu Ala Lys Leu Thr Glu Thr Asn" 
2000 • 2005^ ' 2010 



Ala . 



<210> ' 177 - .'• . . . 

. <2ii> 2016" ;, ■ v ' y 

<212> ERT . v . 7v.\ "• ' - -•»"■' 
<213> Artificial", sequence 

<220> 

<223> A novel predicted alternative spliced variant protein product 
<400> 177 

Met Phe Asn- Leu Met Lys i Lys ASp Lys Asp Lys Asp Gly Gly Arg Lys 

1 5 ■ : .10 . 15 



Glu Lys Lys Glu Lys -Lys Glu Lys Lys Glu Arg Met Ser Ala Ala Glu 

20\- , 25 '30 



Leu Arg .Ser. Leu Glu Glu Met Ser Leu Ar<j Arg Gly Phe Phe Asn Leu 

35 . .. 7 . - 40 : "45 

Asn Arg Ser. Ser Lys - Arg GUI Ser -Lys Thr Arg Leu Glu He Ser Asn 

50 /./• '55 • / f; 60 



Pro He* Prb>ilevLys:.Val Ala -Ser Gly Ser' Asp Leu His Leu Thr Asp 

65 v :;\.;: 'bo ■>•;;.,./*•" ..;75-' 80 

lie Asp Ser-ASp vSer i Asn 'Arg: -Gly;, Ser Val He Leu Asp Ser Gly . His 

''MB$'''}*r. : v "". V* 90; 95 



Leu Ser Thr Ala Ser .' S.er ' Ser- Asp' Asp Leu Lys Gly Glu Glu Gly Ser 
lop-. y. \ : . 105' • 110 . 



Phe Arg. Gly Ser Val Leu . Gin Arg> Ala Ala Lys Phe Gly Ser Leu Ala 
- 115. • ■'■ 120 125 



Lys Gin Ash- Ser Gin Met lie Val Lys Arg Phe Ser Phe Ser Gin Arg 

130 .. ' V- 7 ■:" 135'/ . 140 



Ser Arg Asp. Glu* Ser. Ala Ser Glu. Thr' Ser Thr Pro Ser Glu His Ser 
145 * i'50 155 160 
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Ala Ala Pro Ser Pro Gin VaX Glu Val Arg Tnr Leu Glu Gly Gin Leu 

■ r ■' 16.s; : - . ' - a-70 175 

Val Gin His Pro; Gly- Pro Giy He Pro Arg Pro Gly His Arg Ser Arg 
180 . 185 ' 190 



Ala Pro Glu Leu Val -Thr Lys Lys Phe Pro Val Asp Leu Arg Leu Pro 
195- ' ; ". . . 200 ; " 205 



Pro Val Val Pro, Leu .Pro Pro Pro Thr Leu Arg Glu Leu Glu Leu Gin 
210 ' 215 220 



Arg Arg Pro Thr Gly. Asp Phe Gly Phe Ser Leu Arg Arg Thr Thr Met 
225 ' : 230 ... 235 240 



Leu Asp Arg Giy..P.ro Glu Gly Gin Ala Cys Arg Arg Val Val His Phe 

: -24*5H ■ 250 255 



Ala- Glu Pro -Gly- Ala' J Gly Thr Lys - Asp. Leu Ala Leu Gly Leu Val Pro 

■ •' ■ . :*2 e o , • •• • • * - -V- V 2 - 65 * ■ 270 

Gly Asp Arg Leu': VaX : GlU lie A$h Gly His Asn Val Glu Ser Lys Ser 

275 . . r • ' V .: . 2 ?9 285 

Arg Asp Glu lie; yal Glu Met: lie Arg Gin Ser Gly Asp Ser Val Arg 

290 *29.5' .: : — : - 300 



Leu Lys Val Gin' -Pro .lie Pro Glu Leu Ser Glu Leu Ser Arg Ser Trp 

305 i : ip. .>./•';••; _ 315 320 

Leu Arg Ser Gly. Glu 'Gly- Pro Arg Arg- -Glu Pro Ser Asp Ala Lys Thr 

* - *3'25 • 330 • 335 



Glu Glu Gin He Ala- Ala Glu Glu Ala Trp Asn Glu Thr Glu Lys Val 

. 340 .\ 345 . 350 



Trp Leu. Val. His." Arg' "Asp Gly Phe' Ser Leu Ala Ser Gin Leu Lys Ser 
.355. f'-.. -360;' . 365 



Glu Glu. Leu.'. Asn Leu-/ Pro Glu 'Gly Lys Val- Arg Val Lys Leu Asp His 

370 .'• .7 *.^ :}J : y' "-375" \ 380 ■ 

Asp Gly -Ala' lie - Leu- Asp Va'^ Asp. .Glu Asp Asp Val Glu Lys Ala Asn 

385 --. '•.;•;„.- ! : . ' ' [ '395- 400' 

Ala Pro per Cysj Asjp;, Arg L^ii Giu. Asp.Leu Ala Ser Leu Val Tyr Leu 

Asn Glu. Ser. Ser Val:. Leu His. Thr .Leu Arg Gin Arg Tyr Gly Ala Ser 

'. 420' -vy. —V. ; : '-.425 430 



Leu Leu- His 'Thr T>^ Ala- jSly- Proper . lieu Leu Val Leu Gly Pro Arg 
435-' '; : '440- •: . 445 

Gly Ala Pro Ala/ Val Tyr Ser. Glu Lys vial Met His Met Phe Lys Gly 
450 : ' Vf" *5"5. *V 460 
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Cys Arg. Arg Glu Asp Met Ala Pro His lie Tyr Ala Val Ala Gin Thr 
465 . - 470 475 480 



Ala Tyr Arg Ala Met Leu Met Ser Arg Gin Asp Gin Ser lie lie Leu 
485 . 490 495 



Leu Gly- Ser , Ser Gly . .Ser Gly Lys Thr Thr Ser Cys Gin His Leu Val 
• - 500" 505 ' 510 



Gin Tyr Leu Ala .THr -. tie Ala Gly. /lie Ser Gly Asn Lys Val Phe Ser 
515 ':' 520 525- 



Val Glu Lys Trp Gln/Ala Leu Tyr Thr .Leu Leu Glu Ala Phe Gly Asn 
. 530 535 540 



Ser Pro Thr lie He . Asn Gly Asn Ala Thr Arg Phe Ser Gin He Leu 
545 •.. .550 " - 555 560 



Ser Leu Asp Phe Asp Gin Ala Gly Gin Val Ala Ser Ala Ser Xle Gin 

'565*. X ' 575 



Thr Met Leu Leu' Glu Lys Leii. Arg Val Ala Arg Arg Pro Ala Ser Glu 

5.8.0 .-\ 585 • 590 



Ala Thr.. Phe Asn Val Phe Tyr Tyr Leu Leu Ala Cys Gly Asp Gly Thr 
• 595' ■ " ..." Y ' 600 . . 605. 



Leu Arg Thr Glu" Leu. -His Leu Asn' His Leu Ala Glu Asn Asn Val Phe 

610 •'• .'J'/' : : . -615 . - 620 ■ 

Gly lie Val Pro, Leu- Ala Lys -.Pro Glu Glu Lys Gin Lys Ala Ala Gin 

625 .'• \ >*3L0 V 635 640 

Gin Phe Ser Lys ^ Leu- Gin Ala Ala Met Lys Val Leu Gly He Ser Pro 

•'• . : ' 650 655 

Asp Glu Gin. Lys Ala, Cys.. Trp', Phe -Tie . Leu Ala Ala He Tyr His Leu 

660 . «." ' :' '". .665 ' 670 



Gly Ala Ala ..Gly . Ala. Thr Lys Glu Ala Ala Glu Ala Gly Arg Lys - Gin 

; 675 v \ ; . ' ;-".'\680' : ' ■ \ ' ■ 685 

Phe .Ala Arg His- Glu Trp' Ala Gin Lys ; Ala Ala Tyr Leu Leu Gly Cys 

690 "■■ .;■ • -y''"' : 695 700 - 



Ser Leu "Glu* Glu . Leu. Ser Ser .Ala He- Phe Lys His Gin His Lys Gly 

705 ■ V* ' ": ; :-7io - . . 715 720 



Gly Thr Leu Glri Arg Ser Thr Ser Phe Arg Gin Gly Pro Glu Glu Ser 

; * 725;- ■"' 'I' 730 735 



Gly Leu' Gly. Asp. Gly lThr Gly Pro .Lys Leu Ser Ala Leu . Glu Cys Leu 

*. >;740;, '; V \U ']'%'' 745/'; ^ ' 750 

• Glu Gly- Met' Ala- 'AlaVisiy Letf Tyr" Ser Glu Leii Phe* Thr Leu Leu Val 
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Ser Leu Val Asn Arg'. Ala Leu Lys Ser Ser Gin His Ser Leu Cys Ser 
770 * 775 780 



Met Met lie Val. Asp Thr Pro Gly Phe Gin Asn Pro Glu Gin Gly Gly 
785 ■ '790 795 800 



Ser .Ala Arg Gly Ala Ser Phe Glu Glu Leu Cys His Asn Tyr Thr Gin 

.. : .80.5 • ".■ 810 815 



Asp. Arg lieu' Gin" Ar£- Leu Phe His Glu Arg Thr Phe Val Gin Glu Leu 

:\82Q : ■■" - v \ • 825 830 



Glu Arg- Tyr Lys. Glu; Glu Ash- lie Glu Leu Ala- Phe Asp Asp Leu Glu 
835'' ■. 840 "*■ 845 



Pro Pro Thr" Asp Asp-Ser Val Ala Ala Val Asp Gin Ala Ser His Gin 
850 85S: 860 



" Ser Leu' Vai Arg- ; Ser Leu Ala Arg 1 .Thr Asp Glu Ala Arg Gly Leu Leu 
86S 870 875 880 



Trp Leu 'Leu-Glu ;G5-U .Giu* Ala Leu -Val Pro Gly Ala Ser Glu Asp Thr 
* -; 885,. V 890 895 



Leu Leu Glu Arg Leu Phe Ser. Tyr Tyr Gly Pro Gin Glu Gly Asp Lys 
300 90S 910 



Lys Gly Glh Ser Pro'- Leu Leu His Ser -Ser- Lys Pro His. His Phe Leu 
915 : :' " 920* 925 



.Leu Gly His Ser His -Gly .Thr Asn- Trp Val Glu Tyr Asn Val Thr Gly 

- 930 .'; .*/ ".V. .335* ' 940 



Trp Leu Asn .Tyr \Thr' fcys -Gin Asn. Pro Ala Thr Gin Asn Ala Pro Arg 
945 ;.xy:-; y$S0 '• ■ • " ; . 95S 960. 

Leu Leu Gin-Asp"" Ser Gin Lys "Lys * lie lie Ser Asn Leu Phe Leu Gly 
' : ■ • , v 965- • . , ..' •. 970 975 



Arg Ala -Gly Ser. Ala'; Thr Val Leu Ser Gly Ser He Ala Gly Leu Glu 

• pap : ,;:V- \ : -985 ■' f . 990 

Gly Gly Ser ;Gin;L'eu. Ala "Leu"- Axg\. Arg; -Ala Thr Ser Met Arg Lys Thr 

' m \'99s." /\ .):\'. ;..i'Qoqr" 1005 

Phe' Thr -Thr - . Gly Met .' Ala Ala . ' Val Lys - Lys Lys Ser Leu Cys He 

101.0 • ; -1.6.15.... + 1020 



Gin Met -Lys Leu Gin Val Asp Ala . Leu-, lie Asp Thr He Lys Lys 
1025 1030 1035 ■ 



Ser Lys" I^u* His' Phe -Val .His ■*. Cys Phe Leu Pro Val Ala Glu Gly 

1040 •-. .- ';>V;. v~:^ ;l9 A ?'; * i° 50 

Trp; Ala ' .Gly. Glu • ^ro '^g 'Ser- "iila Ser ' Ser Arg Arg Val Ser Ser 
1055 \ -"3:060.,'" ' 1065 

Ser Ser . 'Glu 'L^^^^eu/^ro.-v Ser Gly. Asp His Cys Glu Ala Gly 
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Leu Leu Gin Leu Asp Val Pro .Leu Leu Arg Thr Gin Leu Arg Gly 
1085 1090 1095 . 



Ser Arg Leu Leu Asp Ala Met Arg Met ; Tyr Arg Gin Gly Tyr Pro 
1100 **' . .■ 1105 • lilO 



Asp His Met Val Phe. Ser Glu .Phe Arg Arg Arg Phe Asp Val Leu 
11-15 1120 v 1125 



Ala Pro His . Leu Thr Lys . Lys His Gly . Arg Asn Tyr 
1130 . ' - :13.35 V.. 1140 



Asp Glu Arg Ar^ Ala, Val Glu' ■ Glu Leu Leu Glu Cys 
1145 ' ■ / ' %iS0;' 1155 



Glu Lys Ser Ser- Cys.:Cys. Met Gly Leu Ser Arg Val 
1160 116.5.. 1170 



Ala Gly Thr Leu Ala Arg . Leu : x ; Glu Glu Glri Arg Asp 
1175 i.X80V ' 1185 



Ser .Arg Asn Leu Thr .Leu Phe Gin Ala Ala Cys Arg 
1190' ..-•*. \ 1195 1200 



Ala Arg Glh His Phe Lys . Lys 'Arg Lys lie Gin Asp Leu Ala He 
1205 * :.■ ' 1210. 1215 



Arg Cys Val Gin Lys "Asn lie Lys Lys. Asn Lys Gly Val Lys Asp 
1220 1225 / 1230 



• Trp Pro Trp' Tip; Lys * ieu.' Phe . Thr - Thr Val Arg Pro Leu lie Glu 
. . .1233 , : . ;1240 - 1245 



Val Gin Leu Ser- Glu Glu /Gin ..; lie - Arg. Asn Lys Asp Glu Glu lie 
1250 *' . 1255 1260 



Gin Gin . Leu. Arg Set.' Lys Leu '.Glu Lys ..Ala Glu Lys Glu Arg Asn 
• 1265 ' \ •■;!-. *' t v : . : \i2-70;. : '? 1275 



• Glu Leu.* Arg. Leu. Asn Ser- Asp:'/ Arg Leu Glu Ser Arjg He Ser Glu 
1280"- '- ]'/).- ••'{ ' .1*2$ 5 ' 1290 



Leu Thr.' Ser ' Glu Leu ^Thr Asp. 1* -Glu. Arg Asn Thr Gly Glu Ser Ala 
1295,, : "-'*. ■'■ .'1300-;. 1305 



Ser Gin Leu Leu Asp Ala.' Glu ; .Thr Ala* "Glu Arg Leu Arg Ala Glu 
1310 -'1315, 1320 



Lys Glu . Me£ Lys • Glu Leu -.Gin Thr Gin : Tyr Asp Ala Leu Lys Lys 
1325 " . ' ' . - . V.' 1.330 ' ' i335 • 



Gin Met Glu- vk ! l .^et} Glu; Met Vfllu Val; Met Glu Ala- Arg Leu He' 
1340-,- l-X;£ 11345 *./* • ' 1350 

."• :• "3": '.».*■ ' C>" . • ■ 

Arg Ala- Ala 1 Glu ile.- Asn Gly ...Glu Val -Asp Asp Asp Asp Ala Gly 
1355' 'v.'. . i' ;■-.,/ \;1360./'*..' • • ' 1365 



He Val Val 



Leu Asp Leu 



Phe Phe Arg 



Glu Gin Thr 



Gly Tyr Leu 
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Gly Glu Trp ■ Arg Leu" Lys . Tyr Glu Arg ' Ala Val Arg Glu Val Asp 
.1370 . ' *v . -.' s 1375. 1380 



Phe Thr Lys Lys Arg Leu Gin Gin Glu Phe Glu Asp .Lys Leu Glu 
1385 1390 1395 

Val Glu Gin Gin Asn -Lys Arg Gin Leu Glu Arg Arg Leu Gly Asp 
1400 ' 1405 1410 



Leu Gin .Ala Asp' Ser Glu Glu ;Ser Gin Arg Ala Leu Gin Gin Leu 
1415- i-420 * 1425 



Lys Lys .Lys Cys 'Glii.Arg. Leu Thr Ala- Glu Leu Gin Asp Thr Lys 
1430 " . ' 'iias,;.- 1440 



Leu His Leu Glu GjLy Gin Gin "Val Arg Asn His Glu Leu Glu Lys 
1445 • > 1450 1455 

Lys Gin Arg. Airg Phe. Asp .Ser . ^ Glu Leu Ser Gin Ala His Glu Glu 
1460 . 146S;:\* 1470 



Ala Gin' Arg Giu Lys Leu Gin ■ Arg Glu. Lys Leu Gin Arg Glu Lys 
1475 ' *\ ' '• • ; i48b" : /.* "' 1485 



Asp Met " Leu Leu Ala Glu Ala " Phe Ser Leu Lys Gin Gin Leu Glu 
1490 ' 1495 .■ • ' 1500 



. Glu Lys Asp Met Asp . lie Ala .Gly. Phe -Thr Gin Lys Val Val Ser 
1505 1510- 1515 



Leu Glu Ala Glu Leu - Gin Asp lie Ser .Ser. Gin Glu Ser Lys Asp 
1520 >525;;.. • 1530 



Glu. Ala Ser. LeU Ala Lys Val -Lys Lys Gin Leu Arg Asp Leu Glu 
1535 ;>;;•- ' 1540.r * X545 

Ala Lys Val Lys .Asp Gin/Giu. •* Glu Glu- Leu Asp Glu Gin Ala Gly 
1550 . -15.55:;/. 1560 



.Thr lie Gin". Met ieiif/Glu' GlnV. Ala Lys Leu Arg. Leu Glu Met Glu 
1565 : -- i57<y ■ 1575 

Me.t Glu -Arg Met /Arg Gin Tor '.His Ser .Lys. Glu Met Glu Ser Arg 

i58o;/ ' "issV--,-* ■'.*" 1590 



Asp Glu, Glu" Val G-iu^Glu Ala -'.Arg Gin : Ser Cys Gin Lys Lys Leu 

. 1595.; • ;.. ,£6.oo:>: «... ' - .. i6os 

.Lys Gin . Mejt Gp!u Val Gin' Leu. ,Glu Glu '.Glu Tyr Glu Asp Lys Gin 

leib • ' ... i6is '-"■."*• 1620 



Lys Val Leu Arg Glu ;Lys Arg . Glu Leu Glu Gly. Lys Leu Ala Thr 
1625 1 "■■ . .1630.'. ' 1635 



Leu Ser. Asp; Gin .Vai /Asn Arg .-' ":Arg Asp. Phe Glu Ser Glu Lys Arg 
.164.0" ^; : ^?{^-';;X64Z>' ' 1650 ■ 
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Leu Arg . Lys Asp Leu- Lys. Arg'-. .Thr Lys Ala Leu Leu Ala Asp Ala 
1655* -.1660- ' 1665. 



Gin Leu Met Leu -Asp -.His Leu" Lys Asn Ser Ala Pro Ser Lys. Arg 
1670' ■ 1675 1680 



Glu He Ala Gin Leu -Lys . Asn Gin Leu Glu Glu Gin Leu Ser Arg 
1685 V- 1690; ' 1695 

Leu Gin Arg Glu Lys Asn Glu . lie Gin Asn Arg Leu Glu Glu Asp 
1700 1705.' 1710 



Gin Glu' • Asp Met. Asn ; *Glu..Leu ..Met Lys Lys His Lys Ala Ala Val 

1715 . ; ; . 1720 : . : . - ' 1725 

Ala Gin Ala .Ser 'Arg. Asp. jLeu 1 Ala Gin He Asn Asp Leu Gin Ala 

1730 '. ":",;.v • 'lL12S\ 1740 

Gin Leu Glu Glu Aia. V Asn Lys' ;_Glu Lys. Gin Glu Leu Gin Glu Lys 

1745 '."'• * ' "' IWO^'. 



Leu Gin Ala Leu Gin "Ser Giri.' : ! Val Glu Phe Leu Glu Gin Ser Met 
1760.' ','}■-:■]:.: ■ '-1765 1770 



Val Asp Lys Ser Leu -Val Ser * 'Arg Gin Glu Ala Lys He Arg Glu 
1775. ;•.';.; v, " . . ^ 1780,.; - • 1785 

Leu Glu Thr Arg Leu Glu. Phe , Glu Arg 'Thr Gin Val Lys Arg Leu 
1790 1795. 1800 

Glu Ser- Leu Ala 'ser. Arg . Leu . Lys Glu Asn Met Glu Lys Leu Thr 
■ 1805 .. ... ..'**" 1810 1815 



Glu Glu Arg.Asps GXn -Arg : lie . Ala Ala Glu Asn Arg- .Glu Lys Glu 
1820 I.,- • ; 1§25 : / . '•' 1830 

Gin Asn Lys Arg Leii- Gin "Arg • ..Gin Leu 'Arg Asp Thr Lys Glu Glu 
1835 - V •;.:•*.: •.*i840 % , - V - . 1845 



Met Gly Glu Leu Ala* Arg -Lys. -\-Glu Ala : Glu Ala Ser Arg Lys Lys 
1850 ;- •'■ i -iBSS//'. 1860 

His Glu Leu- Glu Met Asp ieu.. Glu Ser. Leu Glu Ala Ala Asn Gin 
1865 - 1870/: / • 1875 

Ser Leu ..Gin .Ala Abpi.Leu -Lys v Leu Ala Phe- Lys : Arg He Gly Asp 
1880- s / : 18.85.; .■. '->..'. 1890 

Leu Gin /Ala' A^a- jft'e '.^Ivl Sap -.*<31u Met Glu Ser Asp Glu Asn* Glu 
1895 . . •■- ■ * : * . .. ' .1900 * 1905 



Asp Leu He Asn Ser. '.Leu -Gin • Asp Met Val Thr Lys Tyr Gin Lys 
1910 .:"/>.• 1915 .." ■ ♦ -1920 



Arg Lys. Asn.Lys. Leu (Slu.Giy : Asp Ser Asp Val Asp ' Ser Glu Leu 
1925 / '-[\>?\ ' .1936; . 1935 
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Glu Asp. Arg Val Asp <3Iy, Vai - ...Lys Ser Trp Leu Ser Lys Asn Lys 
1940 '-. v v> .1945.. 19S0 

Gly Pro Ser iys Ala* Ala Ser ' Asp Asp Gly Ser Leu Lys Ser Ser 
1955 i960 1965 

Ser- Pro -Thr Ser Tyr -Trp Lys "Ser Leu- Ala Pro Asp Arg Ser Asp 
1970 ' 1975 . . 1980 

Asp Glu His. Asp Pro .Leu Asp Af?n Thr Ser Arg Pro Arg Tyr Ser 
1985 - r 1990 . 1995 

His Ser Tyr Leu Ser .Asp- Ser .\ Asp Tor Glu Ala Lys Leu Thr Glu 
2000 '2 005 2010 

Thr Asn Ala =--': : "" 

2015 . . ;:Vy,;: \ \,J ■ " - • . # 

. <210> 178.. • J* V- 

<2ii> 522 / .:*■'; * : y.[ • *• . ': '. *' 

<212> prt:- : * . .. '■>;■'.'■■'>*' 

<213> Artif icial^se^^ce 

<220> ' .- : ' ..' m-"'T:;V! • 

<223> A novel predicted ^.alternative spliced variant protein product 
<400> 178. ; *.v. v-- V • - 

Met Thr/Leii Leu Trjo l Cys Val\Vai : Ser Leu Tyr Phe Tyr Gly He Leu 

i "'■ S: \', *..""',"'.Vv - ao. 15 

Gin Ser Asp ! Ala Ser Glu- Arg cys Asp Asp Trp Gly Leu Asp Thr Met 

2ff. ; ; ....25 30 

Arg Gin He Gln\ Vai -Phe Giu Asp -Glu Pro Ala Arg He Lys Cys Pro 

35 \ ' ; • , 40 ' ' " .45 

Leu Phe Glu His Phe Leu tys Pne.Asn Tyr Ser Thr Ala His Ser Ala 

50 . VV/ .yj: " 55.. ; - . 6o' 

Gly. Leu Tor. : Leu ; . U^t Ttp jcy* .Trp. Thr Arg Gin Asp Arg Asp Leu Glu 
Glu Pro ;.I^.-ito;.^e-:Arg..L^u : ;pro Glu Asn Arg He Ser Lys Glu Lys 
Asp Val 'Leu^/life-firg prq. Thr Leu -Leu Asn Asp Thr Gly Asn Tyr " 

Thr Cys;Met : Leu,.j$r^.-.A^n T^.-Th^' Tyr. Cys S.er Lys Val Ala Phe Pro 

W-j. . .*: • v.V ' ■ * ! 120.,/- 125 • • 

Leu Glu X^\s^^^-^.A^''.te''C^.'riia Asn -Ser Pro Met Lys Leu 

13 0- -..*"• .';•"/; .135/ . 140 

Pro Val His. Lys . Leu; Tyr- He, Glu Tyr Gly He Gin Arg He Thr Cys 

145 / .* : ;. .-'^:*SQ , 155 ~ 160 

Pro Asn Val Asp;: isly.-^ £h e Pr o- ser *Ser Val Lys Pro' Thr He Thr 

' A.iSs; .'I-.;..-;*..-/' .: 170 175 
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Trp Tyr Met Gly Cys. Tyr Lys « lie Gin Asn Phe Asn Asn Val lie Pro 
180. . • • ' ' -•■ 185 ■ 190 



Glu Gly Met Asn Leu Ser Phe Leu, lie Ala Leu lie Ser Asn Asn Gly 
195 - 200 205 



Asn Tyr Tnr . Cys" Va! Val Thr Tyr- Pro Glu Asn Gly Arg Thr Phe His 

210 ' .V- '..'."* 2is " " 220 



Leu Thr Arg Thr Leu Thr Val Lys .Val Val Gly Ser Pro Lys Asn Ala 

225 '"' ..'230 '. 235 240 



Val Pro Pro Val. lie His Ser Pro Asn Asp His Val Val Tyr Glu Lys 
I 245 " 250. * 255 



Glu Pro Gly Glu- Glu: Leu Leu lie Pro Cys Thr Val Tyr Phe Ser Phe 

.'.260- u l . -'" - . 265 ■ 270 • 



Leu Met. Asp Ser Arg Asn Glu Val Trp ..Trp Thr. lie Asp Gly Lys Lys 
. 275/ . 280. • :• . 285 



Pro Asp Asp . ile\Thr . lie Asp y.k)S Thr -He Asn Glu Ser lie Ser His 

290 , .\. 2.9ji> '*. -300 



Ser Arg- Thr. Glii, Asp. Glu Thr Arg. Thr Gin He Leu Ser lie Lys Lys 
305 ; "3X0 315 .320 



Val Thr Ser Glu Asp Leu*. Lys : Arg Ser Tyr Val Cys His Ala Arg Ser 
325 330 335 



Ala Lys Gly Glu Val Ala Lys Ala Ala Lys Val Lys Gin Lys Val Pro 
-.340 . 345 350 



Ala Pro Arg Tyr Thr... Val Glu Leu Ala Cys Gly Phe Gly Ala Thr Val 
. 355. 360. 365 



Leu Leu Val- Val s Ile^Leu lie Val. Val Tyr His. Val Tyr Trp Leu Glu 
, 370 : ■- V"v;i ."* 375 . \ . . -. 380 ' 

Met Val Leu -= phe", Tyr; Arg Ala His; Phe Giy Thr Asp Glu Thr He Leu 

385 ' ' ? - .X.''4\- -; ! 3/90 'T^- -H ;./ \, * 395 ' ' 400 

Val Val .Tto.-Asp' Glu ,;t^ Leu ;Ser: Phe ile Gin Lys Ser Arg Arg Leu 

Leu val val 'Leu. Ser Pro .Asn'Tyr Val Leu Gin Gly Thr Gin Ala Leu 

: . 42*0>. vv/; • .* 4 25 : *' . ' "* 430 . 

Leu Glu- Leu '.'Lys * Ala Gly lieu . Glu* Asn Met Ala Ser Arg Gly Asn lie 
•435 *: v." " -:V . 440 - 445 



Asn- Val lie Leu Va*.. Gin Tyr Lys Ala Val Lys Glu Thr Lys Val Lys 

450 .J-" .-«;;.';• ■" 455.. 460 

Glu Leu Lys? Arg.'Ala'.'.Lys Thi- Val;;Leu' Thr Val ile Lys Trp Lys Gly 
465 47.0 . " 475 480 
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Glu Lys Ser Lys- Tyr Pro Glh Gly Arg Phe Trp Lys Gin Leu Gin Val 
4f 5.. V 490 495 

Ala Met Pro Val Lys . Lys Ser Pro Arg . Arg Ser Ser Ser Asp Glu Gin 
500- . ' : ' • 505 510 



Gly Leu Ser. Tyr Ser Ser. Leu. Lys Asn Val 
515 '* ' -520. 



<210> 179 

<211> 140 

<212> PRT 

<213> Artificial sequence / 

<220> . , ... . . , - 

<223> A novel: -predicted alternative spliced variant protein product 

<22o> . m " . ;• . 

<221> m.isc_.f eafcur.e 

<222> (21.) . . (^i)/vV '*■■••-. 

<223> Xaa 'can. ibe'.any i^iturally occurring amino acid 
<400> 179 ' ' ';" : 'j';.V;- > ' \ .- 

Met Lys Ala Pro lie 1 : Pro His Leu lie Leu Leu Tyr Ala Thr Phe Thr 

i k '5-" : :S". - i0L 15 - 

Gin Ser Leu : Lys Xaa Val Thr' Lys Arg Gly Ser Ala Asp Gly Cys Thr 

Asp Trp Ser 'lie "Asp Tie Lys Lys Tyr Gin Val Leu Val Gly Glu Pro 

. 35 * • ■ 46* 1 45 

Val Arg Tie -Lys., Cys. Aia- Leu Phe Tyr Gly Tyr "lie Arg Thr Asn Tyr 
50 - • « 55 60 



Ser Leu Ala- Gin Ser. .Ala Gly Leu Ser Leu Met Trp Tyr Lys Ser Ser 
65 . 7,0 75 80 



Gly Pro Gly. As£ - Phe Glu Glu Pro lie Ala Phe Asp Gly Ser Arg Met 

' "'. 85. 90 95 



Ser Lys- Glu. Glu AsnVSer Tie Trp Phe Arg Pro Thr Leu Leu Gin Asp 

Ser Gly. Leu' '.Ty^. -A^W/dys Val> Ile Arg Asn .Ala Gly Gin Lys His Gly 

.115.. ••;./; ';;'-120 "\ ■ 125 

Gly Gin Val .Leu; Tyr-Ser . Lys*' Glu- lie Leu Gys Leu 

130 : - 'J: " . v!*: • : -13.5: ■ 140 



<210> 180 . 

<211> ±85. •. 

<212> ..PRT '. ;.; ; ' 

<213> Artificial" sequence"- 



<220> 



<223> A hover predicted alternative spliced variant protein product 

<220> \ ./? I-:.-'; ''- '; ''" 

<221> misc^feature"/ •»:" "•/:.* " 

<222> - {2X)~* (21)"., . 

<223> Xaa can;.be '/any .naturally occurring amino acid 
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<4oo> 180 . . ; 4 . , A.." 

Met Lys. Ala' Pro lie -,P>o His Leu .lie Leu Leu Tyr Ala Thr Phe Thr 
1 5 " 10 15 



Gin Ser Leu .Lys Xaa Val Thr Lys Arg Gly Ser Ala Asp Gly Cys Thr 

' 20.: 25 30 



Asp Trp Ser lie Asp Ile'.Lys Lys Tyr Gin Val Leu Val Gly Glu Pro 

35 « .40. ■' 45 



Val Arg He Lys* Cys " Ala Leu Plie Tyr Gly Tyr He Arg Thr Asn Tyr 

50 • • ; ~ : " 55 " -■: 60 



Ser Leu Ala Gin S.er.-.Aia Gly Leu Ser .Leu Met Trp Tyr Lys Ser Ser 

65 ."-'70. 75 80 



Gly Pro Gly Asp. Phe -Glu Glu Pro lie Ala Phe Asp Gly Ser Arg Met 

• '8S : . : -_:i; ' . >0 95 

Ser Lys Glu/Glu • Asp\Ser lie Tip' Phe Arg Pro Thr Leu Leu Gin Asp 

• *iop*\V .-. ;■ * .-<'.: xos ' no 



Ser Gly Leu « Tyr' Ala* ICya Val ; 'He-Arg Asn Ser Thr Tyr Cys Met Lys 

115 . .-' V'V , \ ; '* '120,' 125 



Val Ser He Ser Leu' Thr Val Gly Glu Asn Asp Tnr Gly Leu Cys Tyr 
130 135 . 140 



Asn Ser Lys .'Met Lys Tyr • Phe . Glu .Lys .Ala Glu Leu. Ser Lys Ser Lys 
145 . 150 155 ' 160 



Glu He Ser. Cys Arg- Asp. lie, Glu Asp Phe Leu Leu Pro Thr Arg Glu 
•'• .165 " 170 175 

Pro Glu He. Leu Trp.. Tyr Lys 'Pro .'Leu . 

180- ' 185 



<210> 181 ' 

<211> 67i ■-«•""' " - *_:-, . . ' ** 

..<2i2> .prt -\. -' ; * *•" . 

<213> Artificial sequence . 

<220> " . \ :V ". •*,. *. ' •»-'/■ """ 

<223> ' A •.novel* ^edict;ed alternative spliced variant protein product 

<220> ' / . ; : . % . 

<221> mis cofeature" - .•.«-* *v 

•<222> (21) .,-. (21 )■';. "-.'"V . • \ / 

'< 2 2 3 > • Xa'av c an- ' be- any • na tiara l'iy occurring amino acid 



<400> 181 ■ 



Met Lys Ala. Pro lie'.- pro His Leu -He Leu Leu Tyr 



Ala Thr Phe Thr . 
15 



Gin Ser Leu Lys Xaa*. -Val * Thr . Lys " Arg dly Ser Ala Asp Gly Cys Thr 

' '20''. : -' ''-\y'\ V. ' -25 ' •* 30 



Asp Trp Ser lie Asp - He. Lys. Lys .Tyr Gin Val Leu Val Gly Glu Pro 

.35. ' . -' \ r .4.0' 45 
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Val Ar£ lie Lys. Cys Ala Leu Phe Tyr- Gly Tyr lie Arg Thr Asn Tyr 

50 ' " '.' "* ' 55 - : * 60 



Ser Leu Ala Gin Ser Ala Gly; Leu Ser Leu Met Trp Tyr Lys Ser Ser 
65 "70 ' 75 80 



Gly Pro Gly Asp Phe Glu Glu Pro He Ala Phe Asp Gly Ser Arg Met 

. .8$:. 90 95. 



Ser Lys Glu Glu Asp- Ser lie Trp Phe Arg Pro Thr Leu Leu Gin Asp 

. 100 ■-■*"■*.' 105 110 



Ser Gly .Leu' Tyr Ala. Cys Val He Arg Asn Ser Thr Tyr Cys Met Lys 
lis; 120- 125 



Val Ser' He Ser Leu Thr Val Gly Glu Asn Asp Thr Gly Leu Cys Tyr 

130 ' 135 - : - • • 140 



Asn Ser' Lys 'Met- Lys .Tyr - Phe Glii Lys Ala Glu Leu Ser. Lys Ser Lys 
145". ■ *' ISO . •'" 15S 160 



Glu lie Ser Cys Arg ■ Asp lie Glu Asp Phe Leu Leu Pro Thr Arg Glu 

t " i65.. /' -' 1*70 175 

Pro Glu lie. Leu- Trp'' Tyr Lys Glu Cys Arg Thr Lys Thr Trp Arg Pro 

'■■180' : - ' ' ■•- : 185 190 



Ser He Val Phe. Lys Arg Asp Thr. Leu Leu He Arg Glu Val Arg Glu 
.195 "T. V 200 . 205 



-Asp Asp He- Gly Ash Tyr '•. Thr ; Cys *Glu Leu Lys Tyr Gly Gly Phe Val 
210 . -215 / 220 



Val Arg Arg . Thr. Thr Glu Leu Thr Val Thr Gly Asp Ser Ala Asn Leu 
225 . : * 230 235 240 



Thr Cys' Arg. Ala Phe Phe .Gly Tyr Ser Gly Asp Val Ser Pro Leu He 

..•245" 'J.- '250 . 255 



Tyr Trp Met Lys G^,y;Glu Lys Phe. lie Glu Asp Leu Asp Glu Asn Arg 
•260- J .v." ' -„"■. *: . 265 * 270 



Val Trp' Glu.*.' Ser .Asp'* lie Arg 1 lie Leu Lys Glu His Leu Gly Glu Gin 

275 - Y'V ; ■/ 280 ■ 285 



Giu Val Ser : .,He* Ser- lieu ile Val : Asp Ser Val Glu Glu Gly Asp Leu 

290:';'/ y^'J'-t'y: 255 \Y/. ■ 300 

Gly Ash- Tyr Ser' Cys* Tyr Val Glu Asn Gly Asn Gly Arg Arg His Ala 
305 13,10 . 315 320 

Ser Val. Leu :Leu* His 'Lys .Arg GluXeu Met Tyr Thr Val Glu Leu Ala 

- . ;-325 ;*•'. ;.- : * ' '330 335 



Gly Gly Leu -Gly' "Ala. He Leu Leu Leu Leu val Cys Leu val Thr He 

. "340.-' *'.'•- " 345 -' 350 
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Tyr Lys Cys. Tyr Lys - c Ile Glu . lie. Met Leu Phe Tyr Arg Asn Hie Phe 
355- : >•"'■ ■•"•360 365 



Gly Ala Glu Glu Leu' Asp Gly ! Asp Asn Lys Asp Tyr Asp Ala Tyr Leu 
370 . v . ; 375' 380 

Ser Tyr Thr Lys. Vai Asp Pro Asp Gin Tip Asn Gin Glu Thr Gly Glu 

385 . : .390' V. -X- 395 400 

Glu Glu Arg : Phe Ala Leu Glu- lie' Leu .Pro Asp Met. Leu Glu Lys His 
' *' 405 410 415 



Tyr Gly Tyr. Lys Leu Phe. He. pro Asp Arg Asp Leu lie Pro Thr Gly 
426: . 425 430 



Thr Tyr lie Glu Asp .Val Ala Arg Cys Val Asp Gin Ser Lys Arg Leu 
435 • 440 445 - 



lie He Val Met Thr -Pro Asn Tyr Val Val Arg Arg Gly Trp Ser He 

450 : VV.; : :-' : 455 460 

Phe Glu Leu -Glu Thr : Arg Leu Arg Asn Met Leu Val Thr Gly Glu He 
465 •.'*.' '*70 .. 475 480 

Lys Val lie Leu lie: .Glu gyis'Ser Glu Leu Arg Gly lie Met Asn Tyr 

.' . 485 . V . 490 495 



Gin Glu Val. Glu. "Ala" 'Leu Lys. His Thr lie Lys Leu Leu Thr Val He 
'500 ■ ' I." 505 . 510 



Lys Trp His Gly Pro' Lys Cys Asn Lys Leu Asn Ser Lys Phe Trp Lys 
515. 520.." 525 ■ 



Arg Leu Glri .Tyr Glu. -Met Pro. Phe Lys Arg He .Glu Pro He Thr His 

530 ' •;.*!/ *" .535 540 

.**■*'• 

Glu Gin Ala Leii Asp Val- Ser Glu Glri Gly Pro Phe Gly Glu Leu Gin 

cak • '.«rcfi . ■ S55 560 



Thr Val Ser Ala He.;* Ser Met Ala: Ala Ala Thr Ser Thr Ala Leu Ala 
565 . 570 ' 575 

Thr Ala His . Pro- Asp : Leii Arg .Ser" Thr , Phe His- Asn Thr Tyr His Ser 

■ '. \'ssbs . *\.''\.585 -\ '■ 590 

Gin Met .Arg/.Qln^Lys ttis Tyr Tyr. .Arg Ser Tyr Glu Tyr Asp Val Pro 

5^5 - -':. ; v.- ■ '•. V Y &p0 ' ■ 60S 

Pro Thr Gly'Thi- Lieu Pro L'ei^ Thr ' Ser lie Gly Asn Gin His Thr Tyr 

610 . ' \ , • \ ... V ' • 6XS ' \ • 620 , • 

Cys Asn He Pro Met - TW Leu lie Asn Gly Gin Arg Pro Gin Thr Lys 

625 • -' . -J, ;\;-630 ; .7",. ■* ' 635 640 

Ser Ser Arg 'Glu -Gln-'Asri Pro' Asp GluAla His Thr - Asn Ser Ala He 

; .^645! . v'v: !"'. ■■'■650 \ 655 
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Leu Pro Leu Leu Pro .Arg Glu Thr Ser lie Ser Ser Val lie Trp 
.660 ' .665. 670 



<210> 182 

<211> 274 

<212> PRT . 

<213> Artificial, sequence'"' 
<220> ": ; '": 

<223> A novel predicted alternative spliced variant protein product 



<220> 

<221> misc^f eature 

<222> (21) . . (21) • " • . . .. 

<223> Xaa can be any naturally occurring amino acid 

<4oo> 182 "*"• . ; 

Met Lys Ala Pro lie Pro His Leu lie Leu Leu Tyr Ala Thr Phe Thr 

.1 . 5- , 10 • 15 

Gin Ser Leu Lys Xaa Val Thr .Lys Arg Gly. Ser Ala Asp Gly Cys Thr 

• 20-./ ' : " ' 25 : "30 

Asp Trp Ser lie Asp ; lie L^s Lys. Tyr Gin Val Leu Val Gly Glu Pro 

Val Arg IleiLys'\<^sVAla .Leu Phe Tyr- Gly .Tyr lie Arg Thr Asn Tyr 

50 '"• 55>.-: . ■ - 60 

Ser- .'Ala qiy Leu. Ser Leu Met Trp Tyr Lys Ser Ser 

\.v -70 : • : 75 80 



Ser Leu AlavGlh" 
65 



Gly Pro Gly Asp Phe - Glu Glu" Pro" lie Ala Phe Asp Gly Ser Arg Met 

- 85;./ - 90 . 95 



Ser Lys. Glu Glu Asp ,Ser lie Ttfp'Phe Arg Pro Thr Leu Leu Gin Asp 
. iop : \ V \ Vv --105 .'. 110 



Ser Gly Leu .Tyr Ala Cys Val lie Arg Asn Ser Thr Tyr Cys Met Lys 
115' \ £20 . 125 

Val Ser lie. Ser/Leu.Tnr Val Gly. Glu Asn Asp Thr Gly Leu Cys Tyr 
130 % ■ 135 • 

Asn Ser. Lys Met:- Lys. Tyr Phe Glu ;Lys Ala Glu Leu Ser Lys Ser Lys 
145 ■ ' : 150 • • 155 160 

Glu lie Ser Cys" Ar£. : Asp lie! Glu Asp -Phe Leu Leu Pro Thr Arg Glu 

• ;; : y; * ies:. : ;7\ '-.V.-. V'* " ' . "' i7S 

Pro Glu- He Leu. Trlp '.Tyr Lys »Giu Cys -Arg Thr Lys Thr Trp Arg Pro 

.' "fisxi'j' */V i85.- :v 190 

Ser He Val ''Phe Lys:.- Arg Asp Thr. -Leu Leu He Arg Glu Val Arg Glu . 
las-Y ; * 200\. m 205 



' Asp Asp '.lie Gly' Asn Tyr Thr C^s-Glu Leu Lys Tyr Gly Gly Phe Val 

• •• 210; v, ."";\"-'- ibis ' \ 220 

Val Arg Arg . Thr .Thr- Glu - Leu Thr "Val -^hr Ala Pro Leu Thr Asp Lys 
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225 23 0 235 240 

Pro Pro Lys Leu Leii Tyr Pro Met Glu Ser Lys Leu Thr lie Gin Glu 
245- 250 255 

Thr Gin Leu • Glu Phe Leu Arg: Ser lie Leu Gly Asn Arg Lys Phe Pro 
26p "265 " 270 



Ser His 



<210> 1-83 

<211> 325 

<212> PRT '" V. 

<213> Artificial sequence 

<220> 

<223> A novel predicted alternative spliced variant protein product 



<220> 

<221> misc — feature .-• 
<222> . (21)'. . (21) /'{ ;V" 

<223> ' Xaa can be ;^y;iiatUraliy occurring amino acid 
<400> 183' .' ■ •; 

Met Lys Ala'' Pro-. lie: Pro His* Leu .He Leu Leu Tyr Ala Thr Phe Thr 

l s->:V;.. ■ .>.'-' i'o' is ■ 



Gin Ser Leu Lys- Xaa /Val Thr- Lys, Arg Gly Ser Ala Asp Gly Cys Thr 

' 20 -X\ t :rt. •- .; vN\" 25 30 



Asp Trp- Ser lie Asp.-.Ile Lys. Lys. Tyr Gin Val Leu Val Gly Glu Pro 

35 * .* • : 40' ' 45 



Val Arg lie Lys. Cys Ala Leu Phe Tyr. Gly Tyr He Arg Thr Asn Tyr 

50 .'".'■*" '55. 60 



Ser Leu Ala Gin- Ser Ala Gly. Le.u Ser Leu Met Trp Tyr Lys Ser Ser 

65 . \ - ; • . • 75 80 

Gly Pro, Gly Asp Phe'.Giu Glu Pro lie Ala Phe Asp Gly Ser Arg Met 

• ;*85 : J> v . "*' .90 95 

Ser Lys Glu Glu ; Asp Ser lie Trp' Phe Arg Pro Thr Leu Leu Gin Asp 

10'"q''/ ;".'?'"- '. - : 105. .'• "110 

Ser Gly, Leu Tyr, Ala^.dys* Val . lie' Arg' Asn Ser Thr Tyr Cys Met Lys 

^15; •; J;y- m *. : ' 12.0 . ' 125 
Val Ser lie per; Leji" Thr 'yal Gly' Glu- Asn Asp Thr Gly Leu Cys Tyr 

i3o ; '/:'■ ; . . . 13s ; : 0\ ■•' ■ 140 

Asn Ser Lys Met' Itys,.'!ryr..Phe;Glu -Lys. Ala Glu Leu Ser Lys Ser Lys 

145 <:. •:. 1 /;"i.5d. v - iss 160 

Glu He' Ser' ' Cys Arg ; Asp He* Glu .Asp Phe Leu Leu Pro Thr Arg' Glu 

; ]■ : : -' »";16 5. „':*•./■ % -170 175 

Pro Glu lie .lieu« Trp -T^r' Lys GILu. Cys';Arg Thr Lys Thr Trp Arg Pro 

**• ,-: is? ' : i85 190 
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Ser lie Val Phe> Lys 'Arg Asp .Thr Leu' Leu lie Arg Glu val Arg Glu 
195" * 200 205 

Asp Asp lie Gly Asn Tyr Thr Cys: Glu- Leu Lys Tyr Gly Gly Phe val 
210 . 215 v 220 

Val Arg Arg Thr. Thr- Glu Leu Thr, val Thr Ala Pro Leu Thr Asp Lys 
225 - 230 235 • 240 

Pro Pro Lys Leu' Leu' Tyr. Pro Met Glu Ser Lys Leu Thr lie Gin Glu 
v , 245. 250 255 

Thr Gin Leu Gly Asp Ser Ala .Ash Leu Thr Cys Arg Ala Phe Phe Gly 
■ 26& ■ ■> *. 265. • 270 

Tyr Ser Gly Asp Val : Ser Pro .Leu lie Tyr Trp Met Lys Gly Glu Lys 

' 275 '..7; . V ' 280.* 285 

Phe lie Glu 'Asp- L^:' ; Asp\Giu Ash Arg Val Trp Glu Ser Asp lie Arg 
290 • 5*95 " 300 

Ala Asn Val His Ser/Qly ThrJC^s Cys .Arg Pro. Cys Cys Tyr Ser Cys 

305 A-:3l6. *f ■ . 315 320 



Cys Leu . Ty*r .. VaX- Trp\ .• 



<210> 184 - . . . 

<211> 128 • ■,/< ■■ .7 • ■ 

<212> PRT - 

<213 > . Art±f icial \ segjience 

<220> . •> v!;"*„-:\'.- ■ 

<223> A- novel-, predicted -alternative- spliced variant protein product 
<400> 184 7-' : ;.• 7 

Met Lys Pro Pro Pne Leu Leu Aia Leu Vai Val Cys Ser Val Val Ser 

i ' 7 s:7; ■:.*>. ■ . 10 15 

Thr Ash. Leu. Ly^ .Met Val Ser Lys Arg Asn Ser Val Asp Gly Cys lie 

'7 207. /- : ,7> ' 25 7 ••. ' 30 

Asp Trp Ser vii" Asp" 'Leu ' "Lys. Thr Tyr Met Ala Leu Ala Gly Glu Pro 

35- 7 ■*• " ; *77\ " 45 ' 

. Val Arg. Val Lys Cyik? Ala lieu-Phe Tyr -Ser Tyr- He* Arg Thr Asn Tyr' 

' . so..-' • ^ ; '>-;M: t 'v : 60 

Ser Thx.JQa'V.Gih^Ser^T^ LeU .Arg.Leu Met Trp Tyr Lys Asn Lys . 

•65 ' .M' >;7Q f ;7.':7'.- - ; 75 '7 80 

Gly Asp . Leu Glu' Glu. Pro lie lie- .Phe Ser Glu Val Arg Met Ser Lys 

• ' V 7 ■ 7785/ '^.V- ; .V- - . 90' 95 

Glu Glu Asp'.. Ser* i)Le;- .Txp^ae- % Hiis'-Ser'.)kla' Glu Aia Gin Asp Ser Gly 
• • . ■ &qqY ; J;*v : " ,;-** *. : V ios : 7." ' 110 

Phe Tyr Thr Cys : Vai.'.'Leu Arg Asn Ala Ser Gin Lys Cys Gly Glu Ala 
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' 115 - _ 120 125 

<210> 185 ' 

<211> 2Q1 

<212> PRT ' • : f *■ . 

<213> Artificial sequence ' • 

:<22o> . , *.>.'■ 

<223> A novel' predicted alternative,. spliced variant protein product 
<400> 185 

Wet Lys. Pro Pro Phe .Leu Leu- Ala Leu .Val Val Cys Ser Val Val Ser 
1 5 ; ■ , io 15 

Thr Asn Leu Ly£ Met Val, Ser Lys Arg 'Xsn .Ser Val Asp Gly Cys lie 

20 . / * /'... "25 ' • 30 

Asp Trp Ser. Val ■ As£v Leu Lys : Thr Tyr Met Ala Leu Ala Gly Glu Pro 
* 35 ; '40 45 

Val Arg Val Lys. Cys 1 Aia Leu Phe Tyr Ser Tyr He Arg Thr Asn Tyr 

50 . . ... - - 55 '60 

' Ser Thr Ala Gin Ser Thr Gly Leu Arg Leu Met Trp Tyr Lys Asn Lys 

65 . * .. v ,: ' Z9 '/•' - 75 80 

Gly Asp Leu' Gil*, Glu. Pro Ilk lie Phe Ser Glu Val Arg Met Ser Lys 

. • : \\ 85y\ . : -9*0 • 95 

. Glu Glu Asp Ser' He . Trp Phe His Ser Ala Glu Ala Gin Asp Ser Gly 
. "100 . -'.105' • no 

Phe Tyr Thr Cys Val; Leu Arg. Asn Ser Thr Tyr Cys Met Lys Val Ser 

115 . .. .•. v.. - \ iao- 125 

Met Ser Leu Thr V£l Ala Glu. Asn. Glu Ser Gly Leu Cys Tyr Asn Ser 

130 V ; ; M35 * . 14.0 

Arg He Arg Tyr- Leu Glu Lys Ser Glu Val Thr Lys Arg Lys Glu He 
145 1.: /-.''ISO 155 160 

Ser Cys. Pro Asp. Met- Asp Asp" Phe Lys Lys Ser Asp Gin Glu Pro Asp 

■ ./'\.jLj&.>*- ■ : • .170. 175 

Val Val Trp Tyr Lys , Leu Tyr Ser Gin .Thr Ser Leu Pro Ser His Cys 

Ser Pro. Trph.Arg^ liel.Ser Gin Val Leu' ." 
; 195J *>, ■; v V ; f;" : / ' . :: '20,0\ . " 

<2io> 186 :■. . 

<2ii> 661": v . V-'.".' y ■••,:*'/:'.''..•.■ • 

.<212> PRT. '•'■"•V if *:''••.*- *", ' *•/ 

*<213> .' Artifcicial ^e^ence... J. 1 .;' • " *' 

<220> '. . ■; ■' ~ 

<223> A 'novel; .predicted alternative spliced variant protein product 

<4oo> 186 '; :;*.'•• V ;'." y- .\ v' . :■■ : 

Met Lys -Pro Fr/o/pne lieu- Leu .Ala; Leu. Val Val Cys Ser Val Val Ser 

l ':s:; t .. ' • 2,0 - is 
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. Thr Asn Leu Lys. Met Val Ser Lys Arg Asn Ser Val Asp Gly Cys lie 
20. 25 . 30 

Asp Trp Ser- Val . Asp -Leu Lys Thr. Tyr Met Ala Leu Ala Gly Glu Pro 
35 * * . \ ' ' • .40, ' . ■ "45 

Val Arg Val - Lys ' Cys Ala Leu ; Pne Tyr Ser Tyr He Arg Thr Asn Tyr 

Ser Thr Ala Gin Ser Thr . Gly Leu Arg Leu Met Trp Tyr Lys Asn Lys 

65 / \ 70 .. r 75 " 80 

Gly Asp Leu Glu'.G.lu.Fro lie lie'.Phe.Ser Glu Val. Arg Met Ser Lys 
\ 85. ■ ' .90 " 95 

Glu Glu Asp. Ser Xle Trp Phe His Ser Ala Glu Ala Gin Asp Ser Gly 
ICO ' 105 no 

Phe Tyr Thr. Cys .Vai- Leu Arg Asn Ser Thr Tyr Cys Met Lys Val Ser 
•- US 120' 1.25 

Met Ser Leu Thr Val Ala Glu Asn. Glu Ser Gly Leu Cys Tyr Asn Ser 

130 • . 135. 14b 

. Arg. He Arg : Tyr. L ; eii Glu LyS Ser Glu Val Thr Lys Arg Lys Glu lie 

145 ;'X i56 "•• v' ; ; -*'iS5*' 160 

Ser Cys Pro .Asp Met .Asp Asp. Phe Lys Lys Ser Asp Gin Glu Pro Asp 
. x $ 5 .' ' 170 175 

Val Val Trp Tyr s Lys ; Glu Cys . Lys Pro Lys Met Trp Arg Ser He He " 
. ..180 . 185. 190 

lie Gin Lys /Gly , Asn . Ala Leu. Leu He Gin Glu Val Gin Glu Glu Asp 

Gly Gly Asn. Tyr Tiir Gys/GlU.. Leu Lys Tyr Glu Gly Lys Leu Val Arg 

. 210 . •. : :- " y : .2JEL5 ... 220 

Arg Thr Thr Glu Leu. Lys Vai Thr Gly Lys Pro Leu Asn He Pro Cys 

225 :±.y&6 235 240 

Lys Ala Phe PheiGly^he Ser Gly: Glu Ser G i y Pro * Met • He Tyr Trp 
' 2 ' 4 £ . 250 255 

Met Lys Gly Glu; Lys - Phe lie .Glu" Glu \Leu. Ala Gly His He Arg Glu 

• . 2 f?.*' :v? : "-.:--" s '" •* •"" -** 5 270 

Gly GlU IlerArg^eu- Leu Lys G^'u/His Leu Gly Glu Lys Glu Val Glu 

. 2 -7 5 :-.- : ^v?*.;-.- : * ;;;...28o . 285 

Leu Ala. . Leu 11% PJie\'Asp Ser. yii val Glu Ala Asp Leu Ala Asn Tyr 

; 290..; : : ;r7^..^./:-2^5: V/ 300 . 

Thr Cys His Val, Glu; Asn Arg Afin Gly Arg Lys His Ala Ser Val Leu 

305 • v.''.*:- -^^'310 ■ , ■ 315 320 
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Leu Arg Lys Lys Asp Leu lie Tyr Lys lie Glu Leu Ala Gly Gly Leu 
: 325'* ! • 330 335 



Gly Ala lie Phe- Leu . Leu Leu Val. Leu Leu Val Val He Tyr Lys Cys 
340- • • 345 • 350 



Tyr Asn He Glu' Leu Met lieu - Pile Tyr Arg Gin His Phe Gly Ala Asp 
355' ■..*.' 36*0 . 365 



Glu Thr Asn. Asp -Asp^ Asn Lys Glu - Tyr Asp Ala Tyr Leu Ser Tyr -Thr 
370 '.. :'• V. * 3^5 380 



Lys Val Asp Gin Asp'. Thr Leu ' Asp * Cys ' Asp Asn Pro Glu Glu Glu Gin 
385 390 ' 395 400 

Phe Ala Leu Glu Val .Leu ;. Pr o . Aap* Val Leu Glu Lys His Tyr Gly Tyr 

. 405 " > "..v.*. .410 415 

Lys Leu Phe He Pro. Glu- Arg Asp Leu lie Pro Ser Gly Thr Tyr Met 

42.0- 425 ; ' *' ^430 

Glu Asp Leu Thr; Arg Tyr Val Glu. Gin' Ser Arg Arg Leu He He Val 
435 440 " 445 



Leu Thr Pro Asp Tyr lie Leu Arg Arg Gly Trp Ser lie Phe Glu Leu 
450 •;- 455 460 

Glu Ser Arg Leu His; As ri Met Leu "Val Ser Gly Glu lie Lys Val He 
■ 465 " ' '470 " V - : 475 480 

Leu lie- Glu Cys Thzr-'.Glu lieu - Lys Gly Lys Val Asn Cys Gin Glu Val 

■■'48.5V •.-' •-•■: ' ' v" 490 495 

Glu Ser Leu' Lys] Arg- Ser lie; L^s: -Leu -Leu Ser Leu He Lys Trp Lys 
•500; 505 - 510 



Gly Ser Lys Ser Ser Lys Leu Asn Ser Lys Phe Trp Lys His Leu Val 
; 515' • • " ;•. -520 525 . 



Tyr Glu Met'.Pro .iie Lys'- Lys Lya Glu Met- Leu Pro Arg Cys His Val 
530/: . 53-5 V - -540 

Leu Asp' Ser 'Alk Glu Gin Giy Leu Phe Gly Glu Leu Gin Pro He Pro 

545 ^ S50 ;.• - '555 560 

Ser He- Ala Met- Tin?:-. Ser Thr Ser. Ala -.Thr Leu Val . Ser Ser Gin Ala 
. V 565; ■ 570 " 575 

Asp Leu Pro Glii. Phi^Hi's Pro S6r -Asp Ser Met Gin lie 

. ' >58"o; .' ■"" -J". 58S : : ' 

Cys Arg Giy.. 4 Ty^;jbys""-iiis Glu. lie . Pro Ala .Thr Thr Leu 

'595 N/. ;V;\,;v.." ; . V^'veOp -' - *" . 605 

Ser Leu Gly* Asn "Hia -His T^ ; "Tyr r Cys Asn Leu Pro Leu 
610 ; i'O ^VkT'C.;. G££ •;/</ . ' ; : . 620 



Arg His Cys 
590 

Pro Val Pro 
Thr Leu Leu 
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Asn Gly Gin Lett Pro .Leu Asn Asn .Thr Leu Lys Asp Thr Gin Glu Phe 
625 :.; 630 * .635 640 

His Arg Asn Ser Ser Leu Leu Pro Leu Ser Ser Lys Glu Leu Ser Phe 
645 '6.50 655 

Thr Ser Asp lie. Trp . 

660 



<210> 187 - 

<211> 307 . . -" \j; ■ ' 

<212> PRT .. ...V. : . \ ■. 

<2 13 > Artificial /sequence 

<220> ; " ; : ;; > - ' : . 

<223> iL /novel predicted alternative spliced variant protein product 
<400> 187- *«' " : . ..... 

Met Lys Pro Pro, Phe Leu Leu Ala "Leu Val Val Cys Ser Val Val Ser 

i '5 •:•*./ ip : is 

Thr Asn Leu Lys- Met Val. Ser Lys Arg* Asn Ser Val Asp Gly Cys lie 

. /20 •;: 1 . ■. 25" 30 

Asp Trp Ser Val Asp . Leu Lys Thr Tyr Met Ala Leu Ala Gly Glu Pro 

35 . ; ; ' 4p ' 45 

Val Arg Val Lys Cys Ala Leu Phe Tyr Ser Tyr lie Arg Thr Asn Tyr 

* 50 '':*"]'." 5S 60 

Ser Thr Ala Gin Ser .Tnr Gly Leu Arg Leu Met Trp Tyr. Lys Asn Lys 
65 • 75 80 

Gly Asp LeuVGlu GXuVPro lie rile Phe Ser Glu Val Arg Met Ser Lys 

■ '•ai's"' ■/ >q * 95 

Glu Glu Asp Servile. Trp Phe His . Ser Ala Glu Ala Gin Asp Ser Gly 
- ioo; ; : . 105 '* 110 

Phe Tyr Thr Cys Val;; Leu- Arg- Asn- Ser Thr Tyr Cys Met Lys Val Ser 

IIS " ■■; "V \ .■ 120 ; 125 

Met Ser L^eu : Thr - Val i\la Glu] Asn. Glu Ser Gly Leu Cys Tyr Asn Ser 
130. v." '. P-? 5 - • 14 °" 

Arg lie Arg ' Tyr-' Leu' Glu Lys Ser Glu Vsli Thr Lys Arg Lys Glu He 

145 :\ ISO' -■"*•■ 1KB 



Ser Cys Pro. Asp Met Asp Asp Phe Lys Lys Ser Asp Gin Glu Pro Asp 

' *;/165.'Vv ,170 175 

Val Val. Trp*. .Tyr.. Lys Glu Cys .Lys Pro .Lys Met Trp Arg Ser He He 

Ua./.'vV * 185 ' ' 190 

He Gin Lys Gi^'Asn^Aak Leu Leu lie Gin Glu Val Gin Glu Glu Asp 

X95'.';.:* ::/ t '.^. 200 205 
• .. - V :V i"7v.".:'/. : • ■ : * ". 

Gly Gly. Asn Tir Thr/.Cys Glu - Leu' Lys -Tyr Glu Gly Lys. Leu Val Arg" 
210/ >} > -: \:' 215' •':/ .- * :7 * 220 
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Arg Thr Thr Glu. Leu. Lys Val Thr. Ala Leu Leu Thr Asp Lys Pro Pro 
225 . • .- 230 235 ' ' 240 



Lys Pro Leu Phe Pro Met Qlu ' Asn Gin Pro Ser Val lie Asp Val Gin 

... 245 250 255 



Leu Gly Phe Ser Lys^ Ser lie Leu Glu Lys Lys Lys Leu Asn Trp His 

' 260 ;* .265. ' 270 



Ser Ser Leu -Thr^ Gln"L ; eu. Trp l«ys Leu .Thr Trp Arg lie lie Pro Ala 

275 . • ' "•■ - 280 • 285 



Met Leu Lys Thr. GluVMet Asp- .Gly Asn Met Pro Val- Phe Cys Cys Val 

290 . " - * / 295 ' 300 



Lys Arg lie . 

305 ■ •'■ ■ 



<210> 188 . .<•■'•• : r .r ■ 

<211> 304 . '] \. 

<212> .PRT • •■" . "•• . "■".- .■* ' 

<213> Artificial, se^ence* ' \ 

<22o> ' ■:„*'" . /•'.*; --C^:.- ' • 

<223> A nover predicted alternative" spliced variant protein product 
<400> 188 

Met Lys Pro' Pro . Phe . LeU Leu AX* Leu Val Val Cys Ser Val Val Ser 

1 . "'• 5 . 10 15 

Thr Asn Leu Lys ' Met VaO. Ser Lys Arg Asn Ser Val Asp Gly Cys He 

20 ' / J V \ /■ : 2S ' 30 

Asp Trp Ser : Val. Adp:.Leii. Lys Thr .Tyr Met Ala Leu Ala . Gly Glu Pro 

35 40:'.; ;'" 45 

Val Arg Val Lys Cys /Ala .lieu Phe Tyr Ser Tyr He Arg Thr Asn Tyr 

so ':y'X\.\:-\.s%!':.'--. eo- 

Ser Thr Ala.. Gin. Ser-' .Thr • Gly Leu 7 Arg Leu Met Trp Tyr Lys Asn Lys 

65 ■'; • "Jy' ' 75 so 

Gly Asp. Leu GIuVgIu Pro lie 'il.e 'Phe ' Ser Glu Val Arg Met Ser Lys 
Glu Glu Asp Ser.' lie Trp. Phe ; . Hi's- Ser ■ Ala Glu Ala Gin Asp Ser Gly 

. .iqg- '"io5.;;- : ' 110 

Phe Tyr- Thr. Cys: Veil «L$u Arg Asn Ser Thr Tyr Cys Met Lys Val Ser 
115, - X2.0 •■ ' - 125 

Met Ser Leu. Thr' Val AXa. Qlu . Asn Glu Ser Gly Leu Cys Tyr Asn Ser 
■ 13 0' i3.5 ' • . 146* 

Arg He Arg. Tyr'-- LeuAGlu Lys- Ser Glu Val Thr' Lys Arg Lys Glu lie 

145 \ . -; :.^.- > :Ci5.;p .* c-\ . 155' ieo 

Ser Cys- Pro i Asp^Mefcj.'Asp Asp; Phe- Lys - Lys' Ser Asp Gin Glu Pro Asp 

' ' \.\ y m -%^sSf- -;ih y\\\ .170 - '•- 175 
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Val Val Trp Tyr Lys .Glu Cye Lys Pro Lys Met Trp Arg Ser lie He 
18*0 :.. i85. ' 190 



He Gin Lys Gly Asn Aia Leu Leu lie Gin Glu Val Gin Glu Glu Asp 
195 200 205 



Gly Gly Asn Tyr Thr.- Cys Glu Leu Lys Tyr Glu Gly Lys Leu Val Arg 
210- : 215 . 220 - 



. Arg Thr Thr Glu Leu Lys Val Thr Ala Leu Leu Thr Asp Lys Pro Pro 
225 .' .- .230 ; 235 240 



Lys. Pro Leu/PHe'.. Pro' Met Glu Asn Gin Pro Ser Val lie Asp Val Gin 

• '2.45';>-. • .250 255 



Leu Gly. Lys. Pro Leu}: Asn - Xie Pro Cys Lys Ala Phe Phe Gly Phe Ser 

260*. V.: .. ;:/.\265* • 270 

Gly Glu 3'er.Giv Pro Met lie- T^r Trp Met Lys Gly Glu Lys Phe He 

275 ',' /• ■■ * ; . : aap:*. "285 



Glu Glu Leu Ala Gly His He. Arg Glu Gly Glu He Arg Phe Asn Leu 
290 295 ' 300 



<210> .189 . ' • v 

<211> 221 :' 5 ■ ; 

<212> PRT ■ v * ■ ' " 

<213> Artificial- sequence . . 

<220> . • . . -\ I*-.."."" 

<223> A novel predicted, alternative spliced .variant protein product 
<400> 189 ■ • 

Met Gly Leu Ala. Trp Gly Leu Gly. Val Leu Phe Leu Met His Val Cys 
1 " .10 15 

Gly Thr Asn -Arg lie Pro Gin §er.. Gly Gly Asp Asn Ser Val Phe Asp 

■?0 V ' " . 'V \ . 25 ■ . *■ ; 30 

lie Phe . Glii Leu . Thr ;G'iy Ala Ala Arg Lys Gly Ser Gly Arg Arg Leu 

. 35" ' \ A0-\- 45 

Val Lys Gly - Pro. Asp .Pro Ser. Ser Pro Ala Phe Arg He Glu Asp Ala 

50 - • ..• •.-.'/;* - 5%.:'-: V* -60 

Asn Leu, lie Pro Pro .Val Pro! Asp Asp Lys Phe Gin Asp Leu Val. Asp 

65 "■Y.'-V '- '.7.0. '••... . 75 80 

•Ala Val .Arg Thr Giu'Lyjs'Gly Phe Leu Leu Leu Ala Ser Leu Arg Gin 

" * : • .V-'asV;. - 95' 

Met Lys. Lys- Tnr. Arg. G,3.y Thr Leu Leu Ala Leu Glu Arg Lys Asp His 
-\ 100. • • '; y_ • " • '.. .105' • 110 

Ser Gly. Gin Val; Pne* Ser Val Val Ser Asn Gly Lys Ala Gly Thr Leu 

' . 115 .. ' . .- ; \ • 120 125 

Asp. Leu. Ser.>eu= Thr^;yal Gin Gly Lys Gin- His Val Val Ser Val Glu 
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13 0 135 140 

Glu Ala Leu Leu Ala Thr Gly Gin Trp Lys Ser He Thr Leu Phe val 
145 150 155 . 160 



Gin Glu Asp Arg Ala Gin Leu Tyr He Asp Cys Glu Lys Met Glu Asn 
, 165. X70 175 



Ala Glu' Leu Asp Val Pro lie Gin Ser Val Phe Thr Arg Asp Leu Ala 
• 180* 185 190 



Ser lie- Ala Arg Leu Arg lie Ala. Lys Gly Gly Val. Asn, Asp Asn Phe 
, - 195. \ 200 . 205 



.Gin Leu Pro Val Ser 'Ser 5er Pro- Leu Thr Thr Thr .Trp 

216 : - " , - : - " 215 * ! 220 



<210> -190 . ' .- ;••* ;• . 
<2ii> 417 " • ; \ • 

<212> prt : . . 
<213> Artificial- pecpience 

' <22o> *■'•'■*. ; ' ■. . 

<223>- A novel- 'pre'dic ted ^ternative spliced variant protein product 
• <400> 190 

Met Giy Leu Ala Trp Qly Leu Gly Val Leu Phe Leu Met His Val Cys 

1 * '-.'/ ' 5 "' ■ - .V.; * • 10 .15 

Gly Thr Asn Arg. "lie;. Pro Giu Ser* Gly Gly Asp .Asn Ser Val Phe Asp 

' " ■"" /20 : . V-. . * : '"•*."" . 25 : ' 30 



He Phe Glu Leu Thr Gly Ala Ala Arg Lys. Gly Ser Gly Arg Arg Leu 

35 . ' . 40 45 



Val Lys Gly Pro Asp/ Pro Ser Ser Pro Ala Phe Arg He Glu Asp Ala 
50- 55 .60 



Asn Leu He. Pro. Pro Val Pro . Asp" Asp Lys Phe. Gin -Asp Leu Val Asp 

.65 ' ' -■; r.'i •:Vc':-7*P / - 75 80 

Ala Val Arg'."Thr :<3lu' : iys Gly Pne -Leu Leu Leu Ala Ser Leu Arg Gin 

" ' '•' •' : 95 



Met Lys Lys 'Thr. Arg.'jGly Thr lieu' Leu Ala Leu Glu Arg Lys Asp His 

. ". ■ .,.ld0: ,^.*.V>.;. V/ ; 105 ■ 110 



Ser Gly Gin Va\ Phe, Ser Val Val Ser Asn Gly Lys Ala Gly Thr Leu 

.lis. ■ ' V\l r 2b/ 125 

Asp Leu Ser iLeu .Thr Val Gin .Gly Lys Gin His Val Val Ser Val Glu 

130' . '•..'•j ;/ .i35 : ' : "*': 140 

Glu Ala Leu .Leu Ala* 'Tnr Gly Gin Trp .Lys Ser He Thr Leu Phe Val 
145 " 150 • 155 160 



Gin Glu Asp ; Arg*. Ala: Gin Leu Tyr; He Asp Cys Glu Lys Met Glu Asn 
A.* 1 - 165. ! 170 175 
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Ala Glu Leu Asp Vail/ Pro lie Gin Ser Val Phe Thr - Arg. Asp Leu Ala 
' ' 180 . .185 . 190 



Ser lie Ala Arg Leu :Arg lie Ala* Lys Gly Gly Val Asn Asp Asn Phe 
195 - 200 205 



Gin Gly Val . Leu. Gin'. Asn Val Arg Phe Val Phe Gly Thr Thr Pro Glu 
210 215 220- 



Asp He Leu Arg Asn Lys Gly C^s Ser Ser Ser Thr Ser Val Leu Leu 
225 \ .230 '. 235 240 



Thr Leu Asp Asn Asn Val Val Asn Gly Ser Ser Pro Ala He Arg Thr 
" 245-" 250 255 



Asn Tyr- lie Gly, -His. Lys Thr Lys Asp Leu Gin Ala. He Cys Gly He 
.260 ."*. -265:' 270 



Ser Cys Asp Glu Leu" Ser- Ser Met val Leu Glu Leu Arg Gly Leu Arg 
275 2£0 • 285 



Thr He Val Thr Thr -Leu Gin- Asp* Ser lie Arg Lys Val Thr Glu Glu 
290 : 295 300 . 



Asn Lys Glu Leu Ala Asn Glu LeU.Arg Arg Pro Pro Leu Cys Tyr His 

305 '/.' '■ './3'10 315 320 



Asn Gly Val /Gin. Tyr 'Arg. Asri .Asn Glu Glu Trp Thr Val Asp Ser Cys 

'..}. 325;>---.. 330 * 335 

Thr Glu Cys;- Hi's; Cyg^Gln .Pro Ala Thr Leu Arg Thr Met Ala Gly Leu 
. .340* '\." : . \ 345 .• 350 



.His Gly Pro. Ser Gly "pro Pro. VslL Leu Arg Ala Val Ala Met Glu Phe 

355 * ■•♦3-6.0 365 



Ser Ser Ala . Ala, Ala- '..Pro Ala\ He Ala Ser Thr Thr Asp Val Arg Ala 
370 " 37& V: 380 



Pro Arg Ser Arg His- Gly : Prb- Ala lie Phe Arg Ser Val Thr Arg Asp 
385- *$ Qm . . 395 400 

Leu Asn Arg, Met .Val.; Ala- Gly. Ala Thr Gly Pro Arg Gly His Leu Val 

...•40*5'". V' " ' 410 415 



Leu 



<210> XSX ■ . -..V ;; : '. 

' <211> 1*112'" ': V'-:";';-- •*.;"'>/ V ' \ . 

<212> . PRT . • I. 

<213> Artifici&l ; peqjaence.; '.: - * 

<22 0> . \Vy.v\ 

<223> A novel r predicted Alternative- spliced variant protein product 

<4 0 0> 191 * ' y} '/^ ; '. :' ' ~'<. '[ • 

Met GiyLeu''Aik'^ Phe Leu Met His Val Cys 

1 • : 5 S "'. VV ' = - /-»■.• -10' 15 



WO 2005/071059 



376 



PCT/1L2005/000107 



Gly Thr Asn. Arg He Pro Glu 'Ser. Gly Gly Asp Asn Ser Val Phe Asp 
20 25 30 



He Phe. Glu Leu Thr Gly Ala Ala Arg Lys Gly Ser Gly Arg Arg Leu 
35 40 45 

Val Lys Gly .Pro Asp Pro Ser. Ser Pro Ala Phe Arg He Glu Asp Ala 

50 . ■ 7 55/ , 60 



Asn- Leu He. Pro Pro. Val Pro -Asp Asp Lys Phe Gin Asp Leu Val Asp 
6S .70 75 80 



Ala Val • Arg Thr Glu- Lys Gly. Phe Leu Leu Leu Ala Ser Leu Arg Gin 
85 90 95 



Met Lys Lys Thr Arg . Gly Thr Leu Leu Ala Leu Glu Arg Lys Asp His 

* - ;ipp'* : ;'" .105 110 

Ser Gly Gin Val .Phe Ser Val : Val " -Ser Asn Gly Lys Ala Gly Thr Leu 
115 i^O 125 

Asp Leu Ser Leu Thr Val. Gin Gly Lys Gin His Val Val Ser Val Glu 
130 .135 140 



Glu Ala Leu Leu Ala , Thr Gly Gin. Trp Lys Ser He Thr Leu Phe Val 

145 '/ " '.' 150 . : 155 160 

Gin Glu Asp Arg- Ala . Gin Leii Tyr- He Asp Cys.Glu Lys Met Glu Asn 
;' ;.1JS5 / J.7.0 - 175 

Ala Glu Leu.'Asjp Val Pro lie Gin . Ser Val Phe Thr Arg Asp Leu Ala 
180 ' - • 185 .. • . 190 

Ser He Ala Arg. Leu' Arg lie Ala Lys Gly Gly Val Asn Asp Asn Phe 

MS '* *' ..'200 ■ 205 

Gin Gly Val Leii Gin; Asn. Val Arg Phe Val Phe Gly Thr Thr Pro Glu 

210 ".v.'' 215 " 220 * 



Asp He Leu -Arg;As"n..Lys/ G.iy Cys .Ser Ser Ser Thr - Ser Val Leu Leu 
.225 \v->/ 230;-- ."" 235 240 

Thr Leu Asp.. Asn Asn' Val Val- Asn Gly Ser Ser Pro Ala He Arg Thr 
' 245 . 250 255 

Asn Tyr He Gly. His' Lys Thr Lys Asp Leu Gin Ala He Cys Gly He 
260" . 26S' *270 



Ser Cys ' Asp' Glu Leu Ser Ser Met . Val Leu Glu Leu Arg Gly Leu Arg 

275 ;;-j.28.0. 285 

Thr; lie Val.;Xlir Tnri Leu Gin Asp. Ser. lie Arg Lys Val Thr Glu Glu 
290' .■"»'.;.-'*" 295^ "J ... .; - '300 

Asn Lys Glu- Leu Alaj'-Asri.-Giu' Leu Arg Arg Pro Pro Leu Cys Tyr His 

305 ' : \;/\S;>3iQ • 315 ' ■ .320 
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Asn Gly val Gin Tyr Arg. Asn Asn Glu Glu Trp Thr Val Asp Ser Cys 

'■' 325 * ' 330 " 335 

Thr Glu Cys His. Cys Gin Asn Ser. Val Thr lie Cys &ys Lys Val Ser 
340 345 350 

Cys Pro He Met Pro Cys Ser. Asn Ala Thr Val Pro Asp Gly Glu Cys 
355 - - . 360 ' 365 

Cys Pro Arg .Cys Trp, Phe Lys Gin Asp Gly Gly Trp Ser His Trp Ser 

370 " 375 . ' 380 

Pro Trp Ser Ser Cys Ser Val Thr Cys Gly Asp Gly Val lie Thr Arg 

385 : '',"390 . " ' 395 400 

lie Arg Leu -Cys' Asn Ser Pro Ser" -Pro Gin Met Asn Gly Lys Pro Cys 
■405. . 410 ' . 415 

Glu Gly - Glu . Ala Arg- G.lu Thr Ly£ Ala .Cys Lys Lys Asp Ala Cys Pro 
'420 ■ • 425 '. .430 

He Asn Gly Gly Trp Gly' Pro Trp Ser Pro Trp .Asp' He Cys Ser Val 

. 435 ■*. ■* . ; :440 ; 445 

Thr Cys Gly Gly Gly Val. Gin L^s .Arg Ser. Arg Leu Cys Asn Asn Pro 
450 455 "'*■ 460 

Thr Pro Gin Phe Gly! Gly Lys Asp Cys Val" Gly Asp Val- Thr Glu Asn 
465 . 470 475 48 0 

Gin lie Cys Asn Lys Gin Asp . Cys' Pro- lie Asp. Gly Cys Leu Ser Asn 

:....4B5.\"; '490 495 

Pro Cys Phe.Ala ^Gly' Val Xys Cyp Thr Ser Tyr Pro Asp Gly Ser Trp 

'so.o'v ' .-'-SOS . 510 

Lys Cys Gly Ala Cys.' Pro pird Gly Tyr Ser Gly Asn Gly He Gin Cys 
515 •: 52 0 ; 525 

Thr Asp Val Asp Glu'; Cys . Lys Glu Val Pro Asp Ala Cys Phe Asn His 
530. : \. \\. "* . S ?.?' V; ",V 54 °. 

Asn Gly (?lu .His 'Ar^ ,'Cys Glu • Afln' -Thr Asp Pro Gly - Tyr Asn Cys Leu 

54S -'.vi. 550,;'; •' 555 ' 560 

Pro Cys Pro .Pro Arg Phe Thr : Gly Ser Gin Pro Phe Gly Gin Gly Val 
*\ ; S65.. 570 " 575 

Glu His Ala Thr . Ala- Asn Lys Gin Val Cys Lys Pro Arg Asn Pro Cys 

... 580 . : . 585 / 590 

Thr Asp Gly Thr Hi.sAsp Cys A^n 'Lys Asn Ala Lys Cys Asn Tyr Leu 
595. • .'• 60.0 . ' ♦ 605 . 

Gly His Tyr,.:Ser): Asp: Pro Met .Tyr. Arg. cys Glu Cys Lys Pro Gly Tyr 

610 V •'■ ears' . /. 620 

Ala Gly Asn- Gl-jr. Ile^He. C^s' Gly. Glu Asp Thr Asp Leu Asp Gly Trp 
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625 



•630 



635 



640 



Pro Asn Glu Asri' Leu Val Cys Val -.Ala Aari Ala Thr Tyr His Cys Lys 
v - 64.5" v/ 650 * 655 



Lys Asp' Asn Cys Pro Asn Leu Pro Asn Ser Gly Gin Glu Asp Tyr Asp 
660 '665 670 



Lys Asp Gly lie Gly Asp Ala Cys Asp Asp Asp Asp Asp Asn Asp Lys 
675 * ■; 680. 685 



lie Prp Asp- Asp Arg. Asp .Asn Cys Pro Phe His Tyr Asn Pro Ala Gin 

690 ; '. &S ■ 700 



Tyr Asp. Tyr Asp Ajrg.'Asp Asp. Val Gly Asp Arg. Cys Asp Asn Cys Pro' 

705 •Av-710. (' • " • - ■ 715 - 720 

Tyr Asn His Asn .P^o-.Asp Gin: Ala Asp. Thr Asp Asn Asn Gly Glu Gly 

•\725\ •■ , 730 735 

Asp Ala Cys Ala Ala." Asp Jle As"p Gly Asp Gly lie Leu Asn Glu Arg 

740 ' "745- ... ■ 750 



Asp Asn Cys Gin' . Tyr Val . Tyr Asn . Val Asp Gin Arg Asp Thr Asp Met 
7S5 \ 760 . 765 



Asp Gly Val Gly Asp. 'Gin Cys' Asp Asn Cys Pro Leu Glu His Asn Pro 
770. . 775'- 780 



Asp Gin Leu Asp Ser . Asp Ser Asp Arg lie Gly Asp Thr Cys Asp Asn 
785 ;. '790 . .795 800 



Asn Gin Asp tie/ Asp CGlu Asp Gly. His . Gin Asn Asn Leu Asp Asn Cys 

bos.; y. . . -sio sis 



Pro Tyr Val '-Pro . Asn- : Ala Asn- Gin; Ala- Asp His Asp Lys Asp Gly Lys 
•-820 V _ ' ■ -. s'" ■ A ».825 . 830 

Gly Asp AlavCys\Asp His As£ *; ASp > Asp Asn Asp Gly He Pro Asp Asp 
•8.35 ',- :.. V '' : • • ' : 840, ■ .845 

'* -, v: ■ - / '^ : ' v: ' ?•!.-•, "*Jfr m ''. 

Lys AspASn Cys Arg- ^^Leu yai^PrO : Asn "Pro Asp Gin Lys Asp Ser Asp 

85Q '.•./...;.:....'/' 85.5.. ';,"•;•.: 860 



Gly Asp. Gly .Arig Gly Asp .Ala .Cys^Lys Asp Asp Phe Asp His Asp ' Ser 
865 : ; '870 1- " • 875 '880 

Val- Pro Asp .lie "Asp Asp; lie;, cys : Pro Glu Asn Val Asp He Ser' Glu 
"885 ' 890 895 

Thr Asp Phe. Arg. Arg .'Phe Gin Met. lie' Pro Leu Asp Pro Lys Gly Thr 
900.* 9°5 -910 

Ser Gin- Asn Asp Prof Asn Tip. Val .Val Arg His Gin Gly Lys Glu Leu 
915 \\ 92Q : 925 

Val- Gin Thr, .Vai" A> r n; : Cys" Kap Pro Gly Leu Ala Val Gly Tyr Asp Glu 
930. ' . V ' 935-. < - " -940 « 
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Phe Asn Ala Val Asp Phe Ser Gly, .Thr Phe Phe He Asn Thr Glu Arg 
945 \\ 950 ' 955 960 

Asp Asp Asp Tyr Ala Gly Phe Val. Phe Gly Tyr Gin Ser Ser Ser Arg 
965 ' 970 975 

■ 

Phe Tyr Val" Val .Met Trp Lys Gin Val Thr Gin Ser Tyr Trp Asp Thr 
980 " -985 '• 990 

Asn Pro Thr Arg' Ala Gin Gly Tyr Ser Gly Leu Ser Val Lys Val Val 
995 ' " *' lpoo" 1005 

Asri Ser' Thr. Thr! Gly Pro. Gly Glu His Leu Arg Asn Ala r*eu Trp 
1010 ":\ 1015 ; 1020 

His Thr .Gly Asn ;'ifcr-Pro ]Gly ,;Gln Val..Arg Thr Leu Trp His Asp 
1025 • .1030.. . 1035 

Pro Arg". His I0,e Gly .'-Trp iys ; : Asp Phe Thr Ala Tyr Arg Trp Arg 
1040 . " / ■ r \":' *■ 104 5 .1050 

-.Leu Ser." His Arg Pro Lys *te/: : Gly Phe, lie Arg Val . Val Met Tyr 
.* 1055V .. \. ':.->['/■'{'' -1(360;... , 1065 

Glu Gly Lys Lys £le >«et Ala Asp. Ser Gly Pro He Tyr Asp Lys 
1070 . ip 7 ?-" .'\ 1080 

Thr Tyr Ala Gly Gly Arg Leu Gly Leu Phe Val Phe Ser Gin Glu 
1085 1090- 1095 

Met Val Phe Phe Ser, Asp, .Leu. Lys Tyr" Glu Cys Arg Asp Pro 
" 1100 1105- mo 

<210> 192..-. .', 

<2ll> . 1119 ; ... 

<212> " PRT - "• « : * • 

<213> Artificiar-.%e(^ence- r ',;'.-.['.' 
<220> ' v - y'^/yr' .7' V. ' 

<223> A .noyei.*'pr^ variant protein product 

<4oo> 192: . '/x 

Met Gly Leu^a\Tij>- !(3ly .Leu Giy .Val. -Leu Phe Leu Met His Val Cys 

* 1 ' -".5'!;)';** /"? *q is 

Gly Thr - Asn Arg,. Ile/Pro Glu SeV Gly Gly Asp Asn Ser Val Phe Asp 

".' * \;.20. : .v '* : ::\]}' i •■■ '25 \ ■ 30* 

lie Phe Glu- Leu'-.Tnr. GiyvAia': Aia;.:Arg*%ys. Gly Ser Gly Arg Arg Leu 

.-3 : 5.--\ .0; X;;1;:? • -4U- . . • • - 45 

Val Lys- Gly -Pro Asp.'Prb Ser Ser Pro Ala Phe Arg He Glu Asp Ala 

50 ■ '. :*.'•>/.., 55 60 

Asn Leu" lie- Pro . Pir6;.Val .pro "Asp Asp L^s. Phe Gin Asp Leu Val Asp 

65' • .':;*•>:; 70." : *• -75 . 80 

Ala Val Arg •Thir": Glu^ys Gly Phe. Leu. Leu Leu. Ala Ser Leu Arg Gin 
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Met Lys Iiys Thr Arg. .Gly Thr Leu Leu Ala Leu Glu Arg Lys Asp His 
100 • 105 110 



Ser Gly Gin Val.phe Ser Val Val Ser Asn Gly Lys Ala Gly Thr Leu 
115 120" 125 



Asp Leu Ser Leu Thr Val Gin Gly. Lys Gin His Val Val Ser Val Glu 
130 135. 140 



Glu Ala Leu Leu. Ala Thr Gly Gin Trp Lys Ser He Thr Leu Phe Val 
145 ", ..ISO ■ - 155 160 



Gin Glu Asp Arg A.ia Gin Leu Tyr He Asp Cys Glu Lys Met Glu Asn 

• \< : If Sir 170 175 

Ala Glu. Leu .'Asp; ValVftro lie Gin Ser Val Phe Thr Arg Asp Leu Ala 
. .180 V V. V . ; .' .-185 190 



Ser He Ala Arg^ Leu - Arg lie Ala" Lys Gly Gly Val Asn Asp Asn Phe 

195- •;• ' : j';.... }'■.-. 260^ 205 

Gin Gly Val Leu Gin Asn .Val -Arg-. Phe. Val Phe Gly Thr Thr Pro Glu 
210 215 ; . 220 



Asp He Leu " Arg'- "A$n ."Lys Gly Cys Ser Ser Ser Thr Ser Val Leu. Leu 
225 ; 230 ' ' 235 240 

Thr Leu Asp Asn. Asn Val' Val Ash. Gly Ser Ser Pro Ala He Arg Thr 
• 245- ■ 250 255 

Asn Tyr He" Giy His-. Lys Thr Lys Asp Leu. Gin Ala He Cys Gly He 
. 260 . ■ .265 270 



Ser Cys Asp Glu Leu Ser Ser Met Val Leu Glu Leu Arg Gly Leu Arg 
275 280/ 285 

. Thr lie' Val/ T^.-T^^/Lfeu. Gin Asp Ser He Arg Lys Val Thr Glu Glu 

290 V. \V:;V^_. 295 •", •' '300 

• W " • \ * ■ 

Asn Lys. Glu" Leo- A^iajVAsn Glu Leu" Arg Arg .Pro Pro Leu Cys Tyr His 

305 ■. * .* V.; ; .^^^°. -7^. . • 315" ' ' 320 

Asn Gly Val.. Gin T^-.ftrg Asn. Asn" Glu \Glu Trp Thr Val Asp Ser Cys 

'•V \ ';*.:ySl5'"V;' ' V' ' ^ ' '33.0 335 

Thr Glu. Cys- HisVcys-' ein Asn 'Ser/ Val Thr lie Cys .Lys Lys Val Ser 
■ - ; : "3 40. "-. ' -345. \ 350 

Cys Pro 'Ile.Mefc. Prq Cys. Ser .fen ' Ala - Thr Val Pro Asp Gly Glu Cys 

35S-: v,--. :\ 360 ". • • • • ' 365 

Cys Pro. Arg Cys; Trp.. Pro Ser Asp Ser Ala Asp Asp Gly Trp Ser Pro 

370 • '.if.'.-i- 374. „;.' * ' - 380 

Trp Ser .Glu TrjgPThr.' Ser Cys ..Ser Thr' Ser Cys Gly Asn Gly He Gin 

385 , \. J:'39;6 "V- •' 395 * 400 
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Gin Arg GlyArg : Ser Cys Asji. Ser Leu Asn Asn Arg Cys Glu Gly Ser 
■ \4j5// ; . .410 " 415 

Ser Val Gin Thr. Arg- Thr Cys His lie Gin Glu Cys Asp Lys Arg Phe 
420 425 430 



Lys Gin Asp Gly Gly Trp Ser His Trp Ser Pro Trp Ser Ser Cys Ser 
435 , 440 445 



Val Thr Cys' Gly.. Asp Gly Val He Thr Arg He Arg Leu Cys Asn Ser 
450 . - 455 460 



Pro Ser Pro Gin- Met Asn Gly Lys Pro. Cys Glu Gly Glu Ala Arg Glu 
465 4.70 475 480 

Thr Lys Ala Cys . Lys Lys Asp Ala. Cys Pro He Asn Gly Gly Trp Gly 
485 ; ■ 490 495 

Pro Trp Ser Pro Trp[ Asp lie. Cys Ser Val Thr Cys Gly Gly Gly Val 

-.500. .s- ;■" ■ 505- ' ' "* 510 



Gin Lys Arg Ser Arg 'Leu- 'Cys Asn Asn Pro Thr Pro Gin Phe Gly Gly 

515 . ; • . / ;>-520 525 

Lys Asp Cys Val . Gly Asp Vai . Thr Glu Asn Gin He Cys Asn Lys Gin 
S30 • " " " . 535/ - 540 



Asp Cys Pro lie -Asp Gly Cys Leu Ser -Asn Pro Cys Phe Ala Gly Val 

545 550 555 560 

Lys Cys Thr Ser. Tyr Pro Asp Gly Ser Trp Lys Cys Gly Ala Cys Pro 

'565' \. 570 575 



Pro Gly Tyr- Ser Giy Asn Gly He Gin Cys Thr Asp Val Asp Glu Val 
580 585 \ 590 



Cys Lys. Pro. Arg. Asn Pro Cys Thr Asp Gly Thr His Asp Cys Asn Lys 

S95 -[ - . - . _ ; \ 600 r 605 

Asn Ala. Lys ..^s;.As$^Tyr Leu Giy His Tyr* Ser Asp Pro Met Tyr Arg 

6i6 * .7 "eis. •?. ... 620 



Cys Glu Cys ?Lys pro-.dly Tyr Ala Gly Asn Gly He. He Cys Gly Glu 

625 • .. : •;\>;Vf : '6'30 'V- .; ' • ; " '635- * 640 

Asp Thr Asp Leu As^'Gly.Txp"* Pro- Asn .Glu Asn Leu Val Cys Val Ala 

• -•• •64;5:/V: : : ' i;-*' • * -jsso 655 

Asn Ala - Thr Tyr. His/.Cys Lys Lys . Asp Asn Cys Pro Asn Leu Pro Asn 

. . ;. 66 9 • .- ' " ' ' ' 665 . 670 

Ser Gly Gin. Glu 'Asp Tyr -Asp Lys 1 Asp. Gly He Gly Asp Ala Cys Asp 
675*- 7 \ V. *. " ■'.*;"(S|0- : -I ." .".V ' 685 

Asp Asp Asp Asp 'Ash Asp Lys, He .Pro Asp Asp Arg Asp Asn Cys Pro 
690 695 : 700 
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Phe His Tyr. Asn -Pro Ala Gin Tyr Asp Tyr Asp Arg Asp Asp Val Qly 

, 7 °s ./*-..--.'7io •." .715 720 

Asp Arg Cys Asp Asn' Cys Pro -Tyr Asn His Asn Pro Asp Gin Ala Asp 

\ 72S- ' 73 0 735 

Thr Asp Asn Asn Gly Glu Gly Asp Ala Cys Ala Ala Asp lie Asp Gly 
740 • . ' 745 ' 750 

Asp Gly tie Leu Asn Glu Arg Asp Asn Cys Gin Tyr - Val Tyr Asn Val 

755 .; - " . ' 760 ' 765 

Asp Gin Arg, Asp Thr Asp' Met Asp Gly Val Gly Asp Gin Cys Asp Asn 
770 77.5/ 78 0 

Cys Pro Leu Glu His Asn Pro Asp Gin Leu Asp Ser Asp Ser Asp Arg 
785 ' 790 • 79S 800 

lie Gly* Asp Thr Cys Asp Asn 'Asn Gin Asp lie Asp Glu Asp Gly His 

. e05;V' ; 810 * 815 

Gin. Asn Asn Leu As£: Aign Cys .Pro Tyr Val Pro Asn Ala Asn Gin Ala 
■ 5 820. 825 - ■■ 830 

Asp His Asp- Lys " Asp .Gly Lys' Gly Asp Ala Cys Asp His Asp Asp Asp 
835 v.- : -840\ 845 



Asn Asp Gly.; lie Pro Asp Asp, Lys Asp Asn Cys Arg Leu Val Pro Asn 
850 \ : '855 . * • 860 

. Pro Asp. Gln.Lys'.Asp Ser Asp Gly Asp Gly Arg Gly Asp Ala Cys l»ys 

865 /. 670 " ; : ' " 8.75 880 

Asp Asp Phe Asp His 'Asp, Ser Val Pro .Asp lie Asp Asp He Cys Pro 
.'885 .890 * 895 

Glu Asn Val, Asp lie- Ser Glu Thr Asp Phe Arg Arg Phe Gin Met He 

• 900 ■ ,905- / • 910 

Pro Leu Asp Pro -LysVQly Thr Ser : Gin Ash Asp Pro Asn Trp Val Val 
.915, . " '■ 9Z0 ' - 925 

Arg Hi's. Glh GlyJ Lys/ciu 'Leii ;Val ' Gin Thr Val - Asn Cys Asp Pro Gly 
93 0 ■ ■ . : - 935 940 

Leu Ala Val-.Gly *T^r .Asp Glu: Pne-. Asn. Ala Val Asp Phe Ser Gly Thr 
945 ' '-y.'SSQ 955. 960 

Phe Phe, Tile Asn Thr -Glu Arg Asp Asp Asp Tyr Ala Gly Phe Val Phe 

.: ! ;..*;/■ *.;*■•'■• . .>70 975 

Gly Tyr Gin Ser .^er : : Ser Arg .Phe .Tyr Val Val Met Trp Lys Gin Val 
.... \ .980> v . *y -' 985 / 990 

Thr Gin. .Ser/l^;T^ % |^/'l&/i^.^PTO/ , 2te Arg Ala Gin Gly Tyr Ser 
•995; • y. : . ; . .-ioo.o ■ * 100s 
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Gly Leu -Ser Val Lys \Val Val . .Asn Ser Thr Thr Gly Pro Gly Glu 

"ldio- -: ■ xqxs./ . 1020 

His Leu Arg. Asn Ala '.Leu. Trp .His Thr Gly Asn Thr Pro Gly Gin 
102S . • .1030 \ 103 5 



Val Arg Thr Leu Trp His .Asp Pro Arg His lie Gly Trp Lys Asp 
1040 ; , * / •. . . . 1° 45 ' . 105 P 

Phe Thr Ala Tyr Arg- Trp' Arg -Leu Ser His Arg Pro Lys Thr Gly 
1055 * ' . 10607; - 1065 

Phe He Arg. Val Val .Met Tyr Glu Gly- Lys Lys He • Met Ala Asp 
1070 - 1075 * 1080 



Ser Gly Pro lie Tyr Asp Lys . Thr Tyr Ala Gly Gly Arg Leu Gly 
1085 1090, 1095 



Leu Phe Val Phe Ser^Gln Glu Met.- Val Phe Phe Ser Asp Leu Lys 
1100 .1105 . . 1110 



Tyr Glu Cys Arg. Asp '.Pro 
1115 '* . 



<210> 193 . " ' 

<211> . 613. ."' ; "'■ *. - * ' 

<212> PRT .: . .j-.JV 

. <2 13 > Artif icial* : sjequenoe 

<220> ' . " .. . V • ' ' • 

<223> A novel .predicted : alternative - spliced variant protein product 

<4oo> 193 •: \ ' 

Met Leu Ala Pro Arg Gly Ala Ala Val Leu Leu Leu His Leu Val Leu 

1 ; ' 5 Y. - • " " 10 15 

Gin Arg Trp Leu Ala Ala Gly Ala VSln Ala Thr Pro Gin* Val Phe Asp 

" .. 20 '. • • ' . " ■ . 2S ' . 30 

Leu Leu Pro' Ser,- Ser Ser" Gin' Arg Leu Asn Pro Gly Ala Leu Leu Pro 

35 \; 40, ' 45 

Val Leu Thr Asp; Pro- Ala Leu Asn Asp Leu Tyr Val He Ser Thr Phe 

50 *-.■■. ]■':.>;'. - -55 ' . 60- - / 

Lys Leu Gin Thr-. Lys! \ Ser S.er Ala: Thr n e Phe Gly Leu Tyr Ser Ser 

65 .i V ~K'X°. .' * ''; V" •-' 75 - 80 

Thr Asp Asri/Ser* Lys';. Tyr" Phe. Glu Phe- Thr. val .Met Gly Arg Leu Ser 

' * : v ' ■: ■ l ;^?5 ,V: ;: ': ' 7:'. .' -V-' ■ " ?9 • - 95 

Lys Ala lie Leu-Ar^Tyr Leu Lys Asn. Asp Gly Lys Val His Leu Val 

. -.-/.looV :': : 'V. ; ' los :\ no • 

Val Phe Asn : Asri: Leu ; Gin Leu'. Ala. Asp Gly Arg Arg His Arg He Leu 

IIS';' \ ", "-r''l20' : " .,';'. * 125 

Leu Arg ^eu ' Ser - Asn Leu din -Arg .Gly Ala Gly Ser Leu Glu Leu- Tyr 

13 0. ! ■ r- V ; * ;. 13 5\ 1 :• 1 1*40 
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Leu Asp Cys lie Gln VaX Asp Ser. Val His Asn Leu Pro Arg Ala Phe 

145 ' ISO /;."'; ;. ' 155 160 

Ala Gly Pro. Ser Gin' Lys. Pro Glu Thr lie Glu Leu Arg Thr Phe Gin 

.... 165>. ' 170 175 

Arg Lys .Pro Gin Aspj.Phe .Leu Glu Glu Leu Lys Leu Val Val Arg Gly 
180. -185 190 

Ser Leu Phe; Gin'. Va'l'Ala Ser. Leu Gin Asp Cys Phe Leu Gin Gin Ser 
195 V . 2d0: 205 

Glu Pro Leu Ala, AjL'aV.Tlir Gly . Thr ' Gly Asp Phe Asn Arg Gin Phe Leu 

210 ;* 2i5." : V'. t -' 220 

Gly Gin Met Thr- .Gin Leu. Asn '.Gin Leu Leu Gly Glu Val Lys Asp Leu 

225 ;. ' "s 230 235 240 

Leu Arg Gin Gin Val :• Lys Glu.Tljr Ser Pne Leu Arg Asn Thr lie Ala 
'. -245 •'■ 250 255 

Glu Cys Gin Ala Cys 'Giy Pro Leii Lys Phe .Gin Ser Pro Thr Pro Ser 
260 265 / 270 

Thr Val Val Ala Pro; Ala "Pro P*p" Ala '.Pro. Pro' Thr Arg Pro Pro Arg 

• 275" ^■■3" •. < \ ; ;28p-; ' 285 

*-" • • • '***• " . '. 

Arg Cys Asp.,Ser A^nVpro Cy& Phe- Arg Gly val Gin Cys Thr Asp Ser 

290 . :? . '/- -..'^ , '"/.*'" 300 

Arg Asp. Gly Phe Gin Cys dly. Pro Cys Pro Glu Gly Tyr Thr Gly Asn 

305 . '' ';. : ':/ :r :';3l'Q J . y .' . - ' 315 ** 320 

Gly lie Thr Cys! lie ; Asp Val Asp Glu Cys Lys Tyr His Pro Cys Tyr 
32S' 330 335 

Pro Gly. Val His Cys lie. Asn' Ljeu ;Ser Pro Gly Phe Arg Cys Asp Ala 
.. 34.0 . " j ... 1: V . : ;.V : .:;3.45" : ; 350 

Cys. Pro Val-Gly,Phe .Thr Giy" Pro Met Val Gin Gly Val Gly lie Ser 

• 355 • '\ '■■/ 360' \* 365 

Phe Ala Lys Ser Asn- Lys Glri Val. Cys. Thr Asp lie Asp Glu Cys Arg 
370 '■* -375 V 380 

Asn Gly Ala Cys . Val* £ro Ash Ser; lie Cys Val Asn Thr Leu Gly Ser 

385 : y39Q ; V> . y - „.' ' 395 400 

Tyr Arg Cysf..;Gly^ Prk; Cys Lys' Pro Gly- Tyr Thr .Gly Asp Gin lie Arg 

" ' " '.. "• A- '/■ • ' -V' '410''. . 415 

Gly Cys 'Lys" Vai . Giu ; .:Arbr As» -Cys- Arg Asn Pro Glu Leu Asn Pro Cys 

. ;.:v42j3\ ' ; v;>;; ; '^/i-fe^as 430 

Ser Val As.iy* Aia.: .Gin Cys il^': Glu. Glu Arg Gin Gly Asp Val Thr Cys 

\ 435 ■ . :'• . ' **";■'.*/ -440 : ' ■ ' . ■ ' 445 
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Val Cys Gly Val\ Gly- Trp Ala Gly Asp Gly Tyr lie Cys Gly Lys Asp 
450-. . V 455 . 460 . 



Val Asp lie Asp S.er Tyr Pro Asp Glu Glu Leu Pro Cys Ser Ala Arg 

465 . .'r-470 ' ■ 475 48 0 

Asa Cys Lys ;Lys: Asp* Asn. Cys* Lys Tyr. Val Pro Asn Ser Gly Gin Glu 
4.85;. --" '■ ' *'■*.- 490" 495 

Asp Ala Asp i -Arg AsfciGfly jie. Gly Asp Ala Cys Asp Glu Asp Ala Asp 

■-so6l/i^\^ . ■'. \, ..sos - sio 



Gly Asp Gly-i lie- Leii Asn Glu;. Gin Asp Asn Cys Val Leu lie His Asn 
.515 ". .-52.0:. 525 



Val Asp. (Gin Arg Ash' Ser Asp. Lys Asp lie Phe Gly Asp Ala Cys Asp 

530 / .' 53& • - 540 



Asn Cys l»eu .Ser Yal Leu. Ash Asn Asp. .Gin Lys . Asp Thr Asp Gly Asp 
545. ' v :550. ... . 555 560 



Gly Arg Gly. Asp Ala," Cys Asp. Asp Asp Met Asp Gly Asp Gly lie Lys 
.. 565'- " -570 575 



Asn lie Leu Asp -Asn ' Cys Pr.o Lys Phe Pro Asn Arg Asp' Gin Arg Asp 
.58.6 •.. .585 . 590 



Lys Asp. Gly -Asj* Gly. Val Gly Asp Ala Cys Asp Ser Cys Pro Asp Val 
595/ - ». : .✓_•:<_ r ; ^pb ■' • . 605 



Ser Asn Pro." Asn. Gin ". 
610; . 



<210> 194' *'•..;• 

<2H> ioi>..V ' *: i\ : ■ ''.-.«' . ' •' 

< 2 12 > . PRT* : ' • . ' ' .'"**." 
<2 13 > Artif icial* sequence 1 ' . . 

-<22o> V.\V'...- . : : ■ ';' 

<223> A" nc^el.: predicted -alternative spliced variant protein product 

<40o> -194;. •'.. v ■•. • ■ ... .;. 

Met Arg .Val ieu/Giy ' Gly> Arg cys Gly Xla Leu 'Leu Ala Cys Leu Leu 

i " -. .-''B:.-?!. ' ' : .: : ip. is 

Leu Val. . Leu. Pro !■ Vaju" Ser Glu Ala Asn phe - Leu Ser Lys Gin Gin Ala 

. • :-" 20;-.-. ; X:."^ ♦ -25 " 30 

. Ser Gin. Val. Leu: Val-' Arg Lys Arg : Arg Ala Asn Ser Leu' Leu Glu Glu 

- 3 ^. - • V.--".-.r : .' \ ;' ' 45' 

Thr. Lys : Gln.^iy Asn.. Leu Giu -Arg <31u Cys- He Glu Glu Leu Cys Asn 

.50 . " \. '>/' r :? : **-55 ' 60 • 

Lys Glu Glu ; ?Ala::>^g...Glu Va2L\ Phfe .Glu- Asn Asp Pro Glu Thr Phe Val 

65. '. • /.v>v;'7:o* : j. s 75 so. 



Phe Ala : Leu Phe-: Lys^Leu Gly- Tyr.* Ser .Leii Leu His Val 

.• ; ; ^V.y-8^ ; :':'.^;.: .>/. - .90 



Ser Gin Leu 
95 



WO 2005/071059 



386 



PCT/IL2005/000107 



Met Leu lie' -Leu Thr. 

100 



<210> 195 
<211> 2772 



<212> PRT 

.<213> - Artificial * sequence - 
<220> . • '■/•". . 

<223> A novel predicted: alternative, spliced variant protein product 

. *- "»" »* ' * *■»*"• 
<400> 195 ** • , 

Met lie Pro Ala '* Arg Phe' Ala Gly Val- Leu Leu Ala Leu Ala Leu lie 

1 - '* "* 5{' * ' 10 15 

Leu Pro Gly'tfhr Leu Cys Ala Glu: Gly. Tat Arg Giy Arg Ser Ser Thr 

20"" ';: ';V; 25 30 * 

Ala Arg Cys-. Ser. Leu Phe Gly Ser Asp Phe Val Asn Thr Phe Asp Gly 

35. ; - ; 40 * .45. 

Ser Met Tyr Ser Phe -Ala/ Gly Tyr Cys Ser Tyr Leu Leu Ala Gly Gly 

50 j ,\ k • 5~s . : 60 

Cys OXa Lys Arg Ser" Phe Ser' lie He Gly Asp Phe Gin Asn Gly Lys 

65 . 7-9 "■- 75 80 

Arg Val Ser Leii Ser. Val Tyr Leu Gly Glu Phe Phe Asp lie His Leu 

• ; 85; -j' ■ 90 95 

Phe Val' Asn; Giy^T^:.Vai.Thr Gin .Gly Asp Gin Arg Val. Ser Met Pro 
.100; V;;, ; "'.V ' \ 105 110 

Tyr Ala Ser Lys G^y - Leu .T^r 4 Leu Glu Thr Glu Ala Gly Tyr Tyr Lys 
115. •;".:./■' C.. " 120 , 125 

Leu Ser Gly^Glii Ala^Tyr Gly. Phe.- Val Ala Arg He Asp Gly Ser Gly 
130' V'"' : 135% ■"' 140 

Asn Phe din Val": Leu ' lieu Ser Asp Arg Tyr Phe Asn Lys Thr Cys Gly 
145 : ;.150 "J ;\ 155 160 

Leu Cys .Gly Ash. Phe Ash! lie' Phe Ala- Glu Asp Asp Phe Met Thr Gin 

./.'ifeS .;170 ; 175 

Glu Gly- Thr Leu TJir ^Ser Asp N Pro Tyr Asp Phe Ala Asn Ser Trp Ala 
180. . .- 185 190 

Leu Ser Ser. Gly' G-ia. Gin Trp .Cys Glu Arg Ala Ser Pro Pro Ser Ser 

195 ' '.."V-VV - ; 200: ' 205 

Ser Cys Asn- lie • Server Gly Glu Met Gin Lys Gly Leu Trp Glu Glh 

210 •. 'I.*' .,'"*"■ * 2i5-; '] ' . 220 . 

Cys Gin- Leu) Leii VLysVser Thr!. Ser Vai Phe Ala Arg Cys His Pro Leu 

225 ■ . ' ;:-*. ;::; , ij;V2?6 ^ V ; ' '. 235 240 

Val Asp Pro ,GiU vPrlo/'Phe V4k.Aia.Leu Cys Glu Lys Thr Leu Cys . Glu 

2*4^ \ '•* ■ 2s : o 255 
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Cys Ala Gly Gly Leu Glu Cys Ala Cys -Pro Ala Leu Leu Glu Tyr Ala 
260 265 270 

Arg Thr Cys Ala. Gin Glu Gly Met Val Leu Tyr Gly Trp Thr Asp His 
275 280. 285 

Ser Ala Cys Lys Gly Gin Leu Leu Asp Glu Gly Leu Cys Val Glu Ser 

290 . " ;*'■ 295 . : 300- 

Thr Glu. Cys Pro, Cys ; Val His . Ser Gly ' Lys Arg Tyr Pro Pro Gly Thr 

305 . . . . ; ;. / 310 V . 315 ' 320 



Ser Leu Ser Arg. Asp. .Cys A^n Thr Cys lie Cys Arg Asn Ser Gin Trp 
325 - ' " 330 " 335 



lie Cys Ser. Asn Glu .Glu..C^s.. Prq* Gly Glu Cys Leu Val Thr Gly Gin 
340 ' " « . .345 .* 350 

Ser His Phe Lys . Ser Phe Asp Asn. Arg Tyr Phe Thr Phe Ser Gly He 
'355 . ' - ' 360 * 365 



Cys .Gin Tyr Leu . Leu Ala Arg Asp Cys Gin Asp His Ser Phe Ser He 
370 * ' ' 375 v 380 

Val He Glu' Thr Valr Gin Cys Ala Asp Asp Arg Asp Ala Val Cys Thr 
385 3-90 395 400 



Arg Ser Val Thr Val Arg Leu Pro Gly Leu His Asn Ser Leu Val Lys 
• 405 . 410 415 



Leu Lys'His. Giy. AlaXGiy Val Ala Met Asp Gly Gin Asp . He Gin Leu 
.•420. *'•■•....'.•,• .425'. 430 



Pro Leu L.eu Lys Gi.y~. Asp Leu Arg He Gin His Thr Val Thr Ala Ser 

435-; .' / ; "440 . V.: 445 

Val Arg Leu.. Ser,. Tyr ' Gly • Glu Asp." Leu Gin Met Asp Trp Asp Gly Arg 

450 \ 4*55:. V- .460 

Gly Arg Lett Leu/Var Lys L^u 'Ser;' Pro Val Tyr Ala .Gly Lys Thr Cys 
465 .,* ..'. V: ' 470 : 475 480 

Gly Leu Cys : Gly, Asn Tyr. Asn ;GIy "Asn Gin Gly Asp Asp Phe Leu Thr 

. :>'4§5 ">..-. .490. 495 



Pro Ser Gly .Leu Ala . Glu Pro* Arg Val Glu Asp Phe Gly Asn Ala Trp 
.500 '505 ' ~ 510 

Lys Leu .His. Gly ' Asp . tys .Qln Asp Leu Gin Lys Gin His Ser Asp Pro 

' 515 •'.*.'■; ■•■ 520 : • 525 

Cys Ala Leu Ash- Pro )Arg Met Tnr Arg Phe Ser Glu Glu Ala Cys Ala 

53.0,-v ;;/}:l\.-^}!r,y Sss-.v - V . S40 

Val Leu Thr^SerVPxp^Thr Phe. .Glu- Ala cys' His Arg Ala Val Ser Pro 
545 ■ iif 'J : V.B50 :. ■ 555. • 560 
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Leu Pro Tyr Leu Arg Asn. Cys ,Arg. Tyr Asp val Cys Ser Cys Ser Asp 
" - 565 • S70 575 

Gly Arg Glu Cys. Leu Cys Gly Ala Leu Ala Ser Tyr Ala Ala Ala Cys 
/ 580 - 585 ** 590 

Ala Gly Arg Gly Val Arg Val Ala Trp Arg Glu Pro Gly Arg Cys Glu 
595 ' 600 60S 

Leu Asn Cys Pro. L^s, Gly Gin Val Tyr Leu Gin Cys Gly Thr Pro Cys 
610 615 620 

Asn Leu Thr \Cys- Arg ; Ser Leu Ser Tyr Pro Asp Glu Glu Cys Asn Glu 

625 _ / • '^630 . 5 i . / " 635 . 640 

Ala Cys Leu Glu.. Gly. Cys Phe.. Cys. Pro Pro Gly Leu Tyr Met Asp Glu 

• ■ ' \ •. 645 ' : . ; .* ••'. " 6S0 655 

Arg Gly Asp Cys Val. Pro Lys Ala* Gin Cys Pro Cys Tyr Tyr Asp Gly 
660- . ' .' " . -665 - 670 

Glu lie Phe -Gin Pro Glu Asp] lie, Phe Ser Asp His His Thr Met' Cys 
. 675 . ''680 685 

Tyr Cys Glu Asp. Gly Phe. Met His^Cys Thr Met Ser Gly Val Pro Gly 
690 695 V 700 ' 

Ser Leu Leu Pro Asp Ala Val .Leu Ser Ser Pro Leu Ser His Arg Ser 
70S 710 . 715 720 

Lys Arg' Ser Leu. Ser Cys Arg Pro .Pro Met Val Lys Leu Val Cys Pro 

....725 '.; 730 735 

Ala Asp Asn ; Leu Ar£ Ala Giu Gj.y Leu Glu Cys Thr Lys • Thr Cys Gin 
•740 "" , ,745 750 

. Asn Tyr. Asp Leu* Glu "Cys Met ..Ser Met Gly Cys Val Ser Gly Cys Leu 

755.' :. r;./;,. • -760 • 765 

Cys Pro . .Pro . Gly .Met; /;Val Arg: ^is Glu Asn Arg Cys Val Ala Leu Glu 

779 . - *: . :• ; .V: 7.75:: . 78 0 

Arg Cys Pro.' Cys.< Phg. His Gin' Gly. Lys Glu Tyr Ala Pro Gly Glu Thr 

'as , • ; . " ■ 795 , soo 

Val Lys lie Gly^ cyk. Asn*. Thr Cys: Val Cys Arg Asp Arg Lys Trp Asn 

« ■ 'y : ; ; 8>5';; : 'sio . sis 

Cys Thr' Asp His Vail. 'Cys Asp Ala Thr Cys Ser Thr lie Gly Met Ala 
. . 8'2b. - / 825 830 

His Tyr Leu Thr'"pjie;.Asp Giy -Leu Lys Tyr Leu Phe Pro Gly Glu Cys 
.835. I 840' , • . " 845 

Gin Tyr Val-' Leil;" Val'^jln Asp*" Tyr.. Cys. Gly Ser. Asn Pro Gly Thr Phe 
. 850, r'i r:.' B5S":' > ^ 860 ' 
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Arg He Leu Val Gly Asn Lys Gly Cys Ser His Pro Ser Val Lys Cys 

865 .670 875 ** sso 

• Lys Lys Arg Val -Thr. lie'. Leu Val Glu Gly Gly Glu lie Glu Leu Phe 
8.85 890 895 

Asp Gly Glu Val Asn Val Lys Arg Pro Met Lys Asp Glu Thr His Phe 
9.00 90S 910 



Glu Val Val Glu . S.er.Gly Arg Tyr He . He Leu Leu Leu Gly Lys Ala 
915 • ' : " ' 920 925 



Leu Ser Val Val TrpvAsp Arg His. Leu. Ser He. Ser Val Val Leu Lys 
330,. ;V- ' 935 940 



Gin Thr Tyr Gin. Glu ; Lys Val Cys Gly Leu Cys Gly Asn Phe Asp Gly 
945 .'V 950 ' 955 960 

He Gin Asn.Asn^Asp\Leu Thr Ser Ser Asn Leu Gin Val Glu Glu Asp 

"v96S , .---C : • 970 975 



Pro Val Asp Phe Gly Asn .Ser Trp Lys Val Ser Ser Gin Cys Ala Asp 
. 980 . • ' '985 990 - 



Thr Arg Lys ;Val Pro Leu Asp. Ser Ser Pro Ala Thr Cys His Asn Asn 
• 995 ■ . " 1000 1005 



.He Met Lys Gin Thr -Met Val 'Asp Ser Ser Cys Arg He Leu Thr 
1010 1015 . . 1020 



Ser Asp Val Phe Gin Asp Cys '. Asn Lys. Leu Val Asp Pro Glu Pro 
1025 1030 1035 



Tyr Leu Asp Val- Cys .He Tyr.: Asp Thr Cys Ser Cys Glu Ser He 
1040 1045' 1050 

Gly Asp Cys Ala Cys Phe- Cys. Asp Thr lie Ala Ala Tyr Ala His 
1055 . v 1Q60 1065 

Val Cys- Ala Gin His ;Gly : Lys ^Val Val Thr Trp Arg Thr Ala Thr- 
1070 ; ' ' y [r ;.;*■ ' : iq75/.V .* - ; ; ■ 1080 

" ' •/..■>„•»'•♦'..* •'! 

Leu Cys- Pro*: Gin Sear. -.Cys- Glu Jqiu' Arg*. Asn Leu Arg' Glu Asn Gly 
1085 * ..•*-■' >'V. .;.V 0.090.* ...: . 1095 



Tyr Glu . Cys GlU ; i Trp\Arg ^Tyr. . Xsn Ser Cys Ala Pro Ala. Cys Gin 
1100- .1105^"..' : 1110 



Val Thr Cys. Gin His ;prq. Glu .. Prp Leu :Ala Cys Pro Val Gin Cys 
.1115 ' 1120 1125 



Val Glu Gly Cys His Ala- His . Cys Pro Pro Gly Lys .He Leu Asp 
1130 ' : "i • 113S 1140 

Glu Leu Leu din Thr 'Cys Val Asp Pro Glu Asp Cys Pro Val Cys 
1145 '• . ■ / './ & so .' '." 1155 

•Glu Val .Aia- Giy'^f^/Tfiig Phe/*; Ala Ser Gly Lys Lys Val Thr Leu 
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1160 ' 1165'; 



1170 



Asn Pro Ser Asp Pro Glu His - : Cys Gin lie Cys His Cys Asp Val 
• 1175 - 118.0 ; H85 

Val Asn Leu Thr Cys Glu Ala Cys. Gin Glu Pro Gly Gly Leu Val 
1190 3.195 " 1200 

Val Pro Pro Thr Asp Ala Pro * Val Ser Pro Thr Thr Leu Tyr Val 
1205 .... 1210 ' 1215 

Glu Asp lie • Ser Glu Pro .Pro Leu His Asp Phe Tyr Cys Ser Arg 

1220 TOOn:" * io^a 



1230 



•Leu Leu Asp. Leu Val Phe lieu .Leu Asp Gly Ser Ser Arg Leu Ser 
' 1235 \ .,. .1240 1245 

Glu Ala ,<31u Pne : ;Glu:Val Leu "Lys Ala. Phe Val Val Asp Met Met 
1250 • . fii'55/.. \.\ 1260 

Glu Arg Leu Arg lie Ser ;Gln ""'l^b Trp Val Arg Val Ala Val Val 
1265 - - i\ • . ,1270 : ; / ' 1275- 

Glu Tyr His Asp Gly;Ser His' .Ala Tyr. lie Gly Leu Lys Asp Arg 
1280 .1285. 1290 

Lys Arg Pro Ser G1U Leu Arg • Arg lie Ala Ser Gin Val Lys Tyr 
1295 . ; 1300 V 1305 

Ala Gly Ser Gin Val ' Ala Ser Thr Ser Glu Val Leu Lys Tyr Thr 
1310 1315 1320 

Leu Phe .Gin lie Phe Ser Lys lie. Asp Arg Pro Glu Ala Ser Arg 
1325 . 1330 .' 1335 

He Ala Leu Leu Leu -Met Ala Ser Gin Glu. Pro Gin Arg Met Ser 
1340 \\ / , ; 1345 ; *, 1350 

Arg Asri Phe. Val Arg .tyr"' Vdl- : .<31ii Gly "Leu Lys Lys Lys Lys Val 
1355 - '1360 . • 1365 

■ v*- 

He Val Ile. Pro .Va.l 'Gly/jie.rGly Pro. 'His Ala Asn Leu Lys Gin 
1370 ... V"" •1325:..;:: " 1380 

.He Arg Leu-. lie" Giu^Lys: Gln Ala Pro Glu Asn. Lys Ala Phe Val 
1385 '- V '; .--4390 /.-'•:. 1395 

Leu Ser -Ser Val -Asp* fclu -L^u '.Glu .Glri.Gln Arg Asp Glu He Val 
1400- / '. .'•.:"■■/>" "l^OS.- ■ ' 1410 • 

.Ser Tyr Le'ii ■ C$a Asp ; Leu Ala .-Prb Glu* Ala Pro Pro Pro Thr Leu 
• 1415 -\ .■ ;*X i . ; -.if20 :i .1425 

Pro Pro His Met Ala. Gin* Val , : .Thr Val .Gly Pro Gly Leu Leu Gly 
1430 . : . fc . I!-' -1435 • 1440 

Val Ser Thr Leu . Gly ;.Pro Lys Arg Ash Ser Met Val Leu Asp Val 
1445 ....%«./-.: . X4S0.."„ - 1455 
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Ala Piie Val Leu Glu Gly.'Ser Asp Lys He Gly Glu" Ala Asp Phe 
1460 1465 . 1470 

Asn Arg . Ser Lya .Glu phe Met Glu Glu Val He Gin Arg Met Asp 
1475 1480 1485 



Gin Asp Ser He His . Val Thr Val Leu Gin Tyr Ser Tyr 
* 1495' 1500 



Thr Val Glu Tyr Pro Phe Ser Glu Ala Gin Ser Lys Gly 
1510 1515 



Val Gly 
1490 



Met Val 
1505 



Asp He Leu Gin Arg Val Arg Glu lie Arg Tyr Gin Gly Gly Asn 
1520 1525 1530 



Asn Thr Gly Leu Ala -.Leu Arg Tyr Leu Ser Asp His Ser 

.1540 1545 

* '*..*" > * 

Val Ser Glh..Gly. App Arg Glu Gin Ala Pro Asn Leu Val 

'1555,' ' '< " 1560 



Val Thr Gly Asn Pro - Ala Ser Asp Glu He Lys Arg Leu 
1570 *. . 1575 



Pro Gly Asp lie Gin Val Val • Pro -He Gly Val Gly Pro Asn Ala 
1580 . 1585 - 1590 



Asn Val Gin Glu Leu Glu Arg He Gly Trp Pro Asn Ala Pro He 
1595 .. 1600 1605 



Leu He Gin Asp Phe Glu Thr • Leu Pro. Arg Glu Ala Pro Asp Leu 
1610 1615. 1620 



Arg Thr 
1535 



Phe Leu 
1550 



Tyr Met 
1565 



Val Leu Gin Arg Cys Cys Ser .Gly Glu- Gly Leu Gin He Pro Thr 
1625 ■ .1630 1635 



Leu Ser pro Ala. Pro Asp Gys ■ Ser Gin pro. Leu Asp Val He Leu 
1640 * '1645 : . 1650 



Leu Leu .Asp. Gly Ser Ser' Ser .Phe Pro Ala Ser Tyr Phe Asp Glu 
1655 ••/•• 1660\ ' . - 1665 



Met Lys Ser Phe Ala Lys, Ala- Phe He Ser Lys Ala Asn He Gly 
1670 . . .. •'-'16.7.5V V 1680 



Pro Arg Leu Thr Gin Val Ser Val Leu Gin Tyr Gly Ser He Thr 
1685 - - 1690 1695 



Thr He Asp Val Pro Trp Asn .Val Val . Pro Glu Lys Ala His Leu 
1700 1705 - 1710 



Leu Ser. Leu Val Asp -Vai Met . 'Gin Arg Glu Gly Gly Pro Ser Gin 
1715. '.'' *• . .1720." .- 1725 



He Gly Asp Ala Leu Gly Phe " Ala Val Arg Tyr Leu Thr Ser Glu 
1730 ■ 1735 ' • 1740 
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Met His Gly Ala Arg Pro Gly. Ala Ser Lys Ala Val Val lie Leu 
1745 1750 { ; 1755 



Val Thr Asp Val Ser Val Asp Ser Val' Asp Ala . Ala Ala Asp Ala 
1760 1765 1770 



Ala Arg Ser Asn Arg Val Thr Val .Phe. Pro. He Gly He Gly Asp 
1775 17.80' 1785 



Arg Tyr Asp Ala Ala Gin Leu • Arg He Leu Ala Gly Pro Ala Gly 
1790 1795;/ , 1800 



Asp Ser . Asn Val Val Lys Leu Gin Arg lie Glu Asp Leu Pro Thr 
1805 1810 1815 



Met Val Thr Leu 'Gly Asn Ser Phe Leu His Lys Leu Cys Ser Gly 
1820 1825 1830 



Phe Val Arg He. Cys Met .Asp,' ; Glu Asp. Gly Asn Glu Lys Arg Pro 
1835/ 1X840. . 1845 



Gly Asp Val -Trp Thr Leu- "Pro /-Asp Gin Cys His Thr Val Thr Cys 
1850 , •■ies.S /- - 1860 



Gin Pro Asp Gly Glri.,Tnr Leu ' iLeu Lys Ser His Arg Val Asn Cys 
1865' 3-870-/. 1875 



Asp Arg Gly Leu Arg- Pro * Ser "Cys Pro Asn Ser Gin Ser Pro Val 
1880 . . 1885 1890 



Lys Val Glu Glu Thr Cys Gly . Cys Arg* Trp Thr Cys Pro Cys Val 
1895 1900 1905 



Cys Thr Gly Ser Ser Thr Arg His lie Val Thr Phe Asp Gly Gin 
1910 1915- 1920 



Asn Phe Lys Leu Thr. Gly Ser . Cys Ser Tyr Val Leu Phe Gin Asn 
1925 ( 1930'. ' 1935 

Lys Glu Gin Asp Leu Glu Val .'.lie Leu His* Asn Gly Ala Cys Ser 
1940 1945=; 1950 • 



Pro Gly Ala Arg Gin Gly _gys . Met Lys Ser He Glu Val Lys His 
1955 ; ." I;? 60 ;/. 1965 

Ser Ala Leu' Ser yal Glu Leu" His Ser Asp Met Glu Val Thr Val 
1970 - % ' 1975 ' 1980 



Asn Gly Arg Leu . Val Ser Vai - ;• Pro Tyr .Val Gly Gly Asn Met Glu 
1985 ■ - ' " :.-1990; ' 1995 

Val Asn .Val - Tyr Gly ..Ala "lie " .-.Met His . Glu Val. Arg Phe' Asn His 
2000 '2905;.. ' 2010 



Leu Gly His He vPhe Thr Phe. ' Thr Pro Gin Asn Asn Glu Phe Gin 

2015-.. ' :; ;/ '-J.*. -202O 1 .- \.\ " 2025 
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Leu Gin Leu- Ser Pro Lys. Thr . : Phe Ala Ser Lys Thr Tyr Qly Leu 
2030 203S*,. ' ' / 2040 



Cys Gly lie Cys Asp Glu Asn' .Gly Ala. Asn Asp Phe' Met Leu Arg 
2045 2Q5Q " 2055 

Asp Gly Thr . Val Thr Thr As"i> Trp Lys Thr Leu Val Gin Glu Trp 
2060 .2065 •" 2070 



Thr Val Gin Arg Pro .Gly 'Gin Thr Cys Gin Pro. lie Leu Glu Glu 
2075 2080 2085 



Gin Cys Leu Val Pro Asp Ser Ser His- Cys Gin Val Leu Leu Leu 
2090,. 2095- 2100 



Pro Leu- Phe Ala Gin Cys His Lys Val Leu Ala Pro Ala Thr Phe 
2105 "' 2110" 2115 



Tyr Ala lie Cys Glii^Gln Asp Ser Cys His Gin Glu Gin Val Cys 

.2120 - . .: : ; 2125:- 2130 



Glu Val He Ala- Ser Tyr Ala His . Leu .Cys Arg Thr Asn Gly Val 
2135 . \,7 •- . : '.. ' < 2140. • ,2145 



Cys Val Asp Trp. 'Arg 'Thr* Fro ••"Asp Phe Cys Ala Met Ser Cys Pro 
2150 - V; -'2155.: ' ' 2160 



Pro Ser Leu Val T^x '.Asn His /Cys Glu His Gly Cys Pro Arg His 
2165 • -. '/ 2170 : :- " 2175 



Cys Asp Gly Ash Val Ser Ser. y Cys Gly" Asp His Pro Ser Glu Gly 

2i80.. . .y. ■• ' 2185 •' . 2190 



Cys Phe* Cys'.Prp Pro - Asp Lys' Val Met 'Leu Glu Gly Ser Cys Val 
2195 220*0 2205 



Pro Glu Glu Ala Cys . Thr Gin .Cys lie Gly Glu Asp Gly Val Gin 
2210 2215 2220 . 



His Gin. Phe Leu. Glu - Ala Tip ■ . Val Pro Asp His Gin Pro Cys Gin 
2225 V' ; " -.2230 : ..V 2235 . 



lie Cys Thr. Qtfb Leu : Ser 'Gly Arg Lys- Val Asn Cys. Thr Thr Gin 
2240. ". 1 1" "■ ' "224'5 'f • . 2250 

Pro Cys, PrbVijtir Ala .iysV-Ala .' "Pro ThrJCys Gly Leu Cys Glu Val 
2255 ; ' v//. r \ a'2jS0y/\. / . . 2265 

Ala Arg Leu. Arg Gin Asn .-.Ala. ;;Asp Gin Cys Cys Pro Glu Tyr Glu 
2270 "'■ f - ' . • . ". " . r5275--' " 2280 

Cys Val. Cys Asp* Pro Val Ser /: Cys Asp Leu Pro Pro Val Pro His 
2285 . : ' \ ... .••.2290- V. 2295 



Cys Glu Arg G.iy Leu Qln *Prb'V\Thr Leu Thr Asn Pro Gly Glu Cys 
23oo." ; •. Ss'o.s-- . * . 2310. 



Arg Pro Asn Phe i^ m X^k'klx'. m pya Arg Lys Giu, Glu Cys Lys Arg 
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2315 ■. 2320 - 2325 



Val Ser Pro Pro Ser Cys Pro • Pro His Arg Leu Pro Thr Leu Arg 
2330 2335." 2340 

Lys Thr Gin Cys Cys Asp Glu .Tyr Glu Cys Ala Cys Asn Cys Val 
2345 -'2350 2355 



Asn Ser Thr Val Ser Cys Pro . Leu Gly Tyr Leu Ala Ser Thr Ala 
2360 '2365' 2370 



Thr Asn Asp. Cys Gly; Cys Thr Thr Thr Thr Cys Leu Pro Asp Lys 
237S- .2380 2385 



Val Cys . Val" His A^g -Ser Thr -..lie Tyr Pro Val Gly Gin Phe Trp 
2390 . * 2395 2400 



Glu Glu • Gly Cys. Asp Val Cys Thr Cys Thr Asp Met Glu Asp Ala 
2405 2410 . ' 2415 



Val Met Gly lieu Arg Val Ala . Gin Cys Ser Gin Lys Pro Cys Glu 
2420 . 2425 - 2430 



Asp Ser Cys Arg : $er Gly.. Phe .-Thr Tyr Val Leu His Glu Gly Glu 
2435 . '■' - ..2440';:.! . 2445 



Cys Cys .Gly Arg Cys ;LeU : Prp Ser Ala Cys Glu Val Val Thr Gly 
245.0 • . - .2455*; 2460 



Ser Pro . Arg Gly JLpp, Set. Gin. . Ser Ser Trp Lys Ser Val Gly Ser 
2465 * • " .2470 ' 2475 



Gin Trp Ala Ser . Pro Glu Asn . Pro Cys Leu lie Asn Glu Cys Val 
. 2480 ;248'5«. .2490 



Arg Val "Lys Glu Glu Val phe -lie Gin Gin Arg Asn Val Ser Cys 
2495 '«!. .2.500 2505 



Pro Gin Leu Glu Val Pro Val ; Cys Pro . Ser Gly Phe Gin Leu Ser 
2510 . V .' 2515'-.. 2520 



Cys Lys. -Thr ..Ser Cys ; Cys Pro Ser Cys Arg Cys Glu Arg Met 
2525 v . 2530 . 2535 



Glu Ala Cys Me.fc • Leu '/ Asn: Giy j'Thr Val' lie Gly Pro" Gly Lys Thr 
2540 * .' • ■ 2 545 -v \ : " 2550 

Val Met ' . iie % ASp..Vai.'Cys ; ;Thr Cys Arg Cys Met Val Gin Val 

2555 ; : 2560^;. ■- •*'/ ■ 2565. 

Gly Val lie'. Ser' qly .Phe Jjy^ '.^Leu Glu" Cys Arg Lys Thr Thr Cys 
2570.'. //V'-'.- "25 75 /*.. 2580 

Asn Pro . Cys; : Pro ;Leu -Gay. Tyr- .'Lys Giu Glu Asn Asn Thr Gly Glu 
2585 .* ' ■ -:„/.* . • 2590V' . 2595 



Cys Cys. Gly Arg Cys Leu Pro '-.Tlir Ala; Cys ; Thr lie Gin Leu Arg 
2600 ' ' V : -26.05-, 2610' 
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Gly Gly Gin ; lie. Met Thr Leu Lys Arg; Asp Glu Thr Leu Gin Asp- 
261:5- 2620- " 2625 



Gly Cys-- Asp Thr His. Phe Cys Lys Val Asn Glu Arg Gly Glu Tyr 
2630; - " ' " 2635> 2640 



Phe Trp Glu Lys Arg Val Thr ,Gly Cys Pro Pro Phe Asp Glu His 
2645 2650 " 265S 



Lys Cys Leu Ala Glu Gly Gly Lys He Met Lys He Pro Gly Thr 
2660 2665 2670 



Cys Cys Asp. Thr Cys. Glu Glu Pro Glu Cys. Asn Asp He Thr Ala 
2675. 2680 2685 

Arg Leu Gin. Tyr Val Lys Val .Gly Ser Cys Lys Ser Glu Val- Glu 
2690 2695 2700 



Val Asp He His Tyr Cys Gin Gly Lys Cys Ala Ser Lys Ala Met 
2705 2710- 2715 



Tyr Ser He Asp lie Asn Asp ..Val Gin Asp Gin Cys Ser Cys Cys 
2720 . . 2725 ' 2730 



Ser Pro Thr Arg Thr Glu Pro . - Met Gin val Ala Leu His Cys Thr 
2735 "'' . ' . 2740 • 2745 



Asn Gly Ser Val. yal Tyr His - Glu Val Leu Asn Ala Met Glu Cys 
2750 27557"' . 2760 

Lys Cys !Ser Pro Arg . Lys . Cys * Ser Lys* ' 
2765 2770 ' 



<210> 196 . 

<211> 552/; ; " 

<212> PRT ' 

<213> . Artificial -sequence : 
<220> . • - ; 

<223> A novel- predicted alternative spliced variant protein product 
<400> 196. 

Met He Pro Ala Arg. Phe Ala Gly Val ' Leu Leu Ala Leu Ala Leu He 

i s . - ••' \ lb: 15 

Leu Prb.Gly.Thr Leu Cys Ala Glu Gly Thr Arg Gly Arg Ser Ser Thr 

. : 20^- ■ 25 ' 30 

Ala Arg Cys Ser. Leu ' Phe" Gly Ser Asp Phie Val Asn Thr Phe Asp Gly 

• 3Svv-. • 40 <■ 45 

•' . " -•.'.->.• • . ' ■ - -. " . 

' Ser Met'. Tyr Ser. Pn^'.Ala Gly- Tyr Cys Ser Tyr Leu' Leu Ala Gly Gly 

50.. * .*••'■"•■ .-->.' .r.'>V\- ssr ■ ' : : 60 

Cys Gln JEiysr'Aj^; Se^;p^e".§er lite". lie jsly Asp Phe Gin Asn Gly Lys 
65 ' *. y 7.0 75 • ■ so 

Arg Val '.Ser. -Leu Ser- yal Tyr Leu Gly Glu Phe Phe Asp He His Leu 
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85 - • - '90 95 



Phe Val Asn Gly Thr Val Thr Gin. Gly Asp Gin Arg Val Ser Met Pro 
100 105 110 



Tyr Ala Ser Lys" Gly Leu Tyr Leu Glu Thr Glu Ala Gly Tyr Tyr Lys 
115- 120 125 



Leu Ser Gly Glu Ala Tyr Gly Phe Val Ala Arg lie Asp Gly Ser Gly 
130 135 140 



Asn Phe Gin Val Leu Leu Ser Asp Arg Tyr Phe Asn Lys Thr Cys Gly 
145 1*50 /.. . 155 160 



Leu Cys Gly- Asn- Phe. Asn lie Phe -Ala Glu Asp Asp Phe Met Thr Gin 

.'. 165 .. — 170 " 175 • 



Glu Gly Thr Leu Thr Ser Asp Pro Tyr As£ Phe Ala Asn Ser Trp Ala 
180 •- ■ 185 • 190 



Leu Server Gly. Glu. Gin Tr£> Cys" Glu Arg Ala Ser Pro Pro Ser Ser 
. 195. 200 205 



Ser Cys Asn lie. Ser Ser Gly Glu Met Gin Lys Gly Leu Trp Glu Gin 
210 * 21$ . 220 



Cys Gin Leu Leu Lys Ser - Thr" Ser ; Val Phe Ala Arg Cys His Pro Leu 
225 . ' ' 230 ' 235 240 



Val Asp Pro - Glu Pro Phe Val' Ala Leu Cys Glu Lys Thr Leu Cys Glu 
: 245 250 255 



Cys Ala Gly Gly Leu Glu Cya Ala Cys Pro Ala ' Leu Leu Glu Tyr Ala 

26.0 • ' . 265 270 



Arg Thr Cys Ala; Gin Glu Gly Met.. Val Leu Tyr Gly Trp Thr Asp His 
275 . 280 285 



Ser Ala Cys -;Ser\Pro/val Cys ; Pro Ala- Gly Met Glu Tyr Arg Gin Cys 

290 -' ... ;V 2?5 "■' '300 



Val Ser Pro..- Cys ' - Ala • .Arg Thr-' ■ Cys Gin Ser Leu His lie Asn Glu Met 
•305 .y\-3±Q ' 315 320 



Cys Gin* Glii Arg Cys 4 Val Asp " Giy ' Cys Ser Cys Pro Glu Gly Gin Leu 

' / : ,325; \ - . .330 335 



Leu Asp Glu ^Gly '.Leu \Cys Val.. Glu* Ser Thr Glu Cys Pro Cys Val His 
' •340 : - ... .345 '* 350 



Ser "Gly. Lys Arg Tyr- Pro Pro Gly .Thr Ser Leu Ser Arg Asp Cys Asn 
355* V " 360- 365 



Thr Cys He. Cys. Ar^ . Asn Ser Gin Trp Tie Cys Ser Asn Glu Glu Cys 
370. ' • ■ ' 375. ' 380 

Pro Gly. Glu- Cys Leu. Vai Thr Giy :Gln Ser His Phe Lys Ser Phe Asp 
385 . - •••,390 . : 395 400 
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Asn Arg Tyr Phe Thr Phe Ser Gly - He Cys Gin Tyr Leu Leu Ala Arg 
405 .; .410 415 

Asp Cys Gin Asp His Ser Phe Ser He Val lie Glu Thr Val Gin Cys 
420 .... .425 43 0 



Ala Asp Asp Arg' Asp, Ala Val Cys Thr Arg Ser Val Thr Val Arg Leu 
435' 440. 445 



Pro Gly Leu His Asn Ser Leu Val Lys Leu Lys His Gly Ala Gly Val 
450 455 460 



Ala Met Asp Gly Gin Asp He Gin Leu Pro Leu Leu Lys Ala Gly Pro 
465 . 470 475 480 



' Arg Leu Cys Arg* Glu :Asp Leu Arg pro Val Trp Glu Leu Gin Trp Gin 
485; '.: • * . / - 490 . 495 * 



Pro Gly Arg Gly LeiiPro Tyr- . Pro Leu Trp Ala Gly Gly Ala Pro Gly 
"500 V ' ■ • 505 ■• 510 



Gly Gly. lieu -'Arg' Glu- Arg Leu Glu Ala Ala Arg Gly Leu Pro Gly Pro . 
515. " - * 520 . 52S 



Ala Glu Ala Ala Gin Arg Ser Leu Arg Pro Gin Pro Ala His Glu Gly 
■ 530 535 . 5.40 



Ser Pro 'Arg .Arg : Arg Ala' Arg Ser 
545 ' .550 



<210> 197 - 

<211> 2774- * / . 

<212> PRT 

<213> Artificial sequence' 

<22o> 

<223> A novel predicted alternative, spliced variant protein product 
. <400> ' i?7/ . . . . ' 

Met He Pro Ala. Aibg Phe Ala Gly Val Leu Leu Ala Leu Ala Leu lie 

* . "\-\\ ■'. s"- : :w'.\* m '■ • 19. .' is 

Leu Pro Gly. Thr. Leu Cys Ala- Glu Gly Tnr Arg Gly Arg Ser Ser Thr 

■■; 2o; : *. /V - *". 2s \ " : 30 

Ala Arg Cys *3er Leu:. Phe G-iy Ser Asp Phe Val Asn Thr Phe Asp Gly . 

: 35. ; ....; : '---;<0 \- '45 



Ser Met .Tyr Ser Phe . Ala Gly T^ Cys Ser Tyr Leu Leu Ala Gly Gly 

■ ■■ 50 ' '[ • ■ 55*- " / 6.0 . 

Cys Gin Lys . Arg" . Ser . Phe " Ser I.le lie Qly Asp Phe Gin Asn Gly Lys 

65 , ' ,70 ' ' '75. .80 



Arg Val Ser Leu Ser Val Tyr. Leu Gly Glu Phe Phe Asp He His Leu 

* '" ' *?/ "\ : " - 90 ' : . . 95 



Phe Val "Ash Gly ; Ttur/yal Thr Gin . Gly Asp Gin Arg - Val- Ser Met Pro 
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• 100 ,' 105 110 

Tyr Ala Ser. -Lys* Giy/XeuTyr Leu Glu Thr Glu Ala Gly Tyr Tyr Lys 
115 : ' 120 125 

Leu Ser Gly Glu" Ala Tyr Gly Phe Val Ala Arg lie Asp Gly Ser Gly 
130 135 - 140 



Asn Phe Gin Val Leu Leu' Ser Asp Arg .Tyr Phe Asn Lys Thr Cys Gly 

145 . ... ...150 .155- ~ 160 



Leu Cys Gly Asn phe Asn He Phe Ala Glu Asp Asp Phe Met Thr Gin 
• 165. . 170 175 



Glu Gly Thr Leu Thr .Ser Asp Pro. Tyr Asp Phe Ala . Asn Ser Trp Ala 
180- - 185 190 



.Leu Ser Ser Gly- Glu - Gin Trp Cys Glu Arg Ala. Ser Pro Pro Ser Ser 
-195. -200 205 



Ser Cys Asn lie Ser Ser Gly Glu. Met Gin Lys. Gly Leu Trp Glu Gin 

210 •'-*'. ■*:''' .215.- - V . 220 



Cys Gin Leu Leu Lys -Ser Thr Ser Val Phe Ala Arg Cys His Pro Leu 

.225 :\230. . 1 / , ' 235 240 



Val Asp Pro - Glu. Pro . Pile Val Ala Leu Cys Glu Lys Thr Leu Cys Glu 

; -245 ■ " ■ 250 255 



Cys Ala Gly Gly Leu . Glu Cys Ala' .Cys Pro Ala Leu Leu Glu Tyr Ala 

• 260. -V. -' .-"*- ;265, 270 



Arg' Thr Cys. Ala .Gin Glu- Gly. Met Val Leu Tyr Gly Trp Thr Asp His 
275 "* 2a0 . 285 



Ser Ala Cys- Ser. Pro Val Cys Pro .Ala Gly Met Glu Tyr Arg Gin Cys 

290 '.. "': 295.- 300 . 



Val Ser Pro Cys "Ala- Arg Thr Cys Gin Ser Leu His He Asn Glu Met 
305 -.3i0 3i5 320 



Cys. Gin Glu Arg. CSrs?Val Asp Gly Cys Ser Cys Pro Glu Gly Gin Leu 

:{:.'±*32;f/V' : *vV :-''.'* "^330 335 

Leu Asp'.Glu Giy .L^vdfCys Val-" Glu Ser * Thr Glu Cys pro Cys Val His 
".. 34b v ' A. V . *' 345 . 350 



Ser Gly 'L'ys; Ar^. s T^r : 'Pr6 Pro'. Gl}r Thr Ser Leu Ser Arg Asp Cys Asn 



Thr C^s lie .'Cys; Arg. Asn Ser Gin Trp lie Cys Ser Asn Glu Glu Cys 
370: • " 375. ' 3S0 



Pro Gly Glu'. Cys. -Leu Val .Thr. Gly Gin Ser His Phe Lys Ser Phe Asp 
385 ' : • >- ;3&0 ' J / . *395 fc .' - 400 

Asn Arg Tyr phe . Thr.. Phe. Ser: Gly He Cys. Gin Tyr Leu Leu Ala Arg 

";\4.05 ; . •-./'"..• . .410 415 
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Asp Cys Gin Atfp.His.Ser .Phe. Ser lie Val lie Glu Thr Val Gin Cys 
420. \ •. 425 . 430 



Ala Asp Asp. Arg Asp Ala Val-. Cys Thr Arg Ser Val Thr Val Arg Leu 
435' 440. 445 



Pro Gly Leu His. . Ash. Ser Leu Val Lys Leu Lys His Gly Ala Gly Val 
450 ■ 455 ' - ■* 460 



Ala Met Asp Gly .Gin Asp, lie Gin Leu Pro Leu Leu Lys Gly Asp Leu 

465 \ ;'470. ■ 475' , • 480 



Arg He Gin His Thr' Val Thr Ala Ser Val Arg Leu Ser Tyr Gly Glu 
" ' 485 490 495 



Asp Leu Gin Met. Asp /Trp Asp Gly Arg 'Gly Arg Leu Leu Val Lys Leu 
50:b' - 505 • 510 



Ser Pro Val Tyr : Ala *- Gly L^s Tlir Cys -Gly Leu Cys Gly Asn Tyr Asn 

' 515 ■■ v - . . 520 . ' • '■} 525 

Gly Asn Gin. Gly -Asp" Asp Pne Leu. Thr Pro Ser Gly Leu Ala Glu Pro 

530 '.*• • ;>"■"• . 535' ' : ' 540" 



Arg Val. Glu Asp. Phe -'^ly Asi} Ala Trp Lys Leu His Gly Asp Cys Gin 
545 . " V .550 *} 555 560 



Asp Leu Gin Lys: Gin His Ser Asp Pro Cys Ala Leu Asn Pro Arg Met 
"565 " ■ 570 575 

Thr Arg. Phe Ser Glu Glu Ala Cys. Ala Val Leu Thr Ser Pro Thr Phe 
580 '•' -585 590 



Glu Ala Cys* His. Arg Ala Val Ser Pro Leu Pro Tyr Leu Arg Asn Cys 
595 . V 6Q0 605 

Arg Tyr Asp Val Cys: Ser Cys* Ser. Asp Gly Arg Glu Cys Leu Cys Gly 

610' .... . V; '; " . .615 ; ' \ ' * . 62Q 

Ala Leu' Ala Ser. 3Jyr Ala Ala Ala Cys Ala. Gly Arg Gly Val Arg Val 

625 " : -:+yi-63Q i I- 635 640 

Ala Trp Arg. :Glu- Pro : Gly Arg. Cys.. Glu. Leu Asn .Cys Pro Lys Gly Gin 

s ; C' ; 6fi5 ■ .-"';•'*: -650'' 655 

Val Tyr. Leu' Gln^. Cys^Gly -Tto-.Prb. Cys Asn Leu Thr Cys Arg Ser Leu 

•Ser Tyr Pro: Asp- j91u".Giu Cys> Asn. Glu Ala Cys Leu Glu Gly Cys Phe 

675 : .. ' I: ' m l[ ;'^'80 :! * "685 



Cys Pro. Pro -Gly . Leu .-iyr Met:- Asp Glu Arg Gly Asp Cys Val Pro. Lys 

690 .'. V': jSSa/ - ' 700 

Ala Gin .Cys'iPro/Cys .Tyx. Tyx -Asp Giy Glu lie "Phe Gin Pro Glu Asp 

70s-- V- :-:\"tX0' * "V 715 ' ' 720 
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He: Phe Ser Asp. His: His Thr Met Cys Tyr Cys Glu Asp Gly Phe Met 
725- 730 735 



His Cys .Thr Met -Ser- .Gly Val. Pro Gly Ser Leu Leu Pro Asp Ala Val 
. 740. 745 750 



Leu Ser Ser; Pro Leu' Ser His. Arg Ser Lys Arg Ser Leu Ser Cys Arg 

' 755 .; * - •. -' -- *-• *. 760 ; 765 



Pro Pro Met Val. Lys" . Leu Val. Cys Pro Ala Asp Asn Leu Arg- Ala Glu 
770" 775 780 



Gly Leu Glu Cys Thr Lys. Thr Cys Gin Asn Tyr Asp Leu Glu Cys Met 
785 . 7-90 . V 795 800 



Ser Met Gly Cys .Val. Ser Gly. Cys Leu Cys Pro Pro Gly Met Val Arg 

"/. ■ 8.05'-' ""v.-: ■ 810 815 



His Glu Asn Arg. Cys« Val Ala Leu Glu Arg .Cys Pro Cys Phe His Gin 
820;' ■•■*".' ' 825 830 



Gly Lys Glu • Tyr^ Ala "; Pro Gly Glu Thr " Val Lys He Gly Cys Asn Thr 
835- ; - .. •840. 845 



Cys Val Cys /Arg -Asp Arg Lys. Trp/Asn. Cys Thr Asp His Val Cys Asp 
850- .VV V" ^55 860 

Ala Thr Cys' Ser.- Thr "J^Le Gly. Met .Ala His Tyr Leu Thr Phe Asp Gly 
'865 • - A . ".-870 ' • ...V . 875 880 

Leu Lys Tyr Leu Phe -Pro Giy Glu Cys .Gin Tyr Val Leu val Gin Asp 
: * .88S. " " " '890 895 

Tyr Cys Gly Ser -Asn Pro Gly Thr .Phe Arg He Leu" Val Gly Asn Lys 
90.6*- V ]. - 905 910 



Gly Cys' Ser- His.. Pro Ser Val Lys. Cys Lys Lys Arg Val Thr He Leu 
915 . 920' . 925 



Val Glu Gly Gly Qlu. He Glu Leu. Phe Asp Gly Glu Val Asn Val Lys 

930-.;- ./'-V ;* •. .< -93.5 . . 940 

Arg Pro Met Lys, Asp . Glu Thr His: Phe <51u Val Val Glu Ser Gly Arg 

945 * V-'y95Q :.->■.:.. 955. 960 

Tyr* He lie' : Leu- Leu J I^eu Gl$. Lys- Ala- Leu Ser Val Val Trp Asp Arg 

:'- ■ ' «"; y \96s)':f f -: ." • 970: 975 

His Leu. Ser ' lie - Ser :Val Val' Leu Lys Gin thr Tyr Gin Glu Lys Val 

. v9.80\- ] ; \i' : 9BS 990 

Cys Gly Leu • Cysl Gly -Asn Phe '.Asp. Gly He Gin Asn Asn Asp Leu Thr 

995 ' .:* ."** : : i0oo 1005 



Ser Ser- *Ajsri. Leu Gin.' Val. :Glu.. . Glu Asp.. Pro Val Asp Phe' Gly Asn 
ioio' ."."/*:• '•'-. r ■ iois/; 1020 
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Ser Trp Lys .Val Ser Ser Gin Cys Ala Asp Thr Arg Lys Val Pro. 
1025 '^'W*'. .1030 1035 



Leu Asp. Ser Ser Pro- Ala- Thr Cys His Asn Asn lie Met Lys Gin 
1040. 1.045 . 1050 



Thr Met Val Asp Ser Ser' Cys' Arg lie- Leu Thr Ser Asp Val Phe 
1055 . .1060./ 1065 

Gin Asp Cys- Asn Lys Leu Val Asp Pro Glu Pro Tyr Leu Asp Val 
1070 " * * ■ 1075/ 1080 



Cys He . Tyx Asp Thr .Cys. Ser Cys Glu. Ser* He Gly Asp Cys Ala 
1085- 10'90'.' 1095 



Cys Phe Cys Asp Thr lie Ala 'Ala Tyr Ala His Val Cys Ala Gin 

iio'o- ii-os' 'mo 



His Gly Lys Val Val Thr Trp Arg Thr Ala Thr Leu Cys Pro Gin 
1115 1120 1125 



Ser Cys- Glu Glu Arg -Asn Leu Arg Glu Asn Gly' Tyr . Glu Cys Glu 
1130 ' 1135' 1140 



Trp Arg- Tyr Ash Ser. 'Cys-* Ala' Pro Ala Cys Gin Val Thr - Cys Gin 
1145 [ v \\.:' : '\ ^i 5 . 0: 115S 

His Pro. Glu *P^o. Leu . Ala ' Cys ,! Pro val Gin Cys Val Glu Gly Cys 
- 1160 - ' ''V:' : 1165: ' 1170 



■His Ala His Cys pro 'Pro'Giy • Lys lie .Leu Asp Glu Leu Leu Gin 
1175' .--I" ; 1180- 1185 

Thr Cys Val Asp Pro Glu Asp "Cys Pro Val Cys Glu Val Ala Gly 
119.0- \li9*5 1200 



Arg Arg Phe\Ala-.;s.er ''Gly Lys'. Lys Val Thr Leu Asn Pro Ser Asp 
1205 • .'- V ..1210. •-' 1215 



Pro Glu His Cys Gin. He* Cys . His Cys -Asp Val Val Asn Leu Thr 
1220 . -1225" • . 1230 



Cys Glu. Ala Cys. Gln/ Glu Pro Gly Gly .Leu Val Val Pro Pro Thr 
1235" " ■. 1 V." '1240 • 1245 



Asp Ala Pro Val "Ser ; Pro - Thr '. Thr Leu- Tyr Val Glu. Asp He Ser 

i2so • - * ; • . X"\i * 12 ; 5 ? : .' 1260 

Glu Pro Prp' Leu His' Asp' -Phe : .Tyr Cys. Ser Arg Leu Leu Asp Leu 
1265 . '../-••<!'>:"•,/• 1270 /" . 1275 

Val Phe' Leu L^'u- Asp .Gly . Ser .';Ser Arg Leu Ser Glu Ala Glu Phe 
128Q *V" !i \r- -'„',>. : 12 .?*' 1290 

Glu Val. Leu; Lys ' Ala- : Phe -Vai .Val Asp Met Met Glu Arg Leu Arg 
1295 . • 'V . «.l306-'*. 1305 



lie Ser ■ Gin' Lys Trp"; Val' - Ar.g - Val Ala Val- Val Glu Tyr His Asp 
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1310 ■ 1315 1320 

Gly Ser His Ala Tyr He . Gly Leu Lys Asp Arg Lys Arg Pro Ser 
1325 ';• ■"■ 1330 1335 

Glu Leu Arg. Arg ?le Aia Ser bin Val. Lys Tyr Ala Gly Ser Gin 
1340. 13.45. , 13S0 



Val Ala Ser Thr Ser Glu Val ... Leu Lys; Tyr Thr Leu Phe Gin He 
1355 • ' X360 1365 



Phe Ser Lys He Asp Arg Pro Glu Ala Ser Arg He Ala Leu Leu 
1370 .1375- 1380 



Leu Met Ala Ser Gin Glu Pro \Glri Arg' Met. Ser Arg Asn Phe Val 
1385"' ... v i3*90'-V 1395 



Arg Tyr Val Gin Gly lieu Lys Lys Lys Lys Val He Val He Pro 
1400 • U405"' 1410 



Val Gly lie Gly Pro His Ala. " Asn lieu Lys Gin He Arg Leu He 
1415 1420.' 1425 

Glu Lys Gin Ala Pro Glu Asn . Lys Ala Phe . Val Leu Ser Ser Val 
1430 " M435-' 1440 



Asp Glu Leu' Glu Gin Gln. Arg Asp Glu -He val Ser Tyr Leu Cys 
1445'. '1450 : 1455 



Asp Leu Ala Pro , GUii Ala . Pro Pro Pro Thr Leu Pro Pro His Met 
1460" "I.. '.I.'..'-"' 'i4 : 65- 1470 



Ala Gin Val . Thr Val Gly Pro \Gly Leu Leu Gly Val Ser Thr Leu 
1475 ■ "1480;'' 1485 



Gly Pro. Lys Arg Asn Ser- Met '. Val Leu Asp Val Ala Phe Val Leu 
1490 * 1495 1500 



Glu Gly . Ser Asp .Lys He Gly -Glu. Ala Asp Phe Asn Arg Ser Lys 
1505 1510,. 1515 



Glu Phe Met Glu Glu Val lie ...Gin Arg Met Asp Val Gly Gin Asp 
1520 .-1525. 1530 



Ser He His Val Thr/ Val .Leu . ■ Gin Tyr Ser Tyr Met Val Thr Val 
1535 " 1540. " 1545 



Glu Tyr Pro .Phe ..Ser .-.Glu. Ala .^ln Ser; Xys Gly Asp He Leu Gin 
1550 ".isss -. * 1560 

Arg Val' Arjg Giu lie-: Arg Tyr \\Gln Gly 'Gly Asn Arg Thr Asn Thr 

1565 £^iv •.isyo/ "\ 1575 

Gly Leu Ala Leu Argr - Tyr 'Leu.' iser Asp His Ser Phe Leu Val Ser 

i58.d ' " « : " .^v\-v..« '. .1585. . 1590 

Gin Gly Asp' Arg Glu . : Gln Ala : Pro Asn Leu Val Tyr Met Val Thr 
1595 ■ .. "'1600*" 1605 
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Gly Asn Pro Ala- Ser. Asp .Glu lie Lys Arg Leu Pro Gly Asp lie 
16X0 1615 1620 



Gin Val "WaX .Pro. 'lie Gly Vial Gly Pro Asn Ala Asn Val Gin Glu 
1625 ' 1630 ; 1635 

Leu Glu Arg lie Gly Trp Pro • . Asn Ala ■ Pro lie Leu He Gin Asp 
1640 _ V '-. 1645-. \ 1650 



Phe Glu Thr Leu Pro Arg Glu .Ala Pro Asp Leu Val Leu Gin Arg 
1655 1660- 1665 



Cys Cys. Ser,. G.iy Glu Gly Leu Glh He Pro Thr Leu Ser Pro Ala 
1670 i €7 .S* 168 0 

Pro Gly ..Pro Arg Leu.' .Thr Gin Val Ser " Val: Leu Gin Tyr Gly ser 
1685 1690 ' - 1695 

He. Thr . Thr lie Asp ,yal .Pro .-Trp Asn Val Val Pro Glu Lys Ala 
1700 ±705 1710 



His Leu • Leu Ser Leu Val Asp Val Met Gin Arg Glu Gly Gly Pro 
1715 1720 1725 



Ser Gin lie. Gly Asp Ala Leu Gly Phe- Ala Val Arg Tyr Leu Thr 
1730 .'. . *; V735 ; 1740 



Ser Glu . Met His Gly Ala; Arg Pro Gly Ala Ser Lys Ala Val Val 
1745 : v ,1750' 1755 



He Leu -Val .Thr App .Val Ser . Val Asp* Ser Val Asp Ala Ala Ala 
1760 - '-■ 1765. . " 1770 



Asp Ala Ala ; Arcp Ser Asn. Arg Val Thr Val Phe Pro- lie Gly He 
1775 , - .1780 / .- 1785 

Gly Asp .Arg Tyr. Asp Ala Ala .'-Gin. Leu Arg He Leu Ala Gly Pro 

• 1790*..* ■ '/ • :"■ "X795, 1800 



Ala Gly Asp §er * Asn \Val Val Lys Leu Gin Arg He Glu Asp Leu 
1805 •. -a.- /V'-V-- .1810" 1815 

Pro Thr . Met Val Thr Leu Gly Asn Ser Phe Leu His Lys Leu Cys 
1820 '.V ''1825'. 1830 



Ser Gly. Phe Val Arg -lie Cys Met Asp' Glu Asp Gly Asn Glu Lys 
1835 .-* 184Q' ±845 



Arg Pro Gly -Asp- Val : Trp.: Thr . ;'Leu Pro Asp Gin Cys" His Thr val 
. 1850.' r 1855 '.- * I860 



Thr Cys .Gin- Pro /Asp/. Gly ^Gln Af&u: Leu Leu Lys Ser His Arg Val 

1865 ' *- ? c.;y\'4\;.}y **i87oy -1875 . 



Asn Cys : Asp Arg Gly. Leu A*cg :Pro Ser .Cys Pro Asn Ser Gin Ser 
1880. ... -v: £.*;[; r iias'/-.* is 90 
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Pro Val Lys Val. Glu Glu Thr. Cys Gly Cys Arg Trp .Thr Cys Pro 
1895 .1900 1905 

Cys Val Cys Thr Gly Ser Ser Thr Arg His lie Val Thr Phe Asp 
1910 1915 1920 



Gly Gin Ash Phe'Lys :Leu Thr : Gly Ser Cys Ser Tyr Val Leu Phe 
1925- ."■ V - , 1930' ■ 1935 

Gin Asn -.Lys Glu Gin Asp lieu - Glu Val . He Leu His Asn Gly Ala 
1940 : ; 1945" 1950 



Cys Ser .Pro Gly Ala Arg Gin . -Gly Cys Met Lys Ser He Glu Val 
1955 . • - "\"Y. ISfZO- "', 1965 



Lys His Ser . Ala Leu; Ser. Vai -Glu Leu. His Ser Asp Met Glu Val 
1970 1975':' 1980 

Thr Val Asn Gly Arg . Leu Val Ser Val, Pro Tyr Val . Gly Gly. Asn 
1985 , 1990 1995 

Met Glu 'Val- Asn Val Tyr Gly . : Ala lie Met His Glu Val Arg Phe 
2000 *•*''... 2005 - 2010 

Asn His .Leu Gly His lie Phe Thr. Phe Thr Pro Gin Asn Asn Glu 
2015/ ' 2i?20 ' 2025 

Phe Gin Leu Gin Leu Ser .Pro Lys Thr Phe Ala Ser Lys Thr Tyr 
2030 ;".'-/ .2035 ; . 2040 

Gly Leu Cys Gly lie* Cys Asp .Glu Asn Gly Ala Asn Asp Phe Met 
2045 -2050' 2055 

Leu Arg Asp. Gly Thr Val Thr Thr Asp. Trp Lys Thr Leu Val Gin 
2060 2065 <. 2070 

Glu Trp Thr Val .Glh: Arg Pro /- Gly Gin Thr Cys . Gin Pro He Leu 
2075 /'V'' 2080 .-: 2085 



Glu Glu ^Gln Cys ;Leu ; Val vPro * Asp .Ser Ser His Cys Gin Val Leu 

2090 ". io.95.;; -2100 - - 



Leu Leu . Pro Leu Phe Ala Giu -Cys His Lys Val Leu Ala Pro Ala 
-2105. s \ 2110 2115 

Thr Phe Tyr Ala lie Cys - Gin . Gin Asp Ser Cys His Gin Glu Gin 
2120 * 7*\ \ .2125 2130 



Val Cys' Glu Val. He "Ala Ser . Tyr Ala His Leu Cys Arg Thr Asn 
2135 " . -2140. ; .. • 2145 



Gly Val Cys Val- .Asp .Trp" A£g iThr Pro. Asp Pne Cys Ala Met Ser 
2150 ;' •;•; " 2155...'". *; : 2160 

Cys Pro. Pro .Ser"\ : Leu : .yal/Tyr /Asn His;. Cys Glu His Gly Cys Pro 
2165 .. ' •■ t V ,; ..^-7: ■ ' -:2170; v ' 2175 ' 
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Arg His . Cys Asp Gly .Asn Val /Ser Ser Cys Gly Asp His Pro Ser 
. 2180 ' ' ■ V . 2185 .J 2190 

Glu Gly Cys Phe Cys. Pro Pro . Asp Lys Val Met Leu Glu Gly Ser 
2195 2200 2205 

Cys Val Pro ' Glu Glu* Ala * Cys . Thr Glu Cys lie Gly Glu Asp* Gly 
2210 2215 2220 

. Val Gin His Gin Phe Leu Glu /-Ala Trp val Pro Asp His Gin Pro 
2225 : -' ■-"'.*;V'.' ,2.230.:'' 2235 

Cys Gin Tie '.Cys /Ear ..Cys. Leu /Ser Gly;. Arg Lys Val Asn Cys Thr 
2240 , • '?.•?"*. '.22*45.: . ' 2250 

Thr Gin. Pro Cys .Pro Thr 'Ala • Lys Ala Pro Thr Cys Gly Leu Cys 
2255 ' ;. 22.60;/.' •" 2265 

Glu Val Ala Arg Leu- Arg" <31n. -..Asn Ala- Asp Gin Cys Cys Pro Glu 
2270 .": -'. •"■ : '2275^.;* 2280 



Tyr Glu. Cys Val Cys Asp Pro... Val Ser .Cys Asp Leu ■ Pro Pro Val 
2285 :'' ; '•" - 2290 " 2295 



Pro His Cys Glu Arg .Gly LeU ' Gin . Pro Thr Leu Thr Asn Pro Gly 
2300 * 2305. • 2310 



Glu Cys Arg Pro Asn -.Phe Thr Cys Ala Cys Arg Lys Glu Glu Cys 
2315 " '"V'-V.". :.2320 ' 2325 

Lys Arg Val Ser- .Pro 'Pro . Ser Cys Pro Pro- His Arg Leu Pro Thr 
2330 ■• ■•■ -■•:>':'.'. .2335:! 2340. 



Leu Arg Lys- Thr Glh.Gys.. Cys ..Asp Glu Tyr Glu Cys Ala Cys Asn 
2345 ■ • 235 0. . • * 2355 



Cys Val. Asn - Ser Thr Val- Ser* Cys Pro. Leu Gly Tyr Leu Ala Ser 
2360 \. • t i23:65:.';. 2370 



Tnr Aia ^Thr . Asn. Asp : " Cys Gly Ccys Thr Thr Thr Thr Cys Leu Pro 
2375 •■ " ' •.."' 238:0 2385 

Asp Lys. * Val . Cys vkl/His. ;Axrg.- i-.Ser Thr -.lie Tyr Pro Val Gly Gin 

239p'. "-ia?!?.;; . '2400 

Phe Trp Glu; Glu. Gly .i Cys Asp - ' Val Cys'VThr Cys Thr Asp Met Glu 
2405- ■;*.:.";* /; ;• -2410';. ; \\ ., ' 2415 

•Asp Ala • Val Met Gly Leu Atg ' 1 .Val Ala. Gin Cys Ser Gin Lys Pro 
242.0 '5425,-. 2430 



Cys Glu. Asp. Ser cys -Arg £er . .Gly Phe Thr Tyr Val Leu His Glu 
2435 '2440- - 2445 



Gly Glu Cys" Cfrs. Gly /Arg Cys. Leu. Pro • Ser Ala Cys Glu. Val Val 
2450.*' .' / '.r;:**;>/' : ; " v2455r : . 2460 " 

Thr Gly " Ser' •p^/Ar$r .'Gly* ■"'.iBer. Gin- Ser Ser Trp .Lys Ser Val- 
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2465.' 2470- 2475 

Gly Ser Gin Trp . Ala ;Ser Pro Glu Ash Pro Cys Leu. lie Asn Glu 
2480. 2485., 2490 

Cys Val Arg Val Lys Glu Glu Val Phe He Gin Gin Arg Asn Val 
2495 , 2500 2505 

Ser Cys Pro Gin. Leu : Glu Val Pro Val Cys Pro. Ser Gly Phe Gin 
2510 2515.. 2520 

Leu Ser, Cys Lys Thr .Ser. Alia pys Cys Pro Ser Cys Arg Cys Glu 
2525 - V . 2530, 2535 



Arg Met Glu Ala "cW Met -.Leu . - Asn Gly Thr Val lie Gly Pro Gly 
2540.- • "^s.as 2550 



Lys Thr Val Met ..£ie"=,Asp Val ' Cys Thr Thr Cys Arg Cys Met Val 

2555..*..'.; \ • ,2560.^ . 2565 

Gin Val Gly Val ' Xle ■ Ser" Gly- . -Phe Lys Leu Glu Cys Arg Lys Thr 
2570 .2575;:.. 2580 

Thr Cys Asn Pro Cys . -Pro Leu , ...Gly Tyr Lys Glu Glu Asn Asn Thr 
2585 .- " ° - *" 3590 : 2595 



Gly Glu Cys Cys Gly Arg .Cys. "■' Leu Pro Thr Ala Cys Thr lie Gin 
2600 .: 26?05 ; - 2610 



Leu Arg Gly Gly Gin .Xle Met. Thr Leu- Lys Arg Asp Glu Thr Leu 
2615 . ; : 2620 \ 2625 

Gin Asp Gly Cys .Asp- Thr His' ;Phe Cys. Lys Val Asn Glu Arg Gly 
2630 2635; 2640 

'. Glu Tyr Phe . Trp Glu- Lys-.|irg ". val Thr Gly Cys Pro Pro Phe Asp 
2645 : A 6 . 50 :;". ' - * 2655 

Glu His Lys cys : Leu Ala -Glu ;.&ly Gly Lys He Met Lys lie Pro 
2660 . -.. '-.V fY . v jj6tt>.->- 2670 

Giy Thr \Cys ; ' Cys Asp lThr Cys y Glu Glu Pro Glu' Cys Asn Asp He 
2675 --• f ; : ',2680jf"* 2685 

Thr Ala *.Ar'g Leu Gin.?Tyr .Val. . Lys Val Gly Ser. Cys Lys Ser Glu 

o/ran- : - • ".■ ,* ' O »C / '" 2700 



Val Glu Vai:'ASp vile^His Tyr.' Cys Gin .Gly Lys Cys Ala Ser Lys 
' 2705-. ' "273.0?- *. 2715 

Ala Met- Tyr' Ser lie .-Asp .lie"/ -Asn Asp Val Gin Asp Gin Cys Ser 
2720 . . . V *•"•".;.- ; -2725V 273 0 

Cys Cys Ser - .Pro" Thr -Arg . Thr • Glu Pro Met Gin Val . Ala Leu His 
2735 ' ' ..:■/./*. 2740:. • - . 2745 



\ Cys Thr- Asn G^y'Ser/Var.Vai'- Tyr His;. Glu Val Leu Asn Ala Met 
. 2750 ;-v ' ; ^;; : ;" ^'- 4 ^755.-: *•* 2760 
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Glu Cys. Lys Cys Ser Pro Arg Lys Cys Ser Lys 
2765 . * 2770 



<21Q> 198 

<2ii> 559 

<212> PUT • ' " . .; - 
<213> Artificial;* sequence : 

<22o> • 

<223> A novel;, predicted - alternative spliced variant protein product 
<400> 198 

Met Glu Pro, Gin. VaT :Thr Leu Asn Val Thr Plie Lys Asn Glu He Gin 

i • ■ ,;s ' : ' ' 10 15 



Ala Asp lie Glu 
30 



Gin He Lys Tyr 
45 



Gin Gly Glu Tyr 



Gin Leu Gin Met 
80 



Pro Pro Pro Val 
95 



Val Gly Ala Lys Arg Leu Ala ,Ala Arg Ala Gly Lys Lys Pro Leu Ala 
100 .105 110 



His Tyr Ser Ser Leu Val Arg Val Leu* Gly Ser Asp Met Lys Thr Pro 
115" ■ 120 . 125 

Glu Asp Pro- Ala ' Vai: G'in Ser Phe Pro Leu Val Pro Cys Asp Thr Asp 

• 130 *<*\.:~?' iis' 140 



, Gin Pro Gin Asp Lys". "Pro Pro. .Asp Trp Phe -Thr Ser Tyr Leu Glu Thr' 
145 v'.-f lSO •//.-''• ■'■*-. 155 160 

Phe Arg.Qlu/.G3to .y3;l;.;yal' Asn Glu" Thr Val Glu Lys Leu Glu Gin Lys 

, '_-! : "•• x&b rr-:' ,; \ : o >* r: . 17.0 175 

-Leu His- Glu Lys Leu Val Leu Gin.' Asn Pro Ser Leu Gly Ser Cys Pro 
' ■ ;;180( V;«Vv5V .'.Vv'/' 185 1.-. 190 

•Ser Glu Val •■Ser- Met, Prd\>iair:-Ser ; Glu"' G1U Thr Leu Phe Leu Pro Glu 
.las '; "J.;'^^V';"jh" * 200 205 

Asn Gin Phe Ser Tr£ 'His He Ala Cys Asn Asn Cys Gin Arg Arg He 
210. '"'■]• 2.15 5 220 



Tyr Asn He Cys 
240 



Asn His Val Leu 



Ser Phe Leu, Val- Ser Asp Pro Glu Asn Thr Thr Trp 

". ' 720 .y y... _ . "-. 2S 

Ala Met' Val Lys\ Val - Ser Phe..ASp Leu Asn Thr He 

35- ' : • '\ 4 9 



Leu Asp. Glu. Glu' Asn.- Glu dlu'rVaL. Ser lie Asn Ser 
50 55 60 



Glu Glu' Ala Leu I*Y.s Met Ala Val, Lys Gin Gly Asn 

65 . - '70. ' ..:* : ' .. > . 75 



Gin Val His Glu: Gly His His Val Val Asp Glu Ala 

■ ' • . - .* 8^: "* ■■• 90 



Val Gly' Val Ar^-\T^.<Gln Cy^ .-Sep Leu, Cys. Pro Ser 

225 ••' ;>^230 ' i. •. : " : -235 

Glu Asp Cys G^u^Alaiqiy Pro" Tyr. ;Gly, Hi's Asp. Thr 
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245 . .. 250 2S5 



Leu Lys Leu Arg Arg Pro Val Val Gly Ser Ser Glu Pro Phe Cys His 
260 " " 265 - 270 



Ser Lys Tyr. Ser Thr. Pro' Arg Leu Pro Ala Ala Leu Glu Gin Val Arg 
275 " 280 285 



Leu Gin Lys Gin Val. Asp Lys Asn Phe Leu Lys Ala Glu Lys Gin Arg 
290 235 300 



Leu Arg Ala- Glu. f Lys .Lys Gin -Arg Lys Ala Glu Val Lys Glu Leu Lys 
305 310 *■ -315 320 



Lys Gin Leu Lys Leu His Arg' Lys lie. His Leu Trp Asn Ser He His 

:->M5/:""-' ; ". \- 330 335 



Gly Leu Gin -Ser Pro Lys Ser- Prp" Leu Gly Arg. Pro Glu Ser Leu Leu 
'•340 «*.">.""? - ,;-345 350 



Gin Ser Asn -Thr* Leu Met Leu Pro Leu Gin Pro Cys Thr Ser Val Met 

•3.55 - ' !' : 360 365 



• Pro Met' Leu Ser Ala Ala Phe Val Asp. Glu Asn Leu Pro Asp Gly Thr 

370 ," : 3.75 -V 380 



His Leu Gin -Pro Gly Thr Lys Phe' He. Lys His Trp Arg Met Lys Asn 

385 ' ' \ 390 . v . ■■ 395 400 



Thr Gly. Asn Val Lys Trp Ser. Ala Asp .Thr Lys Leu Lys Phe Met Trp 
'■'' 405 ■ ■ " 410 415 



Gly Asn Leu Thr Leu Ala Ser. Thr Glu Lys Lys Asp Val Leu Val Pro 
420 -' ■ . . 425 430 

Cys Leu Lys Ala Gly His Val Gly Val Val Ser Val Glu Phe He Ala 

435 ' '/.."'. " /' 440 ' 445 

Pro Ala Leu .Glu Gly; : Tnr Tyr- Thr Ser His Trp Arg Leu Ser His Lys 
450, V '.- \'\ 455 ";; "^ ' : "; - "460 

Gly Gin -Gin... Phe- GI& Prp Arj^ Val Trp Cys Ser He lie Val Asp Pro 



. Phe Pro' Ser . Glu Glu Ser Pro Agp Asn -He Glu Lys Gly Met He Ser 

. ; -4.85.. • '\ /49Q 495 

Ser Ser. Lys .Thr* Asp Asp Leu .Thr Cys .Gin Gin Glu Glu Thr Phe Leu 

. J • • 50.0 ' ": • V. .505 -510 



Leu Ala Lys/ Glu. Glu. Arg \Glh Leu" Gly Glu Val Thr Glu Gin Thr Glu 

. . 515 - ; ~ ; . ** ./ *, V V 47(6. • 525 

Gly Thr Ala Ala Cys - He Pro Gin Lys Ala Lys Asn Val Ala Ser Glu 
530. ;'* '.*. ' 535'//"*' 540 

Arg Glu Leu Tyr": Hey. Pro Ser Val • Asp -Leu" Leu Thr Ala Gin Met 
545 V "' '"SSO •*. - ■ * '555- 
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<210> 199. 

<211> 929 " 

<212> PRT 

<213> Artificial, sequence 
<220> 

<223> A novel predicted alternative spliced variant protein product 

<400> 199 

Met Gin Pro. Gin Val Thr Leii Asn Val Thr Phe Lys Asn Glu He Gin 
1 5. .10 15 

Ser Phe Leu Val- Ser Asp Pro Glu Asn Thr Thr Trp Ala Asp He Glu 
20 ' 25 30 



Ala Met Val 'Lys Val Ser Phe Asp. Leu Asn Thr lie Gin He Lys Tyr 

35 . '■. 40 45 

Leu Asp Glu Glu Asn- Glu Glu Val Ser lie Asn Ser Gin Gly Glu Tyr 

so ; ; . ;*" ss -*. ■ 60 

Glu Glu .Ala..LeTU.Lys:.Met Ala. Val Lys Q in Gly Asn Gin Leu Gin Met 

65 . .7.0 . ... .. "75 80 



Gin Val "His Glu. "Gly "His His. Val Val Asp Glu Ala Pro Pro Pro Val 
• 85 90 95 

Val Gly Ala Lys; Arg. Leu Ala Ala Arg Ala Gly Lys Lys Pro Leu Ala 
,100.' . 105 110 



His Tyr Ser Ser Leu- Val , Arg Val Leu Gly Ser Asp Met Lys Thr Pro 
115 \ * il ' 12.0 ; .125 

Glu Asp Pro Ala. Val /Gin Set. Phe Pro Leu Val Pro Cys Asp Thr Asp 

130 ' *.;'.' 135 . 140 



Thr Ser " Tyr- Leu Glu Thr 
155 160 



Phe Arg Glu Gin- Val Val Asn Glu Thr Val Glu Lys Leu Glu Gin Lys 

.' : .165.-V 170 175 

• '." •"*.*..■* ' * . 

Leu His .GlurLys-Leu Val Leu Gin. Asn Pro Ser' Leu Gly Ser Cys Pro 
• ' 180* -• ';^-jV v * 185 190 



Ser Glu Val Ser, Met IPro Tnr:. Sear Glu Glu Thr Leu Phe Leu Pro Glu 

Asn Gin Phe Ser. Trp . His - lie Ala Cys" Asn Asn Cys Gin Arg Arg He 
2io*' ' ' v ) '. .215' ' ' • 220 

Val Gly Val -Ax£ -Tyr Gin Cys Ser Leu Cys Pro Ser Tyr Asn He Cys 

225 - '>-.*' 230-.'- ' ; ' • 235 240 



Glu Asp Cys -'Giu, Ala Gly Pro Tyr. Gly His Asp Thr Asn His Val Leu 
. 245 \ 250 255 



Leu Lys Leu Arg* Arg;' Pro Val" Val. Gly Ser Ser Glu Pro Phe Cys His 



Gin Pro Gin Asp. Lys -Pro Pro Asp Trp Phe 

145 ■•: *'■ -150 * 
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'260 • V: 265 270 

Ser Lys.Tyr Ser- Thr - Pro Arg Leu Pro Ala Ala Leu Glu Gin Val Arg 
275 f : 2*0 ' 285 

Leu Gin Lys Gin Val Asp Lys Asn Phe Leu Lys Ala Glu Lys Gin Arg 
290 295 300 



Leu Arg Ala Glu Lys Lys Gin Arg Lys Ala Glu Val Lys Glu Leu Lys 
305 310«\ 315 320 



Lys Gin Leu' Lys . Leu His Arg Lys. lie His Leu Trp Asn Ser lie His 
• 325 " . 33*6 335 



Gly Leu Gin Ser Pro Lys Ser Pro. Leu Gly Arg Pro Glu Ser Leu Leu 

340 " - : . .. . 345 ' ' 350 



Gin Ser Asn Thr- Leu . tfefc Leu Pro. Leu Gin Pro Cys Thr Ser Val Met 

355 Oi.v;'" ' • ]- 3^0. 365 



. Pro Met Leu Seir Ala; Ala' Ph,e Val Asp Glu Asn Leu Pro Asp Gly Thr 
370 • \. \: .375 380 




Thr Giy Ash Val Lys Trp Ser' Ala" Asp Thr Lys Leu Lys Phe Met Trp 
. 405-.. ,* "•' 410 415 



Gly Asn Leu Thr' Leu Ala Ser Thr Glu Lys Lys Asp Val Leu Val Pro 
:420 . . • ' 425 430 



Cys Leu Lys Ala Gly His Vai Gly Val Val Ser Val Glu Phe He Ala 
435. f -A • ; 440 - •; • 445 

Pro Ala Leu Glu Gly, Thr Tyr Thr Ser His Trp Arg Leu Ser His Lys 

450 . ' ■-. 455 * , ' 460 

Gly Gin Gin. Phe Gly' Pro Arg Val Trp. Cys Ser He He Val Asp Pro 
465 470 475" 480 



Phe Pro. Ser v Glvt- Glu.vSer Pro Asp Asn "lie* Glu Lys Gly Met He Ser 

4jB^' : :- ' ' -'^ -y 490 495 

Ser Ser Lys . Thr Asp -Asp Leu .Tnr Cys Gin Gin Glu. Glu Thr Phe Leu 

500 '"V;-",i-.' 505 .' 510 

■ Leu Ala Lys Glu- GiUvArg.Glh' Leu, Gly Glu Val Thr Glu Gin Thr Glu 

-515V/ : ■■'\.\520- • .' 525 

. Gly Thr Ala. AlaVcys vile Pro. Gin Lys Ala Lys Asn Val Ala Ser Glu 

530 . " • • ;']":>/:•*•.; '•'*/ 540 

Arg Glu' Leu: Tyr ; - i j^e P^q .Seir-, Val Asp, Leu Leu Thr Ala Gin Asp Leu 
'545 '. /. '4,X •S? 0 '*"..' * ' : •' • 5SS - 560 

Leu Ser Phe 'Glu: Le# Leu Asp He .Asn : Ile Val Gin Glu Leu Glu Arg 

. si$ ' \. , * . y 570 575 
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Val Pro His Asn Thr. Pro Val Ajgp : Ser Met Val Ser. Val Lys Arg Lys 
580 V 585 5 90 



Ala Glu Asn lie Ala .Ser Val Glu- Glu Ala Glu Glu Asp Leu Ser Gly 
595 ' / . . 600 * 605 



Thr Gin Phe Val- Cys Glu Thr- Val. Ile Arg Ser Leu Thr Leu Asp Ala 
610 , / "61'S ; .""'/' 620 

Ala Pro Asp 'His Asn Pro .Pro. cys Arg. Gin Lys Ser Leu Gin Met Thr 
625 -' 630" 635 640 



Phe Ala Leu Pro Glu Gly Pro- Leu .Gly Asn Glu Lys Glu Glu lie lie 

.' 645 \ 650 655 



His lie Ala Glu -Glu' Glu Ala Val' Met G0,u Glu. Glu Glu Asp Glu Glu 
660 ■. . ' -665 • - 670 



Asp Glu Glu Glu Glu\Asp Glu Leu Lys Asp Glu Val Gin Ser Gin Ser 

- 675 " *'V \ .. : /"..'sj'O " 685' 



Ser Ala Ser Ser. Glu -Asp Tyr lie lie lie Leu Pro Glu Cys Phe Asp 

690 . ffSgf "v ' . -700 

Thr Ser Arg Pro Leu- jGly Asp Ser" Met Tyr Ser Ser Ala Leu Ser Gin 

705 '.. \;710 V >" ' ' V ■ 715 720 



Pro Gly Leu Glu Arg. Gly . Ala ; Glu . Gly Lys Pro Gly Val Glu Ala Gly 

725 - .. '." . . 730 735 



Gin Glu Pro .Ala Glu 'Ala Gly Glu, Arg Leu Pro Gly Gly Glu Asn Gin 
;740 . .745 750 



Pro Gin Glu His Ser lie Ser Asp lie .Leu Thr Thr Ser Gin Thr Leu 
755-: ; : 760 ' 765 

Glu Thr Val' Pro -.Leu. lie Pro .Glu Val Val Glu Leu Pro Pro Ser Leu 
770 . V. > • 7"75- /./•. . 780 

Pro Arg' Ser' Ser Pro .C^s Val. His His' His Gly Ser Pro Gly Val Asp 

785 ■« 790 "/;; ' 795 800 

Leu Pro" Val^Tnr^ilfe^PTO Gli Val Ser Ser Val Pro Asp Gin lie Arg 
805"* ."."v. • *' « ' ..810 815 

Gly Glu- Pro Arg GlyVjser Ser Gly Leu .Val Asn. Ser Arg Gin Lys Ser' 

. - * ' : - 8 20 -' ^ : •" ' • ... . . • . 825 - : : : 830 

' Tyr Asp His., Ser,. Argr/His - His' His: Gly Ser Ser He Ala Gly Gly Leu 

/'835'i'V ;/;/v '5/:" ;• ••;> 84b. ;' 845 

• Val Lys" Gly Ala; Leu &er Val " Ala, Ala ' Ser Ala Tyr Lys Ala Leu Phe 

.' 850 !i'-'' ; ''v"V W5;.;;;/-.'', 860 

Ala Gly Pro- Prjo\ Va*l Tnr * JU. a' ;• Gin ;Pr o"' I^le. He Ser Glu Asp Gin Thr 

865 j ' , '•' 1 ; *'8?7.0 . • ■ •** - :*V . ■ . '.' '*.' . 875' ; 880 
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Ala Ala Leu' Met Ala Arg .Leu Phe Glu Met Gly phe Cys Asp Arg Gin 
, :■ "88X -/\ 890 895 

Leu Asn Leu Axg Leu 'Leu Lys Lys His Ash Tyr Asn lie Leu Gin Val 
, 900 * ' 905 910 

Val Thr Glu "LeuM^eu'-'.GXa .Leu Asn Asn Asn Asp Trp Tyr Ser Gin Arg 
915- • 920 925 



Tyr 



<210> 200 . 

<211> 875 

<212> PRT 

<213> Artificial sequence 
<220> r . •'• 

<223> • A .novel •predicted alternative spliced variant protein product 

<4po> 2po . y 

Met Glu. Pro -Gin- Val Thr Leu Asn ;Val Thr Phe Lys Asn Glu lie Gin 

i . s - = '.- ' ' 10 15 

' Ser Phe Leu' Val". Ser Asp -Pro Glu Asn Thr Thr Trp Ala Asp lie Glu 

' 20.^ \! V\ \ ;; " 25' • • 30 

Ala Met Val Lys. Val ". Ser Pne-Asp Leu Asn Thr lie Gin lie Lys Tyr 

. 35 • '-40'" 45 

Leu Asp Glu Glii -Asn* Glu Glu; Vai Ser lie Asn Ser Gin Gly Glu Tyr 

50 . ; . . 55 • . j 60 

Glu Glu Ala Leu Lys - Met Ala Val Lys Gin Gly Asn Gin Leu Gin Met 

65 " y'o ■ • 75 80 

Gin Val His -.Glu Gly His' His Val Val Asp Glu Ala Pro Pro Pro Val 

' ":V8 t 5 : . '. V" 90 95. 

.'".•"**■ '"■•*- • tf . ' - "* 

Val Gly Ala Lys Arg- Leu Ala. Ala Arg Ala Gly Lys Lys Pro Leu Ala 

./Ado. . ; 105 110 

His Tyr Ser Ser- Leu Val Arg Val . Leu Gly Ser Asp - Met. Lys Thr Pro 
115*. *-\ 120 125 

Glu Asp Prb'XlaJy^iyGln Ser". Eife-'Bro- .Leu Val-. Pro Cys Asp Thr Asp 
130' : y- . . r :iA ".• *\ ' V ' ; 140 



Gin Pro Gin' 
. 145 



i'.;'Asp;i*ys" : Pra Pro "Asp .Trp' Phe Thr« Ser Tyr Leu Glu Thr 



Phe Arg Glu 'Gin - Val -. Val Asri Glu'Thr Val Glu Lys Leu Glu Gin Lys 
Leu His Giu Lys i- lieu"; yal /I^u Gin . Asn Pro Ser Leu Gly Ser Cys Pro 

■ .. i8o" t - ,;.*■**--• ■. ; . •■/. v'/Y 185 '' 190 ' 

Ser Glu Val -Ser jMet\;p"ro Tntf .Ser '-Glu -Glu Thr Leu Phe Leu Pro Glu 

" i95".". . • '* * ..aroo *: 205 
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Asn Gin Phe Ser ■• .Trp :"H ; is He "Ala : <Tys Asn Asn Cys Gin Arg Arg He 

210 " V - : . \ 220 



Val Gly val Arg -Tyr Gin Cys^S.er Leu Cys Pro Ser Tyr Asn He Cys 
225 -*■ ~ . ."230 ' 235 240 



Glu Asp Cys Glu Ala Gly pro Tyr 'Gly His Asp Thr Asn His Val Leu 

A 245'; !"Y. \, : ; 250 255 

Leu Lys Leu Arg Arcr'Pro Val' Val Gly Ser Ser Glu Pro Phe Cys His 
260 265 270 



Ser Lys Tyr !ser ,Thr "Pro 'Arg Leu -Pro Ala Ala Leu- Glu Gin Val Arg 
275." :'"/. .2*80*' 285 



Leu Gin LysoGlh Val Asp Lys Asn Phe Leu Lys Ala Glu Lys Gin Arg 
290 ' ' •/ . 29S/ 300 

Leu Arg Ala Glu Lys .' Lys Gin Arg; Lys Ala Glu Val Lys Glu Leu Lys 

305 7 'C 310 -.; '\ 315 320 

Lys Gin Leu Lys Leu His Arg Lys- lie His Leu Trp Asn Ser lie His 

- ;: 325;.:.; ' 330 335 

Gly Leu Glri.:Ser. Pro'tys Ser Prp. Leu Gly Arg Pro Glu Ser Leu Leu 

■340- "'- ]' y ''"' 345 •' ' ' 3S0 

Gin Ser Asn-. Thr LeuiiMet. Leu' Pro Leu Gin Pro Cys Thr Ser Val Met 
'355* - /.36P . 365 

Pro Met Leu" Sea? Ala Ala Phe;. yal .Asp Glu Asn Leu Pro Asp Gly Thr 
370 -375' - 380 

His Leu Gin Pro.. Gly Thr LyS Phe He Lys His Trp Arg Met Lys. Asn 
385 - 390 '•;] , 395 400 

Thr Gly Asn Vai Lys Trp.. Ser .Ala Asp. .Thr Lys Leu Lys Phe Met Trp 

: ■.<o^;.f ; . ,/. V • 4 *° 415 

.Gly Asn Leu. Thr . Leu- Aia Ser . Thr Glu Lys Lys Asp Val Leu Val Pro 

" • ; 420 . ' • 425 ' 430 

Cys Leu" Lys Ala.' Gly' His Val Gly Val Val Ser Val Glu' Phe He Ala 
' 435. . ' . - .4-4 0 : 445 

"Pro Ala, Leu; Giu5 Gly,. Thr Tyr .Thr/ Ser His. Trp Arg Leu Ser His Lys 
45.0*' • : i\yj-'.y- "455; .-.».' ' " 460 

Gly Gin Gln/ Phe:Giy^.Pro ArSf- Vai/Trp Cys Ser He He Val Asp Pro 
.465 ' ! *; " *" v-"476 X v s . ',' " 475 480' 

Phe Pro ■ Ser Giu; Glii Ser Pro Asp Asn lie Glu Lys Gly Met He Ser 

Ser Ser Lys Thr. Asp: Asp* Leu .Tnr .Cys .Gin Gin Glu Glu Thr Phe Leu 
•'. ' 500.. . * : 505 ' 510 
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Leu Ala Lys Glu Glu Arg Gin Leu Gly 01u Val Thr Glu Gin Thr Glu 
'515 ' 520 ;' 525 



Gly Thr Ala Ala Cys lie Pro Gin Lys Ala Lys Asn Val Ala Ser Glu 
53 0 535 540 



Arg Glu Leu Tyr Jle-.Pro Ser.- Val Asp Leu Leu Thr Ala Gin Asp Leu 
545 V ; -5S0 --..'* " , '555 560 



Leu Ser • Phe Glu : Leu Leu Asp lie. Asn lie Val Gin Glu Leu Glu Arg 
■/ 565' . ■ 570 575 



Val Pro His Ash Thr.. Pro Val. Asp Val Thr Pro Cys Met Ser Pro Leu 
. 580 - ' S85 590 



pro His Asp. Sex* Pro lieu Xle. Gin Lys . Pro Gly Leu Gly Gin lie Glu 
595- . ?.*?° 605 

Glu Glu Asn Glu.' Gly Ala Gly Phe" Lys Ala Leu Pro Asp Ser Met Val 
610 615 620 



Ser Val Lys Arg ' .Lys Ala Glu Asn He Ala Ser Val Glu Glu Ala Glu 
625 ... ;-63Q ' 635 640 



Glu Asp Leu Ser; Gly .. Thr Gin Phe Val Cys Glu Thr Val He Arg Ser 

• 6*5.' '■*". ; • .650 655 



Leu Thr Leu Asp, Ala -Ala Pro Asp His Asn Pro Pro Cys Arg Gin Lys 
'660 .. .* : ' 665 670 



Ser Leu Gin Met, Thr Phe Ala Leu Pro Glu Gly Pro Leu Gly Asn Glu 
675- ' ■ ■ '680 685 

Lys Glu Glu . He; Xle.- His lie; Ala; Glu Glu Glu Ala Val Met Glu Glu 
690 695 .; - 700 

Glu Glu Asp Glu Glu Asp Glu Glu, Glu Glu Asp Glu Leu Lys Asp Glu 

705 ..-.:;'.' 710 ;Y ./ ' ■ . 715 720 

Val Gin Ser Glh-Ser Ser Ala Ser - Ser ;Glu Asp Tyr He He He Leu 
• 725' 730 735 

Pro Glu Cys Phe - Asp . Thr Ser Ar£r Pro Leu Gly Asp Ser Met Tyr Ser 
740- -745 750 



Ser Ala* Leu Ser' Gin Pro Gly Leu Glu Arg Gly Ala Glu Gly Lys Pro 
'755 '•' y '' .\ : ]' 760/ 765 



Gly Val Glu? Alal Qly/.Gln Glu Pro .Ala Glu Ala Gly Glu Arg Leu Pro 

: 77tf * : 775' ■"; :• 780 

Gly Gly- Glu Asn Gin/ Pro (5in Glu His Ser -He Ser Asp He Leu Thr 
785 ' V. 790. 795 800 



Thr Ser .Gin, Thr,.* Leu" Glu Thr V&V Pro Leu He Pro Glu Val Val Glu 

v '-*sW^;' ; ;v ? - ' sio . sis 
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Leu Pro Pro* Ser Leu Pro Arg .Ser Ser Pro Cys Val His His His Gly 
820. 825 83 0 

Ser Pro Gly Val Asp Leu Pro Val Thr lie Pro Glu Val Ser Ser Val 
835 840 845 

Pro Asp Gin lie.- Ar^. Gly Glu Pro Arg Giy Ser Ser Gly Leu Val Asn 
850 - 855 860 

Ser Arg Gin Lys Sjar. ; Tyr Asp' His Ser Ser Gin 
865 " .870 . 875 

<2io> 201 . •• ■ : .*•'. , - 

<211> 89 \ • • 
<212> DNA •■■ ' 

<213> Artificial sequence ' ~* 
<22o> . - «"•'."*" 

<223> Ephrine receptor Bl novel alternative spliced exon 
<400> 201 ■ ■. 

cctcatctea cctcaacccc ^cttgttgcaa agtaaggctg -gtgcttcctg ttttctcagc 60 
aattagcatg gaaaacaigac ctcccaggt 89 

<210> 202 ■ ■ 

<211> 106 

<212> DNA .... ••....'.",'* 

<213> Artificial-sequence 

<22o> " ;;. 

<223> FSH receptor nbyel' .alternative . spliced exon 

<400> . 202 '"" / • " ** ' . 

aggaacagaa ggaccafcrgac -tcctacagaa ccaaatgtcc tattagccaa atatccatct 60 

ggccaaggtg. t^tggggga, accggagtct ctctcctcat ccatgt 106 

<210> 203' . .. - ' * • 

<211> 73 ..*".*-.- 

<212> DMA 

•<213> Artificial -'sequence. -, 

<220> • . 

• <223> HPA2 novel alternative spliced exon 

<400> 203. .- * • "■ ' 

agattctttt .ttgtttcacfc :tgtattcatt; tctttgattc actcggaatc tgttttgatg 60 
catggtgaaa-ggt 73 

<2io> 204 • .. ■/ 

<211> $8 . V.- ■ .*. ... . . <■ 

<212> DNA . 

<213> Artificial, sequence 
<220> './•;"**• 

<223> HPA2 . novel alternative .'spliced exon 

<400> . 204 . ■ "i -; \" ; ". . -V • . . 

agt.tcctctt gccfcgaagag'- aatttgaacc. actctttgtc tataaggagc tctctgcaac 60 

acagtctaga actt^ga^a ;aatctgaatg attttata 98 

<2io> 205. " .'.K ': H\'\:. : ':•><• ::/ " 
<2ii> ..18 • - • r'-*:;? : /;\- A"' 1 --. ".' 

<2i2> prt'V.;;^^v';\ : ; : .;.\" ■■;"*./.--;>> r * ' 

<213> Artif icial .sequence ' * 
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<220> 

<223> A novel.. predicted alternative, spliced variant protein product 
<400> 205 

Gly Val Leu Gin Tyr .Gly Cys Gin Trp Gly Arg Leu Asp Cys Asn Thr 
1 5 10 IS 

Thr Ser 



<210> 206 

<211> 29 ' " r N 

<212> PRT > ' 

<213> Artificial 'sequence' ' 

■ " "*...,■ f 

<220> - 

<223> A novel predicted, alternative spliced variant protein product 
<400> 206 

Trp Asn . Ser. Gin Arg- Leu Arg Met Ser Trp Ser Arg Ser Ser Lys Ser 

1 5'-/ * 10- 15 

He Thr Trp .. Gly Met Tyr' Leu Leu- Leu Asn Leu Leu Gly 

20 . '..■*•• 25 



<210> 2.07. 

<211> 82 • 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> A novel predicted alternative spliced variant protein product 

<400> 2 07 

Asp Arg Gly Ser . Ala* G'iy Arg Val Ser Gly Ala Phe Pro Leu Leu Pro 
1 ' 5" " ■ 10 15 

Gly Arg Gly Gin Arg Cys Pro His Val Cys He His His Gly Cys Arg 

' 20."* ' • : ' ' 25 ; 30 



Pro ser Leu Leu >Leu-VLeu Pro. His Val Leu Val Arg Ala Gin Cys Cys 

. 35 .-■ . -40 .45 



Gin Pro . Leu Arg' Gly . Cys Ala Giy Cys Val His Ala Ser Leu Pro Glu 

• SO • 55/-" :•■"*•"'.'•■' 60 



Val Ser Gly.- Cys Pro. .Phe" Pro G.Iy lieu His Leu Leu Pro Pro Ser Thr 
65 -70* ' • 75 , 80 



Pro Cys 



<210> 208 

<211> 12 * 

<212> PRT ' ' .;. « 

<213> . Artificial, sequence*"... 

<220> '• i ', r-i^.i'v:!-'^. ' " -." 

<223 > A novel predicted alternative '. spliced variant protein . product 

<400> 208 v' *V: • 

Ala His Leu Asp.Arg-.Phe cyK Ser Trp "Arg Arg Leu 

i- " V: .' •^;s-i.*,.v •: io 
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<210> 209 

.<211> 9 . . - •/ • 

<212> PRT :* \. . - 

<213> Artificial, sequence 

<220> 

<223> A novel predicted alternative spliced variant protein product 



<400> 209 

Gly Cys Ala Cys Ser Leu' Ser Leu Gly 



<210> 210 

<211> 28 

<212> PRT ; 

<213> Artificial sequence 

<220> . ■ • 

<223> A novel -predicted alternative spliced variant protein product 

<400> -210 ' : • ,\ 

Ser Phe Thr vArg Glii Gin Lys lie Gly Gly Tyr Ser Val Ser lie Ser 

1 ". 5. - . V - : "10. 15 

Ala Cys His Trp .Pro .Ser lieu His Phe Phe lie His 

■' 20- . . \ ... -; 25 



<210> 211 

<211> 11 • / 

<212> PRT- •/*".-". 

<213> Artificial sequence/ -'*- 

<22o> ; - . • , " ' '* : 

<223> A novel- -predicted alternative spliced variant protein product 

<400> 211 • ..... 

Asn Tyr lie- Lys Trp Val Phe Gly Gly Pro Gly 
1 "5 * " 10 



<210> 212 

<211> 7 

<212> PRT . - . • , 

<213> Artificial sequence ' ' 

<220> >'■' ,V/Y.vV " • ■ 

*223 > :A novel .predicted alternative • spliced variant protein product 

<400> '212... ';*/'.-*•**• 

Gly Gly Serv.Giu- Tyr His Giy. 



<210> 213 ; ' "". ' '. 

<211> . Sff ./ V-.-"^',-; ' 
.<212> PRT' : . - : '' f '>•;'"': '■ 

<213> Arti'f iciaV sequence '/ . • 

<22o>. ■. . . ■ v. -yy ** " : • 

<223> A* novel : predicted -alternative , spliced variant protein product 
<400> . 213 '■• m ' ;; ]■ ' y , *' . ..'\ '[ \ . y . ' • 

Leu Ala Lys .'Leu Asp lie Thr Arg Leu. .Ser .Pro Arg Met Pro Pro Val 

i : '-.5 : V.".v. T : ♦*•'. -lb.' '-• . 15 

.Pro Ser Ala. His. Pro- Thr Ala Thr Leu Ser Gly Lys Glu Pro Pro Arg 



WO 2005/071059 



418 



PCT/1L2005/000107 



25 30 



Ala Pro Val Thr Glu Ala Ph'a Ser Glu Leu Thr Thr Met Leu Pro Leu 
35 40 45 



Cys Pro Ala Pro Val His His. Leu Leu Pro 
50 " .5.5 



<210> 214. ; 

<211> 17 ». * ^ " 

<212> PRT 

<213 > ' Artificial : ' sequence \ " - . • 
<220> ■*, : 

<223> A novel predicted "alternative spliced variant protein product 
• <40O> 214 

lie Val Ala Val Gly G.ly Leu Leu Pro Cys Ala Leu Leu Pro lie Gin 
1 _5 10 .15 



Ala 



<210> 215 .. . 
<2li> 11 
<212> PRT 



<213> Artif iciai-;s;equence\ ; 



<220> • \ '•' ■■ .... 

<223> A novel predicted /alternative spliced variant protein product 
<400> 215. . ' 

Ala Asn Lys Pro- Ser Ser . Gly Ser Lys His Ser 

.1 :'• 5. v- ■. -r • 10 



<210> 216 ■' ; ' - ■ 

<211> 32 • 

<212> PRT ;'- ' 

<213> Artif icial sequence.-' t - 

<220> ' * ■ . ■ 

<223> A novel' -predicted .alternative spliced variant protein product 
<400> 216 ; • r ' ./>■;■:; " y 

Gly Asn Giy Leu . Tie Ala Lys Arg:ieu Cys Thr Ala lie Ser Ser Ser 

! ■ ■ ;-'5-"> : .y ■■■;•„■ 10' ' " 15 

lie Thr Ala Gln-Aii"Glu Gly Ser 'Leu Glu Lys - Cys Thr Arg Gly Val 

'2b'. A. -*."•" ... ' t 25 ■"■ * 30* 



<210> 217 .. 
<211> 11. 
<212> PRT. 



<213> Artificial -sequence r . -/••.>:. 

<220> . ".; . . "• ■•** ■ 

. <223> A nbyei; predicted alternative spliced variant protein product 
<400> 217 ; : :.".;'] . V '\ ..V- ; 

Argr I^u Pro'.Pro,.Leu"bta Prp Gin Trp. His Leu 

i" " \*. ;;.ivv; : : '-. ^ IP ' 

<2io> 2x8 :■ ;.: ' ) : :. -■*-*.■■!* ' "/'V . V 

<211> 78 . ' : ' *■*•' . :*. ' W- " • 
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<212> '.PRT . ._. .* ■*; 

• <213> Artificial sequence. . 

<220> 

<223> A novel predicted, alternative spliced variant protein product 
<400> 218 *;". 

Val Leu Thr Thr Val <?ln Ser. Ala Leu He Leu Lys Met Ala Gin Thr 
i - 5 10 15 

Val Trp Lys Asn Val Gin Met Ala Tyr Arg Gly Gin Thr Val Ser Phe 

20 . • . .""'V .25 30 

Ser Ser Met Leu lie Gin He Gly . Ser Ala Thr His Ala He Gin Thr 

35" • ' * 40 • ' 45 

Ala Pro Lys Gly. Val Thr Val Pro, Leu Val Met Thr Ala Phe Thr His 
50 55 60 

Gly Arg Ala He Pro. Leu Tyr His. Asn Met Leu Glu Leu Pro 

65 . :*/ , • . 7.0 ' 75 - 

<210> 219 

<2ii> ,5 • * .-" 

• <212> PRT r ":. 
<213> Artificial,; sequence ■•/ 

<220> ' V • •. ' ' 

< 2 2 3 > A novel . pr^d^Lc ted • .alternative spliced variant protein product 
<400> .219 . .-*';" s '- 

Arg Thr Phe His Thr. 

i -• ..; s".;- . .': : . V ■ 

<210> 220 

<2ii> 23. ■'• , ..... 

<212> PRT ' ; */'.- •:*....., 

<213> Artificial sequence ; 

<220> -i ■' [ - 

<223> A novel. predicted aiternativa spliced variant protein product 
<400> 220 " • l\ - ••: /' 

Trp Leu. Pro. Arg Arg- Thr' Trp Thr Ser Ala Ala Ser Thr Trp Arg Thr 

Arg Arg Gly Leu " Gly* Thr Met 

<:2X0> • 221 "". :\; > ty-jS-'- ~ '• :i : : .< [' ' 

' <2ii> ■ 24 .• ' " 

. <212> -BHT 



<213> ; Artificial •'.se.qiifenpe.-.. ' 



<220> 



. <223> A noyeiU preset ed'^ variant protein product 

<400> 2ZX „\i • •* • .-■ . . /. 

Arg Trp His GlnV Gln/G^y Val' Trp. Val His Arg Glu .Gly Ser Gly Glu 



Gin Leu His ' Gl^' Pro -Asp Val <31y ..* 

" ■• .'^OV- w ^ 
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<210> 222 
<211> - .17 • 
<212> PRT ' 

<213> Artificial ' sequence 
<220> : . .'. • : 

<223> A novel predicted -alternative spliced variant protein product 
<400> 222 * 

.Lys Thr Asn Pro 1 Arg- Val CyeT He. Gin Arg Thr Val Arg Arg Lys Leu 

a. ' .-*-.. \ - : • : io 15 



Val 



<210> 223 

<211> 34- ' 

<212> PRT. ' 

<213> Artificial: sequence- - 
<220> . -\ . 

<223> A novei predicted alternative spliced variant protein product 

<400> 223 

Asn Arg Arg Thi^ Arg Thr Pro Thr Glu Pro Asn Val Leu Leu Ala Lys 
1 5... 10 15 

Tyr Pro Ser- Gly^ G"^ v Gly Val LeU Glu Glu Pro Glu Ser.Leu Ser Ser 

. .20 -* . '• ' \ 25 *. 30 



Ser He 



<210> 224 \ - 

*<211> ' 125 " ' " . . 

<212> PRT/ 

<213> Artif icial sequence 
<220> . ' 

<2'23> A novel: predicted [alternative spliced variant protein product 
<400> " i24. . • . », * . 

Pro .Gin Leu "Arg'. Sei? Trp Val His - Tyr Thr Phe ' Tyr His Gin Leu Ala 

i o-vi- s-Y : . 10. 15 

Ser He Lys' Lys -Glu '-Asn Gin .Ala Gly Trp Asp Ser Gin Arg Gin Ala 

■ 20 V *" -25 . 30 



Gly Ser" Pro Val Pro Ala Ala Ala' Leu Trp Ala Gly Gly Pro Lys Val 

*3S* . V-'.V .-•.■!'• V *: * 4P. 45 



Glri Val' Ser/AlavTh^/.Giu-Trp Pro Ala Leu Ser Asp Gly Gly Arg Arg 

.50' " •. " I; ■ ■- . 55V 60 



Asp Pro- Pro Arg He" .Glu Ala" Pro Pro Pro Ser Gly Arg Pro Asp He 

65 "V.- " VVV^i"- 7 . 6 ■ ■ tV: ■'. • ? 5 80 

Gly His Pro,. Sex;. Ser. .His His Gly' Leu Leu Cys Gly Glri Glu Cys Gin 
.Cys Phe /Gly' Leu;', "'Pro Leu Pro Xik Ser Tyr Pro His Thr His Gly Tyr 

• •*••* •;/iool." • :•. *ios ■ ' no 
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Gin Trp Ala Cys Trp" Ala Ala Ser Thr Pro Pro Leu Gin 
115 ; 120 125 



<210> 225 

<211> 17 

<212> PRT • 

<213> Artificial '.sequence.. 
<220> ... • "■ • 

<223> A novel predicted- alternative spliced variant protein product 

<400> 225 

Gin Trp rieu lie His Thr Leu; Gin Glu Arg Arg Phe Gly Leu Lys Val 
1 . 5 10 15 



Trp 



<210> 22G 

<211> 13 

<212> PRT 

.<213> Artificial sequence ' 
<220> 

<223> A novel predicted .alternative spliced variant protein product 

<400> 226 

Met Val Glu His Plie -Arg lie Ala. Gly Gin Ser Gly His 

"1 - * 5 -, ' ■: 10 • 



<210> 227 

<211> 10 

<212> PRT 

<213> .Artificial . sequence 

<220> . \ ., '[ ' 

<223> A novel. pre£'ic,tecl t alternative spliced variant protein product 

<4oo> 227 '-- * 

Thr Thr .Gly Ser LeU Ser Ser Thr. Ser Ala 



<210> 228 

<211> 13- . ' * ./ 

<212> PRT ; * /, - 

<213> Artificial* sequence 

<220> ..*"";.'.; 

<223> A novel predicted alternative spliced variant protein product 
<400> 228 - ■{". 

Val Leu. lie .Pro lie Ala Gin Glu Lys' Leii lie Phe Gin 

i " : s;V:,v; " .*" ' io 

' <210> 229.. r :/.'^: 
<211> 18 • ; • - ■'; [ ' .*.*' . . : ■■ • ■ • * 
<212> •• PRT - 1 . ■ • . V TV' - ' 

<213> Artifici : ai; ; Whence'; A' « ■•/.*■ 

<220> • : ; **■ V. V/l' - '?'\r. 

<223> A nove.i. predicted Alternative." spliced variant protein product 
<400> ; 229/'/. . ; ;-. vA ; ;.^;- ' ;.V \f m k/ •• 

Ala Gly Gin Lys*. His - Gly .dly" Glp* Val Leii Tyr Ser Lys Glu lie Leu 



WO 2005/071059 



422 



PCT/1L2005/000107 



10 



15 



Cys Leu 



<210> 230 

<211> 15 

<212> PRT 

<213> Artificial sequence' 
<220> . ' " • « l . ■ . ■ ■*' ." 

<223> A novel predicted alternative spliced variant protein product 

<400> 230 

Glu Phe Leu .'Arg Ser-. lie Leu Gly Asn Arg Lys Phe Pro Ser His 



10 



15 



<210> 231 

<211> 21 ' . ;/ • 

<212> PRT 

<213> Artificial sequence - - 

<220> * .-" • .. " , - - 

<223> A" novel : predicted "'alternative; .spliced variant protein product 

<400> 231 

Ala Asn Val His Ser. Gly Thr Cys Cys Arg Pro Cys Cys Tyr Ser Cys 

1 5 10 15 



Cys Leu Tyr- Val Trp 

20.,- ■ 



<210> 232 . ■ 

<211> 8 . " ' 

<212> . PRT J '.."'...■*. 

<213> Artificial.; sequence 

<220> ' '. ' ./* . ' 

<223> A novel predicted alternative spliced variant protein product 

<400> 232 . / • :\*. V 



Ala Ser Gin Lys Cys Gly Glu Ala 



<210> 233 \ . ••• • 

<211> '20 :'" *•'; - ">•■ '*. 

'<212> PRT ''..}}'• • ■*•*■' • - 

<213> Artificial, sequence-' 

<22o> 

<223> A novel* .predicted- alternative spliced variant protein product 
<400> .' 233* ■ ".».'•'.."•■'..■. 

Leu Tyr Ser Glri;Tnr^Ser "Leu Pro - Ser His Cys Ser Pro Trp Arg lie 
1 ■ * 5* ■ 10 15 



-Ser Gin Val Leu 

;-2o"W- 



<210> '234 '':>': i' 'Vl, \ * 'r. 

<2ii> 49' 

<2i2> prt :;. . 

<213 > ' Artif ici.al.;sequence' . 

•<220> ' 
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<223> A novel predicted alternative spliced variant protein product 
<400> 234 

Phe Ser Lys Ser lie Leu Glu Lys Lys Lys Leu Asn Trp His Ser Ser 
1 .5 1Q 15 



Leu Tiir Gin Leu Trp Lys Leu Thr Trp Arg lie lie Pro Ala Met Leu 
20 25 30 

Lys Thr Glu Met : Asp ' Gly Asn Met Pro Val Phe Cys Cys Val Lys Arg 

-..35 - y\ ' ■■ • 49 ' ; ." 45 



lie 



<210> 235- • 

<211> iff. 

<212> PRT 

<2 13 > Artificial • sequence . 
<220> ' . , " 

<223> A. novel predicted alternative spliced variant protein product 

<400> 235 .. I 

Leu Cys Arg . Cys Val Tyr Trp Ser Thr Ser Leu His Gly Ser Trp Leu 

1 ';;5./ 10 ' 15 



<210> 236 

<211> 55 \ 

<212> PRT . . /• V J 

<213> Artificial' sequence 

<22o> 

<223> '.A novei.predxc.ted alternative spliced variant protein product 
<400> 236 \ V* 

Gly Leu Val/. Pro Ser. lie Leu Pro. Ala. Pro Gin Arg Ala Gin Arg Val 

1 .••*■•"• 5*-y'' : .10 15 . 



Pro Gin Arg Ala Glu lieu His. Pro His Pro Gly Arg Pro Val Leu Arg 

; >>20;\.;^--'/ r :'"i r. "25 . • -'' '30 

Pro Pro Leu His.; Trp'. Cys Gly Arg Val' Ser Val Phe Gin Ser Pro Ala 

35' ;- :40.\ -45 

Gly Glu. Asp 'Lyd" Val His Leu . 

50 .1: " \S5>\ ... 

<210> 23.7 ■* ' v. ' ' 

<211> 17 

.<212> PRT .-..*■ .. ; 

<213> Artificial .sequence 

<220> ; .. ■ . ' >* • • . 

<223> A novel;, predicted alternative spliced variant protein product 
<400> 237 

"Gin Trp, Arg Gly! Thr.."cSlu Asp:Arg Leu -Leu. Val His Arg His Gly Ser 

i "'* . r -~: < '-s\. io is 
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<210> 23 8 ': 

<211> 11. " ".7. .'" 

<212> PRT 

<213> Artificial: sequence 
<220> 

<223> A novel- predicted alternative spliced variant protein product 

<400> 238 • 

Val Ser Leu Leu- Ala Val Val Pro* Leu, Ala Lys 

1 ' \ Vs - > ' ' ■ 10 



<210> 239 

<211> 6 . ' • . 

<212> PRT ~ > ' 

<213> Artificial -."sequence 1 . 

<220> ' •'-:••"'"-*'' " , 

<223> A novel ^predicted alternative spliced variant protein product 

<400> 239." ' : - . - ; :. 

Ser Val Ser Ala" Glu-.Gln' >.".. - 



<210> 240 - - -.- 

<211> 15. • '. '■ . ' 

<212> -PRT 

<213> Artificial .sequence: 
<220> . 

<223> A novel predicted alternative spliced variant protein product 

<400> 240 

Arg Thr Tnr. Argr 'Arg Thr Val Val Trp. Phe Leu Pro Gin Lys Ser 

i s .:• .:; V • ' . 10 15 

. <2io> . 241 " . 

<211> -13 . 'y. : \ * **v 

<212> PRT *■ "... - 

<213> Artificial .sequence ' 

<220> • ' ■ 

<223> A novel. pre£"^ protein product 

.<4oo> 241 M • - 

Trp Asn Gly'AMa Gjn. 01n..LVs; Qin:Gly. Val Cys Gly lie 

i " v 5.,.*; : ; ; . iq 



<2io> ;242 . i 

<211> 48 . ' •"; • *\ • •--*' . . . 

<212> ' PRT. ' /. \V = **'. 

<213> Ar t if icial • se^enice r 

<220> : V"/- - ■' ; 

<223> A novel*, predicted ; 'alternative spliced variant protein product 
<400> 242.' * ': "J'. 'l - ■' • ' 

Tyr Val Ala Arg-Giu Arg Glu Arg' Val" Ser Arg. Ser Val lie Val Ala 

i • *' - io is 

Cys lie Asn Tnr. VaV;.Tnr Pne Val' His Trp' Leu Vai Thr Val His Val 

\2CL'.*;; yV - ! \'\ .,=1' "25 \. '* 30 

Cys Phe- lie -Asn' Gli^-j&a Ala Leu. Asn" Lys- Phe lie Phe Cys Leu Glu 
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<210> 243. 

<211> 10. 

<212> PRT 

<213> Artificial sequence. 
<220> 

<223> A novel predicted alternative spliced variant protein product 

<400> 243 

Ala Ala lie- Val- Leu Met Ser Thr Trp Thr 
1 • ' 5 ±0 



. <210> 24:4 
<211> 13 •'. • r, " ■ • 
<212> PRT . . >\" .. . 
<213> .' Artificial .sequence: 

<220> *' ■ . \ m ' , 

<223> A novel- predicted, alternative., spliced variant protein product 
<400> 244 m ; ■/■• 

Asn Ala Leu Leti Leu, Tyr..Cys: Gin Trp. Met Cys Arg His 

1 s .,' / «*- .V. . io 



<210> .245 • ■ ..■ 

<2ii> 71 ' , 

<212> PRT 

<213> Artificial . sequence ■ 

<220> - ■ : ' . - •.*■"••«. ." . : ; 

<223> A novel- predicted alternative spliced variant protein product 

<4oo> 245 ' •;: 

Arg Ser Ser Lys-Phe. Asn Val Leu Glu lie His . Asn Gly Ser Cys Lys 

1 5'.... 10' 15 

Gin Pro Gin Pro- ^sn -lieu Gin Gly .Val Gin Lys Cys Phe Pro Gin Gly 

20/ ■ ;'r ' ■ . " -\ 25 . ' 30 



Pro Leu- Trp . Tyr-- Asitf Leu Arg Asri Ser. Asn Leu Glu Thr Leu Cys Lys 

Leu Cys' Gin Trp.J Glu;,Tyr Giy. Lyp .Cys Cys Gly Glu Ala Leu Cys Gly 

50 . v" " ; \ 55" •' r.- *": : 60 



Ser Ser. lie Cys" Trp,*. Arg Glu- ' 

65 :\- .*. 70 •* " - • 



<210> 246 \ 

<211> .46 • i : ' 

<2i2>- put " ». .. ';. ; 

. <213> .Artificial;; sequence; ... 

■<22o> V '.V ■'".*• • ; 

<223> A novelV predicted' alternative spliced variant protein product 
<400> .246. ' - : ' . ■"' 

Pro Phe Met. Val. Gih Pro Gin Lys Gin Gin Leu Gly Asp Val Val Gin 

1 • ';. 5;- .,;.•;/; '• ■ . * 10. • 15 

Thr Met Ser.- Met ■ GlyVile Xrp Lys Met Leu Trp Gly Gly Phe Met Trp 

' .* " ^b/s- t /•« ' 25 ■ ' 30 
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Lys Gin His Leu/Leii Glu Arg Val Asn Met Trp Ser Arg lie 
35 . * 40 45 



<210> 247 . 

<211> 31 

«c212> PRT / ; : ' - 

<213> Art if icial .'^sequence- 

<220> .-. : - .;*;. 

<223> A nove'X\ predicted alternative spliced variant protein product 
<400> 247. 

Val Asp Lys Trp Ser Ser Cys Ser Gin Cys lie Leu Leu Phe Arg Lys 
1 \'S\ 10 15 

Lys Ser Asp- Ser Leu 'Pro Ser Arg His Ser Ala Ala Pro Leu Leu 

:• :20 "T ; 25 ' 30 



<210> 24.8 "■••-.*•. ..*.," 

<211> 8 '-. 

<2i2> PRT-.. - 

<213> Artificial' sequence V 

<220> V.." --"V : ": 

<223> A novel predicted alternative spliced variant protein product 

. <400> 248 • 

Gly Arg Ser .Pro Val Leu Ala, Pro 



<210> 249 

<211> 169 ' ■ " \ . 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> A novel- predicted - alternative, spliced variant protein product 

<400> ' 249 .. . ■.. 

Gly Ala Arg* Leu-" Ala" : .Gly Trp' Val Ser Gly Val Ser Trp Arg Thr Pro 

i ■ / .-: ';:js^;. ■ .. ; ; / "10 " 15 • 

Val Thr Glni&XaV?rV'yal Leu Ala- Val Val Ser Ala Arg Val Gin Trp 

v20 ;7"/- -,VK ;' ; 25 .' ■- * . • 30 

Trp Leu Al^VPro\Prb,.^lsp Ser* His .-Ala Gly Ala Pro Val Ala Ser Glu 

•'35*' '.>.: ■**/'« 40* 45 

Ala Leu Thr Ala Pro Cys Gin ' Ile : Pro Ala Ser Ala Ala Leu Val Pro 

50 . -/. V ; :-v" • ' 5S . 60 

Thr Val. Pro 'Ala Ala 'Gin. Tro Gly* Pro Met Asp Ala Ser Ser Ala" Pro 
65 / 70 :. . -75 SO 

Ala- His. Leu 'Ala' Thr. Arg Ala Ala Ala Ala Glu Ala Thr Trp Met Ser 

• ;,: : -"85r • ■; .**:•;•• 90 ' 95 

Ala Gly Trp. VaX Ser .Pro Ala Ala Met Val Ala Pro Ala Ser Thr His 
" • iop; " : ios . : 110 

Leu. Ala. Pro -Ser- Ala. Ala Ser. Val .Gin -Leu Ala Thr Gin Giy His Tyr 
115 V.,7" 120- • 125 
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Val Arg Thr Pro Ar^. Cys- Pro Val. His Pro His His Ala Val Thr Gly 
130 13S " 140 



Ala Pro Ala Gly Arg -Val Ala Thr. Ser Leu Thr Thr Val Pro Val" Phe 
145 150 155 160 



Leu. Gly Leu Arg Val" Arg. He Val Lys 

V ■ . 165 



<210> 250. 

<211> 41 

<212> PRT 

<213> Artificial sequence 

<22o> ... ' • 

<223> . A novel predi cted> alternative spliced variant protein product 
<400> .'250 ' \' t t '. * 

Gly Gly Gly. -Ala Val- pro Giu Glu- Ser Ala Asp His Asn Arg His Leu 

i - '' r . ;/v . ,V ■ .10. 15 

His Arg Pro. Pro. Cys .-.'Gly Arg His His Val Cys Gly Gly Leu Leu Gin 

20 A"..- 2S 30 



Asn Gin Glu Thr Ala Glu Lys"' Ala Ala 
35 4.0, 



<210> 251 ■ ■•: . . • 

<211> 41 '■• 

<212> PRT .*. • . 

• <213> Artificial- sequence ■ 

<220> ' 

<223> A novel --predicted alternative: spliced variant protein product 
<400> 251 \ 

Gly Gly. Gly Ala Val Pro Giu Glu Ser Ala Asp His Asn Arg His Leu 

1 • 5, "*•; /m . 10. 15 

His Arg Pro Pro. Cys' Gly Arg His- His. Val Cys. Gly Gly Leu Leu Gin 

.20."; • \ ; : • 25 30 

Asn Gin Giu^'Thr* Ala-'. Glu Lys 'Ala Ala 

35 ; v *- ,: "> 40. ? 



<2io> 252- v ;. ■*:• : • • • . 

,<2ii> 21" ..-V /. 

<212> -' PRT'"'' . "* •' 'i' :" ■[ .' ' 

<213> :jaetiiia&^Ja^fisaqp m '\' r !\ : 
<220> - • /.':. . . • * 

<223> A ■ novel predicted alternative spliced variant protein product 
<400> 252 

Arg Asn Ser Gly Lye .$er' Cys: Met Thr val Phe Gly Arg Ala Phe Gly 

1 ' .'s: • -10 IS 



Leu Asn Glu Thr lie . •"• 

• • / 20 c.'.m : - • • ..' K - 



<210> .253 
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<211> 21 

<212> PRT " ' • 

<213> Artificial \sequence ' 

<220> 

<223> A novel' predicted- alternative spliced variant protein product 
<400> 253. 

Arg Asn Ser ;Gly ;Lys Ser Cys Met Thr Val Phe Gly Arg Ala Phe Gly 
1 5:- 10 " 15 

Leu Asn Glu. Thr lie 
20-' 

<210> 25'4 
<211> 116 

<212> PRT . '. '.. ■ : l" 
■ <213> Artificial sequence 

<220> .■" t ' : . v « 

<223> .A novel predicted alternative • spliced variant protein product 
<400> 254 • • " '.»* ' '" 

Tyr Val Ser Ala - Met Thr Thr: Pro. Ala Arg Met Ser Pro Val Asp Phe 

i • "•" i° is 

His Thr . Pro' Ser- Ser "."Pro Lys Ser Pro Pro Ser Glu Met Ser Pro Pro 

Val Ser Ser Met Thr. Val Ser Met Pro Ser Met Ala Val Ser Pro Phe 

35 . : i : ' : ' '40. 45 

Met Glu Glu^Glu-Arg Pro Leu' Leu Leu Val. Thr Pro Pro Arg Leu Arg 

50 '*» - 55.'. £0 

Glu Lys Lys* Phe . As^ His His Pro Gin Gin Phe Ser Ser Phe His His 
65 70 75 80 

Asn Pro Ala* His Asp: Ser Asn Ser. Leu Pro Ala Ser Pro Leu Arg lie 

. / 85 , !' 90. 95 

Val Glu Asp Glu .qiu" Tyr g\u Thr Thr Gin Glii Tyr Glu Pro Ala Gin 

■ ioo : * V . -105' no . - 

Glu Pro Vai Lys": .7\ ; ,' , • 

. ixsV' . v • ■ • . • • * 

<2io> .255- . ' 

<211> 41 '. *» \ :' : ' . \ ' ' 

<212> PRT 

<213> ■ ^t^ficial^fe^juence - - ' 

<220> ' * ";."*.'■" ' !,...*.. * 

<223> A novel predicted' alternative spliced variant protein product 
• <400> 255.;. ^*"'.\*V .'/.•*■ :-.-.*' 

Gly Gly. Gly. -Ala Val ''Pro, Glu Glu .Ser Ala- Asp His Asn Arg His Leu 

1 ; * Si ".. V • 1 l . \Q . 15 

His Arg Pro' Prjo,'Cys Gly Arg His: His- Val Cys Gly Gly Leu Leu Gin 

•20.7 '■ "V 25 - .*. 30 
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Asn Gin .Glu- Thr Ala Glu Lys. Ala. Ala 
35 ' V' . 40 



<210> 256 

<211> ■ 23; ' . ' *' 

<212> PRT ; ,*.' 
<213> Artificial * sequence 

<22o> ' . r". ■" , 

<223> A- novel predicted alternative spliced variant protein product 
<400> 256 

Phe Val Phe Ala Leu Phe Lys Leu Gly Tyr Ser Leu Leu His Val Ser 

1 " -5. . 10 15 



Gin Leu Met. Leu lie. Leu Tnr 
20 



<210> 257 . 

<211> 20' 

<212> PRT .-*'._ 

<213> Artif icialV.segaence' 

<22p> •*. ; 7 ■*..'- ■ '• 

<f223> A novel 'predated... alternative -spliced variant protein product 

<400> 257 - .". •/ : 

Trp Gin Gin Leu Gin Lys Arg lie His Cys His Ser Gly Thr Ala Ser 

1 •. ' 1 5 ; • ■?.* 10 15 



Trp His Gin Gly 
20 



<210> 258 ..:-■••*>•'.■ 

<211> 8 - * 

<212> PRT • 

<213> Artificial, sequence; ~. t 

<220> . ; " 7 

<223> A novel ' predicted .-alternative spliced variant protein product 

<400> 258 • . " 

Gly Gly Gly Arg Gly Lys Arg. His- 
1 '' 5,' 



<210> 253 

<2ii> . 10 • :"" - )7- - .7 

<2i2> prt \ ; 7; " 

<213> Artif icial.-seqdencfe: 

<220> . V" '\;\. iX'.:.']'. ■ V7 . ' ' , 

<223> A novel -pretodted; alteti^ variant protein product 

<400> 259 ^ 7; * f . \ ' * 

Gly Asn Ala Ser;- ArgJ/lieu His- Tnr.. Phe .Thr 

1 ' \ s-r, '7 ; . ■; -.16 



<210> 260. . .. . J.'- " V . *; 

<2ii> 32 - '"..V.--./.- ; 7 

<2i2> prt ' • : . 

<213> Artificial; sequence .:' 7/ 

<220> .'V. Vv-V -V*' . 

<223> A novel*' -preoU-c ted -alternative.. spliced variant protean product 

- . .; - ;•. v • ■ 

<400> 260 * 
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Thr Glu Glu Vat Leu Pro Gly Leu Arg Tyr Tyr Asp Glu Gin Leu Gin 

1 .5 . V ; ' io 15 



Pro Pro Glu Gin Glh.Ala Gin Glu Ser lie His Lys Tyr Arg Cys Leu 

"..20 25 30 



<210> .261 

<211> 43 

<212> PRT 

<213> Artificial sequence 
<220> / ... 

<223> A ' novel, "predicted. -alternative., spliced variant protein product 

<400> 261 ■ ' 

Arg Ser Asn Met- Ser Ser Phe. Met lie His Trp Leu Arg Pro Tyr Leu 
1 5 . 10 15 

Val Lys Lys Leu, Arg Cys Trp Thr- Val- lie Phe Met Pro Met Leu Met 

' 20 , \ \ 25 30 

His Ser Ser Phe- Leii Asp Gin Gin Ala Lys Gin 

. 35 *. . i 4.0 ..' ■ 



<210> 262 * 

<211> 17 >' - " ■•- 

<212> PRT \' V • ■ 

<213> Artificial sequence"* 

<220> ./ ' . ' :" 

<223> A novel "predic ted alternative spliced variant protein product 

<400> 262 

Val Gly Cys Pne. .Cys -.Glu Val Leu Thr Cys Asn Asn Leu Val Met Ser 

1 "■- 5 10 15 



Cys 



<210> 263 ' ; * 

<211> 34 - : - - ! - . ' 

<212> PRT ' ...-! ' \' ?*• 

<213> * Artificial- sequence. .' 

<220> ..' '\ : v . '"• 

<223> . A novel -jpredicted. alternative ..spliced, variant protein product 
<400> 263 /_ V - 

Ala Pro Gly<G0ja : Val> riis Ser. Pro Ala Asp Pro Pro Leu Trp His Pro 

1 . 5^;; '-"' mll 10 15 

Leu His. Arg LeuVArgvLeu Leu' Pro Arg GXy Arg Tyr Gly Asp Pro Ala ■ 

• -.20. ; ■ >";';•.' V ,; ' :V 25 *• . • 30 



Val Phe 



<210>. 264 . ■ 
<211>' '\ "..V 

<2i2> PRT-. . ';•'*; • 
<2 13 > Artificial', sequence ,-' 

<220> "\, * . " 
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<223> A novel predicted, alternative spliced variant protein product 
<400> -264 - ' 

Glu Met Cys.Arg lie. lie Ala.Aia. Tyr. Val His Phe Thr Leu lie Ser 

1 - . ; "5/ "J- ..'10 15 

Arg Gly Xle \ ; * . ' 



<210> 265 

<211> 12 ' \ 

<212> PRT ...... 

<213> Artificial " sequence ' 

<220> ' ' 

■ <223 > A novel predicted alternative .spliced variant protein product 

<400> 265 

Leu Pro Val Ser Ser Ser Pro" Leu Thr Thr Thr Trp 

1 S-*'.'; ■ ' ' "■ • ' 10 



<210> 266 

<211> 75 . . .V."-"v 

<212> PRT . 

<213> Artificial" sequence 
<220> . A;"'..*- 

<223> A hovel.; pred^'cted;'alternative spliced variant protein product 

<400> 266 '*" .'. ' ' 

Pro Ala Thr Leii Arg- '.Thr Met. Ala Gly Leu His Gly Pro Ser Gly Pro 

i ''sr..?:; '7;.; ■. io- is 

Pro Val Leu" Arg". Aia- .Val Ala Met .Glu >He Ser Ser Ala Ala Ala Pro 

* '.'20... ■'-'_'[ ■ 25 30 

Ala He* Ala. Ser Thr- Thr Asp Val. Arg Ala Pro Arg Ser Arg His Gly 

•35'; • ■'•V'.; 1 io' 45 

Pro Ala lie Phe Arg Ser' Val Thr. , Arg Asp Leu Asn Arg Met Val Ala 

50 - <: '. - * 55 • ■•' . -60 

Gly Ala Thr Gly Pro. Arg Gly His Leu Val Leu 

•65 •. . : \70 ; " " 75 



<210> 267' 

<2ii> is • • • ,". *-■; 

<212> PRT. .* , ■*-■ ■ 

<213> Artificial ' sequence 

<22o> ■;. ' .v^V\^vv*'->: : "-• • " ■ 

<223> • A novel /predicted' alternative spliced variant protein product 



<400> ;267 > ./-A";/. 



Val Ser Gly . Ser' piu Gin Asp Leii Pro His Gin' Leu His Val Glu 

i ;\ .r";*f;.v/" * ip- : is 

<2io> .' 268.; .: v/*.-r.rA! :" • 
<2ii> .40 '•;'■"'•*-. 
<212> prt. ;;. : " V J*;/ . • . 

<213> Artif icial'; sequence..'-. ■'./.}'■ 

<22 0> • ;. .. - ■ *'".•'* ••■ . * 

<223> A novel ^rfe^icted alternative; -spliced variant protein product 
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<400> 268. .'.r 

Val Lys lie Gly. vkl-l.yfl Lys Thr- Trp Arg Met Glu Asp Val Asn Thr 

1 • 5'v.'- 10 15 



Tyr Ala Cys. Gin His His Arg Leu Met He Thr Leu Gin Asn He Pro 

20- * ■■>.' ' 25 30 



Val Pro Val - Pro* VaO;- - Gly Thr Met' 

3.5 . - • r-' ' .'4.0 



<210> 269 ./ \ :' " •*' \ • 

<211> 36 -.. . 

<212> PRT. • , . • ' 

<213 > Artificial sequencfe- v 1 ■. \ 

<220> l : '-' • : . 

<223> A novel. predicted. alternative, spliced variant protein product 
<400> 269 , • • , 

Gly Glu Ser Lys. Lys uy? Thr Trp Thr Leu Gin Val Met Gly Lys Asp 

1 ' : 5 V- 10 15 

Ser Met Tyr Leu Val Arg Tyr Arg- Ser Ser Lys Thr Asn Ser Asp Phe 

20* • . ■ 25 ■ 3 0 



Pro Pro Arg Tyr. . 

•.'-35 



<2io> 270"; 

<2ii> 9 ; ':<: " .V* !"-*/* ■ * 

<2i2> prt 

<213> Artificial; sequence ... ,]■;/ 
<220> . ■ : •". . 

<223> A hovel: predicted 'alternative spliced variant protein product 

<400> 270 



Pro Tyr Lys; . Lys , Ser. Piro Leii Leu Ala 



<2io> 271 . ■ • ■ ■ • 

' <211> 75. J ' •; ';*'/ ' \ . ' ' • 
<212> PRT i';- • -V/'" 

<213> Artificial ..sequence > 

<220> ' . ■ " *; -v:'* !' ■ 

<223> A Txovei -'predicted alternative spliced variant protein product 
<400> 271 .," " * '"• ; 

Ala Gly Pro Ar^r' Leii" <?ys Arg Glu- Asp Leu Arg Pro Val Trp Glu Leu 
Gin. Trpi Gln.:Prci' d-iy: Arg Gly Leu. Pro. Tyr Pro Leu Trp Ala Gly Gly 

• . ,t 20 .*'- r.'iS?-^'- }'*.- 25 •-. ' 30 

Ala Pro -Gly;- Gly GlVr.Leu. Arg.G : iu Arg Leu Glu Ala Ala Arg Gly Leu 

35 ' y H.. '■' ■ ly ^/y. ■ . .45 . 

. Pro Gly ''3ro*3Ua Giu^Sfta 2^*$&>W'£&: Leu Arg Pro Gin Pro Ala 
5o\- \V % > \.vv i-5's 60 " 
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His Glu Gly Ser Pro Arg Arg Arg .Ala Arg Ser 
65 ' 70' ' - . 75 



<210> 272 

<211> 65 

<212> PRT ' 

<213 > . Artif icial. sequence.' - 

<220> . • 

<223> A, novel "preiiitited aiterjiative spliced. variant protein product 

<400> 272.. 

Ala Ala Ile v Ala. Ser' Se.r Leu : lX'e Arg Gin Lys Arg Gin Ala Arg Glu 

i " • , s : * .. -. -v. io is 

Ser Asn Ser Asp Ar^ Val Ser Ala Ser Lys Arg Arg Ser Ser Pro Ser 

-. 20-;' ' • . 25 " 30 

Lys Asp, Gly vArg .Ser Leu Cys <3* u Arg His Val Leu Gly Val Pne Ser 

15 ' \-/ 40 ' 45 

Lys Val AryVPhe Cys Ser Gly Arg Lys Arg Pro Val Arg Arg Arg Pro 

50 ^ ' ; - 55. ~ 60 



Ala 
65 



<210> 273. 
<211> 2502 



<212> DNA • ^ ... 

<213> Artificial^ s*4c[uence": 



<220> .; 

<223> A novel jorea^cted. alternative- spliced variant 

<220> . . • : . ••• " ! " 
<221> raisc^_f eature *,. 
<222> . (2145) ^(214.5) " 
<223> n ^is- a, : e, : g^^.or t- 

<400> 273 "J 'w }. ^ 

. atgggcacgt •ccgc'gctcfcg; ggcgctctgg ctgctgctcg cgctgtgctg ggcgccccgg 60 

gagagcggsg ccaccggaac.^ cgggagaaaa gccaaatgtg aaccctccca attccagtgc 120 

acaaatggtc gctc^attacV* gdtgtt^g^ aaatgtgatg gggatgaaga ctgtgttgac 180 

ggcagtgatg ^ aaa^^^tft'g'^tgtaaagaag.-acgtgtgctg aatctgactt cgtgtgcaac 240 

aatggccagt- _ gtgrt'tcccag . ccgatggaag tgtgatggag atcctgactg cgaagatggt. 300 

tcagatg;aaa: gcccagaaca - gtgccatatg agaacatgcc gcatacatga aatcagctgt 360 

ggcgcccatt ctactcagtg 'tatcccagfcg tcc£'ggagat gtgatggtga aaatgattgt 420 

gacagtgga0.a.^gatgaa : ga. .aaa.ctgtggc: aatataacat gtagtcccga cgagttcacc 480 

tgctccagtg- ,gccgct&rcat : ctc'caggaac tttgtttgca atggccagga tgactgcagc 540 

' gatggcagtg atga'gctgga ctgt'g'ccccg ccaacctgtg gcgcccatga gttccagtgc 600 

agcacctcct .cqtgcatccc* catc'agctgg .gtatgcgacg atgatgcaga ctgctccgac 660 

' caatctgatg agt;ccct^ga; ;gcaigtgtggc cgtcagccag tca'tacacac caagtgtcca 720 . 



-gatg agt^ccct^pa'.gca^gtgtggc cgtcagccag tca'tacacac caagtgtcca 
gccagcgaaarfcccagi-cf'c^'g; dtctggcgag. tgcatccata agaagtggcg atgtgatggg 
gaccctgact';gcaag^t^^^^ gtca£ctgtc cctctcgaac ttgccgacct 840 



780 
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gaccaatttg aatgtgagga tggcagctgc atccatggca gcaggcagtg taatggtatc 900 

cgagactgtg tcgatggtfcc cgatgaagtc aactgcaaaa atgtcaatca gtgcttgggc 960 

cctggaaaat tcaagtgcag aagtggagaa tgcatagata tcagcaaagt atgtaaccag 1020 

gagcaggact . gcagggactg -gagtgatgag cccctgaaag agtgtcatat tgatgaatgc 1080 

caaaatccag gaatctgcag tcaaattfcgt atcaacttaa. aaggcggtta caagtgtgaa 1140 

tgtagtcgtg gctatcaiiaLt :" ggafccttgct . actggcgtgt gcaaggcagfc aggcaaagag 1200 

ccaagtctga tcttcac.taa tcgaagagac atcaggaaga ttggcttaga gaggaaagaa 1260 

tatatccaac tagttga<aca gctaagaaac actgfcggctc tcgatgctga cattgctgcc 1320 

cagaaactat tctggg.c'cga tctaagccaa aaggctatct tcagtgcctc aattgatgac 1380 

aaggttggta gacatgttaa; aatgafccgac aatgtctata atcctgcagc cattgctgtt 1440 

gatfcgggtgfc acaagaccafc ctactggact gatgcggctt ctaagactat ttcagtagct 1500 

accctagatg gaaccaagag .gaagttcctg tttaaotctg acttgcgaga gcctgcctcc IS 60 

atagctgtgg acccactgtG' tggcfcttgtt tactggtcag actggggtga accagctaaa 1620 

atagaaaaag caggaatgaa tggattcgat agacgtccac tggtgacagc ggatatccag 1680 

tggcctaacg gaattaca'ct tgaccttata aaaagtcgcc tctattggct tgattctaag 1740 

ttgcacatgt . tatc'cagcgt ggacttgaat, ggccaagatc gtaggatagt actaaagtct 1800 

ctggagttcc tagctcatcc'-tcttgcacta acaatatttg aggatcgtgt cfcactggata 1860 

gatggggaaa' atgaagcagt ctatggtgcc aataaattca ctggatcaga gctagccact 1920 

ctagtcaaca acetgaatga/ tgcccaagac atcattgtct atcatgaact tgtacagcca 1980 

tcaggtaaaa attgcftijrt'ga agaagacatg gagaatggag gatgfcgaata cctatgcctg 2040 

ccagcaccac aaat'taatga tcactctcca • aaatatacct gttcctgtcc cagtgggtac 2100 

aatgtagagg aaaat^fgcicg agactgtcaa agtactgcaa ctacngtgac fctacagtgag 2160 

acaaaagat'a-.cgaacacaac.agaaatttqa gcaactagtg gactagttcc tggagggatc 2220 

aatgtgacea.cagcagtato agaggtcagt gttcccccaa aagggacttc tgccgcatgg' 2280 

gccattcttc. btctcttgct cttagtgatg gcagcagtag gtggctactt gatgtggcgg 2340 

aattggcaac acaagaacat gaaaagcatg aactttgaca atcctgtgta cttgaaaacc 2400 

actgaagagg. acctctcdat- ag'acattggt agacacagtg cttctgfttgg. acacacgtac 2460 

ccagcaatat ,ca"gtttgtaag., cacagatgat gatctagctt ga 2502 

<21Q> '274.' • :.. v' 
<21i> ' . 

<212> DKA "; J":,, 

<213> Artificial: seguence . .' • 

<220> . '':'"•}:, .".*." 

<223> A novel;. predicted alternative spliced - variant 

<220> • - ' : -J' ■;.•-'•.*.• . 
<221> miac^_f ea'turey. .*." *' : ... 
<222> •. <2139)' ->X2j4'3 : S); : 
<223> . it •isV'a/^cv/gr>.«- , 1pr. jb\ 

<400> ^274 ". 7; V . .H v \ . • - • 

atgggcacgt c^gcgc^|:j?/ggc^tc£gg; ctgctgctcg cgctgtgctg ggcgccccgg 60- 

gagagcggcg; : ccacbg^ gccaaatgtg aaccctccca attccagtgc 120 

acaaatggtc 'gct^atji.c i .gctgtt^tgg' aaatgtgatg gggatgaaga ctgtgttgac 180 
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ggcagtgat£ aaaagaactg. tgtiaaagaag- acgtgtgctg aatctgactt cgtgtgcaac 
aafcggccagt gtgttcccag. ccgatiggaag tgtgatggag atcctgactg cgaagatggfc 
tcagatgaaa gcccagaaca;gtgccatatg agaacatgcc gcatacatga aatcagctgt 
ggcgcccatt ctacfccagfcg" [tatcccagfcg tcctggagat gtgatggtga aaatgattgfc 
gacagbggag aagafcgaaga aaactgtggc aatataacat gtagtcccga cgagttcacc 
tgctccagtg gccgctgcat ctceaggaac tttgtttgca atggccagga tgactgcagc 
gatggcagtg atgagcfcg'ga;.ctjjtg'ccccg % ccaacctgtg gcgcccatga gttccagtgc 
agcacctcct cctgcatjcc'c, cat.cagctgg gtatgcgacg atgatgcaga ctgctccgac 
caatctgatg agfc'cccfcgga gcagtgtggc cgtcagccag tcatacacac caagtgtcca 
gccagcgaaa tccagtgcgg ctdtggcgag. tgcatccata agaagtggcg atgtgatggg 
gaccctgact gcaaggatgg" cagtgatg^cg gtcaactgtc cctctcgaac ttgccgacct 
gaccaatttg aafcgtgagga fcggcdgct;gc atccatggca gcaggcagtg taatggtatc 
cgagactgfcg tcgatggttc. cg-atgaagtb aactgcaaaa atgtcaatca gtgcttgggc 
cctggaaaat tcaagtgcag- aagfcggagaa- tgcatagata tcagcaaagt atgtaaccag 
gagcaggact gcagggactg :gagtgatgag cccctgaaag agtgtcatat aaacgaatgc 
ttggtaaata a'tgrgjtggiatg ttctcatatc tgcaaagacc tagttatagg ctacgagtgt 
gactgtgcag ctgggtttga actgatagat aggaaaacct gtggaggcaa agagccaagt 
ctgatcttca ctaatcgaag..agacatcag'g. aagattggct tagagaggaa agaatatatc 
caactagttg .aacagctaag. aaacactgtg gctctcgatg ctgacattgc tgcccagaaa 
ctattctggg ccgafcctaag ccaaaaggcfc atcttcagtg cctcaattga fcgacaaggfct 
ggtaga'catg tta^'aatgat/cgacaatigtc tafcaatcctg cagccafctgc tgttgafctgg 
gtgtacaaga dcafcctaqtg gaptgatgcg : gcttctaaga ctatttcagt agctacccta 
gatggaacca agaggaagtt cctgt.ttaac tctgacttgc gagagcctgc ctccatagct 
gtggacccac" -.tgtctg^cfet- tgtfctactgg tcagaptggg gtgaaccagc taaaatagaa 
aaagcaggaa- tgaatggatt;Jcgatagac?gt ccactggtga cagcggatat ccagtggcct 
■ aacggaatta^c^cttgacct tafcaaaaagfc cgcctctatt ggcttgattc taagttgca'c 
atgttatcca gcgtggactt 'gaatggccaa gatc£tagga tagtactaaa gtctctggag 
ttcctagcfcc ;afcx:ctcito gtgtctactg gatagatggg 

gaaaatgaag 'cagltctatgg' :tgccaafcaaa;\ ttcactggat cagagctagc cactctagtc 
aacaacctga, atega£gqcc^:agaqktcdtt gtcfcatcatg aacttgtaca gccatcaggt 
aaaaafctggt 'gtgaagaaga" catggagaat . ggaggatgtg aatacctatg cctgccagca 
ccacaaatta atgatcactc. tccaaaiatat" acctgttcct gtcccagtgg gtacaatgta 
gaggaaaatg gccgagactg '.tcaaagtact. gcaactacng fcgacttacag tgagacaaaa 
gatacgaaca caacagaaat.. ttcagcaact agtgjg^ctag ttcctggagg gatcaatgtg 
accacagcag tatcagaggt •. cagfcgttccc ccaaaaggga cttctgccgc atgggccatt 
"cttpctctct tgctclbtagt :^jgatg;gca§ca. gtaggtggct " acttgafcgtg . gcggaattgg 
caacacaaga *acat'^ gacaatcctg .tgtacttgaa aaccactgaa 

gaggacctct ccata'Jfacat-' tg^^ga'cac agtgcttctg ttggacacac gtacccagca. 
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atatcagttg taagcacaga- tgatgatcta- gcttga 2496 
275 

2503 - 
DNA 

Artificial sequence 
<220> 

<223> A novel predicated- alternative spliced variant 

<220> . ' 

<221> miscjE eature- 

<222> . (2146) . r -(214jS) 

<2 23 > n is ' a , ' c> ;, & ',• or • t. .- . * 

<400> .275 '.; • \ ""."■-*.• ' *. 

atgggcacgt ccgcgqtctig ggcgctct'gg ctgctgctcg cgctgtgctg ggcgccccgg 60 

gagagcggcg ccaccggaac cgggagaaaa gccaaatgtg aaccctccca attccagtgc 120 

acaaatggtc gctgtattac. gctgttgtgg- aaatgtgatg gggatgaaga ctgtgttgac 180 

ggcagtgatg aaaagaactg tgtaaagaa'g acgtgtgctg aatctgactt cgtgtgcaac 240 

aatggccagt gtgfctcccag ccgatggaag tgtgatggag atcc.tgactg cgaagatggt 300 

tcagatgaaa sccca^aaea - gtgcqa'tatg agaacatgcc gcatacatga aatcagctgt 360 

ggcgcccatt ctactcagtgr .tatcc.cagtg . tcc.tggagat gtgatggtga aaatgattgt 420 

gacagtggag aagatgaaga .aaactgt'ggc aatataacat .'gtagtcccga cgagttcacc 480 

tgctccagtg gccgctgpat ctccaggaac tttgtttgca atggccagga tgactgcagc 540 

gatggcagtg atga'gctgga ctgtgccccg ccaacctgtg gcgcccatga gttccagtgc 600 

agcacctcct cctgcatccc catcagctgg gtatgcgacg atgatgcaga ctgctccgac 660 

caatctgatg agtccctgga.- gca^tgtggc cgtcagccag tcatacacac caagtgtcca 720 

gccagcgaaa tccagtgcgg ctc.tggcgag tgcatccata agaagtggcg atgtgatggg 780 

gaccctgact gcaaggatgg. cagtgatgag. gteaactgtc cctctcgaac . ttgccgacct 840 

gaccaatttg aatgtgagga ;fcggcagctgc atccatggca gcaggcagtg taatggtatc 900 

cgagactgtg. tcgat^gtite: cgatgaagtc aactgcaaaa atgtcaatca gtgcttgggc 960 

cctggaaaat tcaagtgcag *aagtggag^a tgcatagata tcagcaaagt atgtaaccag 1020 

gagcaggact; gcagggactg -gagfcijatgag- cccct'gaaag agtgtcatat aaacgaatgc 1080 

ttggtaaata atggtgf^afeg ttctckt^tc. tgc'aaagacc tagttatagg ctacgagtgt 1140 

gactgtgcag ctgggtttga 'actgatagat aggaaaacct gtggagatat tgatgaatgc . 1200 

caaaatccagr gaatctgfcag . tcaaatttgt atcaacttaa aaggcggtta caagtgtgaa 1260 

tgtagtcgtg gcta'tc^aat .ggatcttgct acbggcgtgt gcaaggcagt aggcaaagag 1320 

ccaagtctga tcttcactaa* -tcgaaga^ac atcaggaaga ttggcttaga gaggaaagaa 1380 

tatatccaac tag£tgaaca. gctaagaaac actgtggcfcc tcgatgctga cattgctgcc 1440 

cagaaactat tctg^gccga' t .fccfcaagccaa aaggctatct tcagtgcctc aattgatgac 1500 

aaggttggta gacatgttaa ' aatgafccgac aatgtctata atcctgcagc cattgctgtt 1560 

gattgggtgt acaagaccat. .ctactggapt gatgcggctt ctaagactat ttcagtagct 1620 

accctagatg gaacca^gag^"gaagt:tcctg tttaatctcfcg acttgcgaga gcctgcctcc 1680 

atagctgtgg accc.ac^'gtc ' tggaccttat aaaaagtcgc ctctattggc . ttgattctaa" ■ 1740 
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tctggagttc ctagctcafcc ctcttgcact aacaatattt gaggatcgtg tctactggat 1860 

agatggggaa aatgaagcag tctatggtgc caataaattc actggatcag agctagccac 1920 

tctagtcaac aacctgaatg. -atgcccaaga catcattgtc tatcatgaac ttgtacagcc 1980 

atcaggtaaa aattggtgtg aagaagacat ggagaatgga ggatgtgaat acctatgcct 2040 

gccagcacca caaatfcaatg. atcactctcc aaaatatacc tgttcctgtc ccagtgggta 2100 

caatgtagag gaaaatggcc gagactgtca aagtactgca actacngtga cttacagtga 2160 

gacaaaagat acgaacacaa cagaaatttc agcaactagt ggactagttc ctggagggat 2220 

caatgtgacc acagcagtat cagaggtcag tgfctccccca aaagg^actt ctgccgcatg 2280 

ggccattcfct cctctettgc-' tcttagtgat ggcagcagta ggtggctact tgatgtggcg 2340 

gaattggcaa cacaagaaca". . tgaaaagcat gaactttgac aatcctgtgt acttgaaaac -2400 

cactgaagag gacctctcca- ta^d^ttgg tagacacagt gcttctgttg gacacacgta 2460 

cccagcaata tcagttgtaa • gcacagatga ' tgatctagct tga 25 03 

<210> 276 V V . - 
<211> 2480 '. v . . . ' . . ' • " " . • . 

<2i2> dna ' : *.*.;■ "*..*':.'. 

< 213 > Arti f i'cial . sequence ->.'**. 

<22o> ' ; * *■ ' -V • " 11 : 

<223> A novel predicted alternative' spliced variant 



<220> -\ • , -' " "V 

<221> mis cofeature* 

<222> (2123) ..'1(2123). ' •+ 

<223> n is a, :.c,~g, or t ' . • 

<400> . 276 . '• ' ! ... ' ;■ 

atgggcacgt ccgcgctctcj . ggegctctgg ctjgctgctcg . cgctgtgctg ggcgccccgg 60 

gagagcggcg ccaccggaac ogggagaaaa. gccaaatgtg aaccctccca attccagtgc 120 

acaaatggtc gct^attac 'gctgt.tgtgg aaatgtgatg gggatgaaga ctgtgttgac 180 

ggcagtgatg aaaagaactcf,.' tgtaaagaag acgtgtgctg aatctgactt • cgtgtgcaac 240 

aatggccagt -gtgttcccag. ccgatggaag' tgtgatggag atcctgactg cgaagatggt 300 

tcagatgaaa' gcccagaaca*. gtgceatatg agaacatgcc gcatacatga aatcagctgt 360 

ggcgcccatt-ctacl;cacfcg'tatccca^g tcctggagat gtgatggtga aaatgattgt 420 

gacagtggag aaga'jbgaaga ,'aaactgtggc aatataacat gtagtcccga cgagttcacc 480 

tgctccagtfg gccgctgcat.- ctccaggaac.. tttgtttgca atggccagga tgactgcagc 540 

gatggcagtg atgagctgga. ctgtgccacjg ccaacctgtg gcgcccatga gttccagtgc 600 

agcacctcct cctfcfcatccc ; cat:ba.gcfcgg gtatgcgacg atgatgcaga ctgctccgac 660 

'. caatctgatg "agt'ccct;gga.. 'gcagt"gfe^gc 'c tcatacacac caagtgtcca 720 

gccagcgaaa tccagtgcgg .'ctctggc^g tgcajtccata agaagtggcg atgtgatggg 780 

gaccctgact. gcaaggatgg cagtgatgag gtcaactgtc cctctcgaac ttgccgacct 840 

gaccaatttg aatgt^'^ga: tggcagctgc atccatggca gcaggcagtg taatggtatc 900 

cgagactgtg. tcgatggttb - cgatgaagtc aa'ctgcaaaa atgtcaatca gtgcttgggc 960 

cctggaaaat tcaagt"gca^' : ^a^'ggasfaa : tgcatagata tcagcaaagt atgtaaccag 1020 

gagcaggact gcagggacfcg- gagtgatgag cccctgaaag agtgtcatat aaacgaatgc 1080 
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ttggtaaata atg^ggatg ttct'catatc tgcaaagacc tagttatagg ctacgagtgt 1140 

. gactgtgcag ctgggtttga. act^tagat aggaaaacct gtggagatat tgatgaatgc 1200 

caaaatccag gaatctgcag tcaaatt£gt atcaacttaa aaggcggtta caagtgtgaa 1260 

tgtagtcgtg gctatcaaat'' ggatcfctgct actggcgtgt gcaaggcagt aggcaaagag 1320 

ccaagtctga tcttqacf-tiaa tcg^gaga.c atcaggaaga ttggcttaga gaggaaagaa 13 80 

tatatccaac tagtfcgaafca gctaagaa.ac actgtggctc tcgatgctga cattgctgcc 1440 

cagaaacfcat- tctgggccga tctaagccaa. aaggctatct tcagtgcctc aattgatgac 1500 

aaggttggta gacatgttaa*. aatgatcgac :aafcgtctata atcctgcagc cattgctgtt 1560 

gattgggtgt acaagaccat .. c£actggacjt gatgcggc.tt ctaagactat ttcagtagct 1620 

accctagatg gaaceaagag gaagttcctg tttaactctg acttgcgaga gcctgcctcc 1680 

atagctgt^g acdcactgtc tggctttgtt tactggtcag actggggtga accagctaaa 174 0 

atagaaaaag. caggaatgaa tggattcgat agacgtccac tggtgacagc ggatatccag 1800 

tggcctaacg. $aattac/aet, tgaccttafca aaaagtcgcc tctattggct tgattctaag 1860 

ttgcacatgt jtatccagcgt ggacttgaat ggccaagatc gtaggatagt actaaagtct 1920 

ctggagttcc tag;c'tcatcc;.t:cttgcacta acaatatttg aggtaaaaat tggtgtgaag 1980 

aagacatgga gaatgga$f$a tgt'^at^cc tatgcctgcc agcaccacaa attaatgatc 2040 

actctccaaa atatacctgt- tccfcgtccca gtgggtacaa tgtagaggaa aatggccgag 2100 

actgtcaaag. tactgca'act '.' acn^tgactt acagtgagac aaaagatacg aacacaacag 2160 

aaatttcagc aactaytgga- cfcag£tcctg gagggatcaa tgtgaccaca gcagtatcag 2220 

aggtcagtgt tccqccaaaa gggac.ttcjtg ccgcatgggc cattcttcct ctcttgctct 2280 

tagtgatggc.agdagt^ggt/ggrctacttga .tgtggcggaa ttggcaacac aagaacatga 2340 

aaagcatgaa ctttgaeaat- cctgtgtact "■ tgaaaaccac tgaagaggac ctctccatag 2400 

acattggtag acacagtgct tc.tgttggac acacgtaccc agcaatatca gttgtaagca 2460 

cagatgatga .tctagcttqa- 2480 

<210> 27.7 - / • 

<211> 2475 . .-*' 

<2i2> dna •'• -.v. ?' : 

<213> Art if icial} .secpieuce / 

<220> . . ; " V-./.-.';- ". -;" - ' .•' 

<223> " A novel- predicted alternative spliced variant 

<220> ' 

<221> mis'c__feature" . * ',•*■;' 

<222> . (2118) .V : (2118)- : 

<223> . n £s a.,::'c, \g7 : i)r t'/ 1 /:., 

<400> .277-V\/\f- <' : •Vi\'- , V : ' V * ' " ' 

atgggcacgfc ccgcgctctg' ggcgctctgg .ctgctcjctcg cgctgtgctg ggcgccccgg 60 

gagagcggcg ccaccggaac. .cgggagaeiaa gccaaatgtg aaccctccca attccagtgc 120 

acaaatggtc . gc.tgtatta'c gctj^tg'tgg. aaatg;tgatg gggatgaaga ctgtgttgac 180 

ggcagtgatg -.aaaagaac^g- tgt'iaac^ag acgtgtgctg aatctgactt cgtgtgcaac 240 

aatggccagt " gtgt&cccag ccgatggiag • tgtgatggag atcctgactg cgaaga tggt 300 

tcagatgaaa gcccagaaca; .gtgccatatg agaacatgcc gcatacatga aatcagctgt 360 

ggcgcccatt .c^atjtcagfcg:' tatc'ccagrtg tccfcggagat gtgatggtga aaatgattgt 420 
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gacagtggag aa.spatgaa.ga. aaactgtggc- aatataacat gtagtcccga cgagttcacc 480 

tgctccagtg gccgctggat ctccaggaac tttgtttgca atggccagga tgactgcagc 540 

gatggcagtg atgagctgga ctgtgccccg ccaacctgtg gcgcccatga gttccagtgc 600 

agcaqctcct cctgcatccc qafccagctgg gtatgcgacg atgatgcaga ctgctccgac €60 

caatctgatg agtccctgga gcagtgtggc cgtcagccag tcatacacac caagtgtcca 720 

gccagcgaaa . tccagtgagg ctctggcgag tgcatccata agaagtggcg atgtgatggg 780 

•gaccctgact.gcaaggatgg cagtgatgag gtcaactgtc cctctcgaac ttgccgacct 840 

gaccaatttg aatgtgaggai tggcagctgc. . atccatggca gcaggcagtg taatggtatc 900 

cgagactgtg fccgatggtt'c cg;atgaagt i c aactgcaaaa atgt'caatca gtgcttgggc 960 

cctggaaaat tcaagtg.cag aagtggagaa tgcataga.ta tcagcaaagt atgtaaccag 1020 

gagcaggact gcagggactg gagtgatgag 1 cccctgaaag agtgtcatat aaacgaatgc 1080 

ttggtaaata atggtggatg tfcctcatatc tgcaaagacc tagttatagg ctacgagtgt 1140 

gactgtgcag. ctsfggtttga . actgatagat aggaaaacct gtggagatat tgatgaatgc 1200 

caaaatccag gaatctgc'ag. tcaaatttgt atcaacttaa aaggcggtta caagtgtgaa 1260 

tgtagtcgtg gctatcaaat ggatcttgct actggcgtgt gcaaggcagt aggcaaagag 1320 

ccaagtctga tcttcactaa tcgaagagac. atcaggaaga ttggcttaga gaggaaagaa 1380 

tatatccaac. tagttgaaca gctaagaaac actgtggctc tcgatgctga cattgctgcc 1440 

cagaaactat fcctgggccj^a - tctaagccaa aaggc'tatct tcagtgcetc aattgatgac . 1500 

aaggttggta gacatgtfcaa : ' aat gatcgac aatgtctata atcctgcagc cattgctgtt 1560 

gattgggtgt acaagacpat ctactggact gatgcggctt. ctaagactat ttcagtagct 1620 

accctagatgrgaaccaagag gaa^tstcctg. tttaactctg acttgcgaga gcctgcctcc. 1680 

atagctgtgg' .aqccac£gtc. tggptttgfct .tactggtcag acfcggggtga accagctaaa 1740 

atagaaaaag caggaatgaa tggattcgat agacgtccac tggtgacagc ggatatccag 1800 

tggcctaacg gaattacac.t tgacefct,a.ta. aaaagtcgcc tctattggct tgattctaag 1860 

ttgcacatgt .tatccagcgt-ggact;t.gaat ggccaagatc gtaggatagt actaaagtct 1920 

ctggagttcc tagcftda'tpa tcttgcaota .acaatatttg ag^atcgtgt ctactggata 1980 

gatggggaaa atgaagqagt;Qtotg^gcC..aataaattca ctggatcaga gctagccact 2040 

ctagtcaaca- accjtgaatga, tgcccaagac atcattgtct atcatgaact tgtacagcca 2100 

tcaggtactg caactaciigt;- gac.ttacagt gagacaaaag atacgaacac aacagaaatt 2160 

tcagcaacta gtggactagrt .tccfcggaggg atcaajtgtga " ccacagcagt atcagaggtc 2220 

agtgttcccc. qaaaagggac;.ttc.t'gcCgca' tgggccattc ttcctctctt gctcttagtg 2280 

atggcagcag- taggtggcta gttgatgtgg cggaattggc aacacaagaa catgaaaagc 2340 

atgaactttg.acaatcct^tygtacttga aggacctctc catagacatt 2400 

ggtagacaca .gtgcttctgfc tggacacacg tacccagcaa tatcagttgt aagcacagat 2460 

gatgatctag. cttga ?■.<!.■". .... . 2475 

<2io> 278-' 

<2ll> - 2725V. -v yA- -V. • "•" ' :< ..«;-:' 
•<212> .DNftf'..;/ ■ : -. : ;V :V. k-'' \. 
<213> Artificial- *s4qpieiicla-'" r . : v : 
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<220> 

<223> A novel predicted alternative spliced variant 
<220> 

<221> inisc_f eature. ■" 
<222> (2368) . 1 (23*68): 
<223> n is a,- c, .g, .or 4:. 

<400> 278 '* * 

atgggcacgt ccgcgcfcctg ggcgctctgg ctgctgctcg cgctgtgctg ggcgccccgg 60 

gagagcggcg ccac.cgg^ac cgggagaaaa gccaaatgtg aaccctccca attccagtgc 120 

acaaatggtc - gctgtattac gctgt^tgtgg aaatgtgatg gggatgaaga ctgtgttgac 180 

ggcagtgatg aaaafefaact;g fcgtaaagaa;g acgtgtgctg aatctgactt cgtgtgcaac 240 

aatggccagt gtgttcccag ccgatggaag * tgtgatggag atcctgactg cgaagatggt 300 

tcagatgaaa gcccagaaca. gtgccatatg agaacatgcc gcatacatga aatcagctgt 360 

ggcgcccatt ctaqtcagtg " tatcccagtg tcctggagat gtgatggtga aaatgattgt 420 

gacagtggag aagatgaaga aaactgtggc aatataacat gtagtcccga cgagttcacc 480 

tgctccagtg gccgctgeat^tccaggaac . tttgtttgca atggccagga tgactgcagc 540 

gatggcagtg atga'gctgga ■ ctgtgccccg. ccaacctgtg gcgcccatga gttccagtgc 600 

agcacctcct cctgcatccc catcagctgg gtatgcgacg atgatgcaga ctgctccgac 660 

caatctgatg agtccctggar. gcagrtgtggc cgtcagccag tcat'acacac caagtgtcca 720 

gccagcgaaa • tccagtgcgg ctctggcgag tgcatccata agaagtggcg atgtgatggg 780 

gaccctgact gcaaggafcgg cagtgatcfag gtcaactgtc cctctcgaac ttgccgacct 840 

gaccaatttg aatgtgagga • tgg'cagc'tgc atccatggca gcaggcagtg taatggrtatc 900 

cgagactgtg tcgatggttc . cgatgaagtc aactgcaaaa atgtcaatca gtgcttgggc 960 

cctggaaaat tcaagtgcag aagtggagaa tgcatagata tcagcaaagt atgtaaccag 1020 

gagcaggact-.'gcagggactg gagtgatgag- cccctgaaag agtgtcatat aaacgaatgc 1080 

ttggtaaata * atgcftggatgv ttctcata'tc tgcaaagacc tagttatagg ctacgagtgt 1140 

gactgtgcag cigggtttga actgatagat aggaaaacct gtggaggtga gtctaagaag 1200 

aaaacctgga ccct'gqaggt- gatgggaa'ag gatagtatgt acctagtaag gtataggagc 1260 

agcaagacta attctgattfc. ccctcccaga tattgatgaa tgccaaaatc caggaatctg 1320 

cagtcaaatt tgtatcaact taaaaggcgg ttacaagtgt gaatgtagtc gtggctatca 1380 

aatggatctt Sfctadtgg'cg; tgtgcaaggc agtaggcaaa gagccaagtc tgatcttcac 1440 

taatcgaaga gacatcagga; agafcfcggctt. agagaggaaa gaatatatcc aactagttga 1500 

acagctaaga aacact'gtgg. : ctctcgatgc tgacattgct gcccagaaac tattctgggc 1560 

cgatctaagc caaaaggcta tcttcagtgc ctcaattgat gacaaggttg gtagacatgt 1620 

taaaatgatc • gacaatgtct ataatccfcgc agccattgct gttgattggg tgtacaagac 1680 

•catctactgg ' actgatgcgg, cttctaagac tatttcagta . gctaccctag atggaaccaa 1740 

gaggaagttc .ctgt ttaa'ct ' ctgacttgcg. agagcctgcc tccatagctg tggacccact 1800 
gtctggcttt gtttactjjgt ^cag^'ctg^gg tgaaccagct- aaaatagaaa aagcaggaat ■ 1860. 

gaatggattc gataga^ cagtggccta acggaattac 1920' 

acttgaccfct/ataaaaagtc .^ccfc.ct'at'tig gcttgattct aagttgcaca tgttatccag 1980 

cgtggacttg. aatggccaag : at.cgtasf^at ag'tactaaag tctctggagt tcctagctca 2040 
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tcctcttgca 
agtctatggrt 
tgatgcccaa 
tgaagaagac 
■tgataaatct 
ccgagactgt 
aacagaaatt 
atcagaggtc 
gctcttagtg 
'catgaaaagc 
catagacatt 
aagcacagat 



ctaacaatat 
gccaataaat 
gacatcattg 
atggagaatg 
ccaaaatata 
oaaagtactg 
tcagcaacta 
agt'gttcccc . 
atggcagcag 
atgaactttg 
ggtagacaca 
.gatgatc.tag 



ttgaggatcg 
tcactggatc 
tctatcatga 
gaggatgtga 
cctgttcetg 
caactacngt 
gtggactagt 
caaaagggac 
taggfcggcta 
acaatcctgt 
gtgcttctgt 
cttga 



tgtctactgg 
agagctagcc 
acttgtacag 
atacctatgc 
tcccagtggg 
gacttacagt 
tcctggaggg 
fct'cfcgccgca' 
cttgatgtgg 
gtacttgaaa 
tggacacacg 



atagatgggg 
actctagtca 
ccatcaggta 
cfcgccagcac 
tacaatgtag 
gagacaaaag 
atcaatgtga 
tgggccattc 
cggaattggc 
accactgaag 
tacccagcaa 



aaaatgaagc 
acaacctgaa 
aaaattggtg 
cacaaattaa 
aggaaaatgg 
atacgaacac 
ccacagcagt 
ttcctctctt 
aacacaagaa 
aggacctctc 
tatcagttgt 



2100 
2160 
2220 
2280 
2340 
2400 
2460. 
2520 
2580 
2640 
2700 
2725 



<210> 27.9 
<211> 1108 
<212> DNA . 

<213> Artificial sequence-. 
<220> 

<223> A novel predicated alternative spliced variant 
<400> 273 /. 

atgcacttgc tgggcttcfct ctctgtggcg tgttctctgc tcgccgctgc 
ggtcctcgcg aggcgcccgc cgccgccgcc gccttcgagt ccggactcga 
gcggagcccg "acgcgggc^a ggccacggcfc tatgcaagca aagatctgga 
cggtctgtgt ccagtgt'aga tgaactcatg actgtactct acccagaata 
tacaagtgtc agctaaggaa aggaggct'gg caacataaca gagaacaggc 
tcaaggacag^ aagagactat -aaaattt^ct . gcagcacatt ataatacaga 
agtattgata atgagtggag, aaagactiQaa tgcatgccac gggaggtgtg 
gggaaggagt ■ ttggagtcgc' gacaa'acac'c ttctttaaac ctccatgtgt 

' agatgtgggg gttgctgcaa tagjtgagggg ctgcagtgca tgaacaccag 
ctcagcaaga- cggtgtcagg cagcgaacaa . gacctcycccc accaattaca" 
tcacatctgc agatgcctgg- ctcaggaaga; . tttta,tgttt tcctcggatg 
ctcaacagat ggattccatg acatctgtgg accaaacaag .gagctggatg 
tcagtgtgtc -tgcagagcgg ggcttcggcc tgccagctgt ggaccccaca 
cagaaactca tgccagtgtg tctgtaaaaa' caaactcttc cccagccaat 
ccgagaattt gatgaaaaca' catgccagtg'. tgtafcgtaaa- agaacctgcc 
acccctaaat cctggaaaat. gtgcctgtgra atgtacagaa agtccacaga 
aaaaggaaag aagttccacc .accaaacatg cagctgt'tac agacggccat 

' ccagaaggct tgtgagccag-.igattttcata tagtgaagaa ■ gtgtgtcgtt 
atattggaaa agaccaipka'a tgagctaa • 

<2io> 280. '■. : v.? ' ^ •. «■"/•'" ' 
<2ii> .390-3'' - /"' ':- • ■ ■ :\ 

<212> DNA i" ' 



gctgctcccg 
cctctcggac 
ggagcagtta . 
ttggaaaatg 
caacctcaac 
gatcttgaaa 
tatagatgtg 
gtccgtctac 
cacgagctac 
tgtggaataa 
ctggagatga 
aagagacctg 
aagaactaga 
gtggggccaa 
ccagaaatca 
aatgcttgtt 
gtacgaaccg 
gtgtcccttc- 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1108 



WO 2005/071059 



442 



PCT/IL2005/000107 



<2 13 > Artificial .sequence 
<220> 

<223> A novel, predicted alternative- spliced variant 
<400> 280 

atggtcagct actgggacac cggggtcctg ctgtgcgcgc tgctcagctg tctgcttctc 60 

acaggatcta gttcaggttc • aaaattaaaa gatcctgaac tgagtttaaa aggcacccag 120 

cacatcatgc aagcaggcca. gacactgcat ctccaatgca ggggggaagc agcccataaa 180 

tggtctttgc ctgaaatiggt £agtaaggaa agcgaaaggc ' tgagcataac . taaatctgcc 24 0 

tgtggaagaa atggcaaaca* attptgcagt actttaacct tgaacacagc tcaagcaaac 300 

cacactggct ' tctacagct^ caaatatcta gctgtaccta cttcaaagaa gaaggaaaca 360 

gaatctgcaa tctatatatt tattagtgat acaggtagac ctttcgtaga gatgtacagt 420 

.gaaatccccg aaattataca' catgactgaa ggaagggagc tcgtcatticc ctgccgggtt 480 

acgtcaccta .acatcactgt tactttaaaa aagtttccac ttgacacttt gatccctgat 540 

ggaaaacgca taatfctggga cagtagaaag ggcttcatca tatcaaatgc aacgtacaaa 600 

gaaatagggc ttctgacctg' tgaagcaaca gtcaatgggc atttgtataa .gacaaactat 660 

ctcacacatc gacaaaqcaa tacaatcata gatgtccaaa taagcacacc acgcccagtc 720 

aaattactta gaggccat.ac /tcttgtcctc aattgtactg " ctaccactcc cttgaacacg 780 

agagttcaaa tgacctggag ttaccctgat gaaaaaaata agagagcttc cgtaaggcga 840 

cgaattgacc . aaagcaattc- ccatgccaac atattctaca gtgttcttac tattgacaaa 900- 

atgcagaaca aagacaaagg act tta tact tgtcgtgtaa ggagtggacc atcattcaaa 960 

tctgttaaca cctcagtgca .tatatatgat. aaagcattca tcactgtgaa acatcgaaaa 102 0 

cagcaggtgc ttgefaaccgt agctggcaag cggtcttacc ggctctctat gaaagtgaag 1080 

gcatttccct cgccggaagt tgtatggtta aaagatgggt tacctgcgac tgagaaatct. 1140 

gctcgctatt '.tgactcgtgg ctactcgtta attatcaagg acgtaactga agaggatgca 1200 

gggaattata caatcttgcfc' gagcataaaa cagtcaaatg tgtttaaaaa cctcactgcc 1260 

actctaattg tcaatgtgfaa accccagatt tacgaaaagg ccgtgtcatc gtttccagac 1320 

ccggctctot acccactggrg' cagcagacaa atcc.tgactt gtaccgcata tggtatccct 1380 

caacctacaa -tcaagtggtt. ctggcaccc.c tgtaaccata atcattccga agcaaggtgt 1440 

gacttttgtb .ccaataatga. agagtccttt atcctggatg ctgacagcaa catgggaaac 1500 

agaattgaga gcatcactca ; gcgcatrggca ataatagaag gaaagaataa gatggctagc 1560 

accttggttg .tggGtgactc . tagaatttct' ggaatctaca tttgcatagc ttccaataaa 1620 

gttgggact'g . tgggaagaaa ; cataagcttt tatatcacag atgtgccaaa tgggtttcat 1680 

gttaacttgg aaa'aaatgcc gacggaagga gaggacctga aactgtcttg cacagttaac 1740 

aagttcttat . acagragac^t; tacttggatt ttactgcgga cagttaataa cagaacaatg 1800 

cactacagta. ttagcaagca aaaaatggcc atcactaagg agcactccat cactcttaat 1860 

cttaccatca tgaatgtfctc!/cctgcaagat tcaggcacct atgcctgcag agccaggaat 1920 

gtatacacag gggasL^aa^'cc^ccagaag aaagaaatta caatcagaga tcaggaagca 1980 

ccatacctcc tgcgaMfecty.cagtgat.cac acagtggcca tcagcagttc ■ caccacttta ■. 2040 

gactgtcatg ctaatggtgt ■ ccccjjagcct cagatcactt ggtttaaaaa caaccacaaa '2100 

• atacaacaag agcctgifaat'. tat;tttagga ccaggaagca gcacgctgtt tattgaaaga" 2160 
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gtcacagaag aggatgaagg tgtctatcac tgcaaagcca ccaaccagaa gggCtctgtg 2220 

gaaagttcag catacctcac tgttcaagga acc'tcggaca agtctaatct ggagctgatc 2280 

actctaacat gcacctgtgt ggctgcgact ctcttctggc tcctattaac cctccttatc 2340 

cgaaaaatga aaaggtcttc ttctgaaata aagactgact acctatcaat tataatggac 2400 

ccagatgaag ttcctttgga'tgagcagtgt gagcggctcc cttatgatgc cagcaagtgg 2460 

gagtttgcce gggagagact taaactgggc aaatcacttg gaagaggggc ttttggaaaa 2520 

gtggttcaag catcagcatt tggcattaag aaatcaccta cgtgccggac tgtggctgtg 2S80 

aaaatgctga aagggcctct -gatggtgafct gtt<gaatact gcaaatatgg aaatctctcc 2640 

aactacctca a'gagcaaacg tgapttattt tttctcaaca aggatgcagc actacacatg 2700 

gagcctaaga aagaaaaaat gga.gccaggc ctggaacaag gcaagaaacc aagactagat 2760 

agcgtcacca gcaigcgaaag ctttgcgagc. tccggctttc aggaagataa aagtctgagt 2820 

.gatgttgagg aagaggagga\.ttctgacggfc ttctacaagg agcccatcac tatggaagat 2880 

ctgatttcfct acagttttca .acrbggcc.aga ggcatggagt tcctgtcttc cagaaagtgc 2940 

attcatcggg acctggcagc gagaaacatt cttttatctg agaacaacgt ggtgaagatt 3000 

tgtgattttg gccttgcccg ggatatttafc aagaaccccg attatgtgag aaaaggagat 3060 

actcgacttc ctctgaaatg . gatggctccc ■ gaatctatct ttgacaaaat ctacagcacc 3120 

aagagcgacg tgtggtct.ta cggagtattg ctgtgggaaa tcttctcctt aggtgggtct 3180 

ccatacccag gagtacaaat ggatga^gac ttttgcagtc gcctgaggga aggcatgagg 3240 

atgagagctc cfcgagtactc tactcctgaa atctatcaga tcatgctgga ctgctggcac 3300 

agagacccaa aagaaaggcc aagatttgca gaacttgtgg aaaaactagg tgatttgctt 3360 

• caagcaaatg tacaaca'gga tggtaaagac tacatcccaa tcaatgccat actgacagga 3420 

aatagtgggt ttaeatactc aactcctgcc ttctctgagg acttcttcaa ggaaagtatt 3480 

. tcagctccga ag£ttaattc\ aggaagctct- gatgatgtca gatatgtaaa tgctttcaag. 3540 

ttcatgagcc tggaaagaat.'caaaaccttt gaacyaacttt taccgaatgc cacctccatg 3600 

tttgatgact accagggcga' cage age act ctgt.tggcct ctcccatgct gaagegctte- 3660 

acctggactg acagrcaaacc ■ caaggcc.tcg ctcaagattg acttgagagt aaccagtaaa 3720 

agtaaggagt cggggctgtc .'tgatcftcag;c aggeccagtt tctgccattc cagctgtggg 3780 

cacgtcagcg aaggcaageg. caggttcacc tacgaccacg ctgagctgga aaggaaaatc 3840 

gcgtgctgct .ccccgcc'cac agactacaac tcggtggtcc tgta'ctccac cccacccatc 3900 

tag ' '■' ."" ' 3903 

<210> 281 " \. V 

<2ii> 3964 ' : , ; ' 7 \ • 

<212> DNA.;- ' " * ' • 
<213> Artificial sequence • 

<220> • 

<223> A novel predicted alternative spliced variant 
<400> 281 . ....... 

atgeagagea aggtgetget . ggccgtcgcc. ctgtggctct gcgtggagac ccgggccgcc 60 

tctgtgggtt tgcctagtgt- ttctctt&at ctgcccaggc tcagcataca aaaagacata 120 

- cttacaatta aggctaatac...aa'ctcttcaa attacttgea ggggacagag * ggacttggac 180 
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tggctttggc ccaataatca gagtggcagt : gagcaaaggg tggaggtgac tgagtgcagc - 240 

gatggcctct tctgtaagac ; actcacaa'tt: "ccaaaagtga tcggaaatga .cactggagcc 300 

tacaagtgct tctaccggga • aactgacfctg " gcqtcggtca tttatgtcta tgttcaagat 360 

tacagatctc catttattgc ttctgttagt gaccaacatg gagtcgtgta cattactgag 420 

aacaaaaaca aaactgtggt gattccatgt ctcgggtcca tttcaaatct caacgtgtca 480 

ctttgtgcaa gatacccaga aaagagattt gttcctgatg gtaacagaat tfccctgggac 54 0 

agcaagaagg gctttactat tcccagctac atgatcagct . atgc.tggcat ggtcttctgt 600 

gaagcaaaaa ttaatgatga . aagttaccag tctattatgt acatagttgt cgttgtaggg 660 

tataggattt atgatgtggt. tctgagtccg tctcatggaa ttgaactatc tgttggagaa 720 

aagcttgtct toaajbtgtac. agcaagaact gaactaaatg tggggattga cttcaactgg 78 0 

gaataccctt cttcgaagca - tcagcataag aaacttgtaa accgagacct aaaaacccag 840 

tctgggagt# agatgaa.gaa. atttttgagc accttaacta tagatggtgt aacccggagt 900 

gaccaaggat. tgtacacctg " tgcagcat:cq agtgggctga tgaccaagaa gaacagcaca^ 960 

tttgtcaggg fccca^aaaa . accttttgfct gcttttggaa gtggcatgga atctctggtg 1020 

gaagccacgg tgggggagcg tgtcagaatc..cct'gcgaagt accttggtta cccaccccca 1080 

gaaataaaat ggtafcaaaaa tg;gaatacc:c cttgagtcca atcacacaat taaagcgggg 1140 

catgtactga ' cgatfcatgga . agtgagtgaa agagacacag gaaattacac tgtcatcctt 1200 

accaatccca tttcaaagga. gaagcagagc catgtggtct ctctggttgt gtatgtccca 1260 

ccccagattg gtgagaaatc* tctaatctct cctgtggatt cctaccagta cggcaccact 1320 

caaacgctga cat'gtacggt ctatgccatt cctcccccgc atcacatcca ctggtattgg 1380 

cagttggagg- aagagtgcJgc. caacgagccc agccaagctg tctcagtgac aaacccatac 144 0 

ccttgtgaag. aatggagaag • tgtggaggac ttccagggag gaaataaaat tgaagttaat 1500 

aaaaatcaat tfcgctctaat tgaagga'aaa aacaaaactg taagtaccct tgttatccaa 1560 

gcggcaaatg tgtcagcttt gtacaa.atgt gaagcggtca acaaagtcgg gagaggagag 1620 

agggtgatct ccttccad^/.gaccaggg^t cctgaaatta ctttgcaacc tgacatgcag ' 1680 

cccactgagc. aggagacfpgt- gtctttgtgg tgcacfcgrcag acagatctac gtttgagaac 1740 

ctcacatggt acaas'cttg^- cccacagcct; ctgccaatcc. atgtgggaga gttgcccaca 1800 

cctgt ttgca r agaac ttgga- tac t c.tttigg. aaattgaatg ccaccatgtt etc taatagc 1860 

acaaatgaca.rttttga'^cat ggagcttaag aatgeatect tgcaggacca aggagactat 1920 

gtctgccttg- ctcaagacag gaaga/jcaag aaaagacatt gcgtggtcag gcagctcaca 1980 

gtcctagagc gtgt£gcacc- caegatca:ca ggaaacctgg agaatcagac gacaagtatt 2040 

ggggaaagda .tcgaagftctc.. atgcacgjgca tctgggaatc cccctccaca gatcatgtgg 2100 

tttaaagata atgagadect* tgtagaagac tca'ggcattg tattgaagga tgggaacegg 2160 

aacctcacta tccgcaga , <^;.gag^aggag..gacgaaggcc tctacacctg ccaggcatgc 2220 

agtgttcttg • gc tgtgcaaa , agtggagg=ca . ttttt cataa tagaaggeca a tggagggga 2280 

actgaagaca ggctapttgt ccatcgtcat ggatccagat gaactcccat tggatgaaca 2340 

ttgtgaacga ctgcc.ttajtg. "atgccagcaa atgggaattc ■ cccagagacc ggctgaagct 2400 

aggtaagect . cttggccgtg- Ogtgccttft'gg* ccaagtgatt gaagcagatg cctttggaat 2460 

tgacaagaca- gcaactfcgca* ggacagtagc agtcaaaatg ttgaaagaag gagcaacaca 2520 
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cagtgagcat. cgagctctca. tgtctgaact caagatcctc attcatattg gtcaccatct 2580 

caatgtggtc aaccttetag gtgeetgtac caagccagga gggccactca tggtgattgt 2640 

ggaattctgc aaatttggaa . acctgtccac ttacctgagg agcaagagaa atgaatttgt 2700 

cccctacaag accaaagggg . cacgattccg tcaagggaaa gactacgttg gagcaatccc 2760 

tgtggatctg aaacggcgct . tgga'cagcat caccagtagc ' cagagctcag ccagctctgg 2820 

atttgtggag gagaagtccc tcagtgatgt agaagaagag gaagctcctg aagatctgta 2880 

taaggacttc- ctgacc.ttgcfragcatQtcat ctgttacagc ttccaagtgg ctaagggcat 2940 

ggagttcttg gcatcgcgaa • agtgtatcca cag&gacctg gcggcacgaa atatcctctt 3000 

atcggagaag aacgtggtta aaatctgtga ctttggcttg gcccgggata tttataaaga 3060 

tccagattat. gtcagaaaag- gagatgctcg cctccctttg aaatggatgg ccccagaaac 3120 

aatttttgac agagtgtaca caatqcagag tgacgtctgg tcttttggtg ' ttttgctgtg 3180 

ggaaatattt tcattaggtg • cttctcdata tcctggggta aagattgatg aagaattttg 3240 

taggcgattg aaajiaaggaa ctagaatgag ggcccctgat tatactacac cagaaatgta 3300 

ccagaccatg-'etggacfcgct ggcacgggga gcccagtcag agacccacgt tttcagagtt^ 3360 

ggtggaaca;t;. : ttgg^aatc tcfctgcaagc taatgctcag caggatggca aagactacat 3420 

tgttcttccg atatc^gaga ctttgagcat • ggaagaggat tctggactct ctctgcctac 3480 

. ctcacctgtt tcc't^atgg- aggagga^ga :agtatgtgac cccaaattcc attatgacaa 3540 

cacagcagga atcag^<^^ ; . atctgcagaa cagtaagcga aagagccggc ctgtgagtgt 3600 

• aaaaacat'tt gaagatatcq. cgttagaaga accagaagta aaagtaatcc cagatgacaa 3660 

ccagacggac agtggtatgg;. .ttcttgcctc agaagagctg aaaactttgg aagacagaac 3720 

caaattatct ccatcttttg gtggaatggt .gcccagcaaa agcagggagt ctgtggcatc 3780 

tgaaggctca aaccagacaa. gcggctacca gtccggatat cactccgatg acacagacac 3840 

caccgtgtac tccagtgagg. aagcagaact tttaaagctg atagagattg gagtgcaaac 3 900 

cggtagcaca gcccagattc..t<2cagcct:ga- ctcggggacc acactgagct ctcctcctgt 3960 

ttaa ; ■'■ ...vO--..-. , ' . * , 3964 



<2io> 282.;.'. :•:-.:; ..*•*■- * 

<2ii> . 3 935 \ * • " ■ - V. * 

<212> DNA. • ' \ f «.j V' ,V: V- • .' 

<213> ^tificiklv^quenqe;. 
<220> . . '.. ■ • * : .v •. iV > . 

<223> A novel-ipred^cted. Alternative spliced variant 
<400> 282 " . . . - 

atgcagagca' aggtgcfcgct;* ggcqgtc'sfcc • ctgtggctct gcgtggagac ccgggccgcc 60 

tctgtgggtt tgco"ta'gtgf;. ttcfcct'tgat ctgcccaggc tcagcataca aaaagacata 120 

cttacaatta aggctaatac • aactcttcaa attacttgca g<gggacagag ggacttggac 18 0 

tggctttggc iccaaltk^ca. gagtggca[gt .gagcaaaggg tggaggtgac tgagtgcagc 240 

gatggcctct tctgtaa^d^actcacaatt.rccaaaagtga tcggaaatga cactggagcc 300 

tacaagtgct tctaccggga , aactgacttg gcctcggtca tttatgtcta tgttcaagat 3 60 
tacagatctc- catttattgp^%trQtgttagt gaccaacatg gagtcgtgta cattactgag . 420 

aacaaaaaca- aaaVtg.tggt : \gattccatgt ctcgggtcca tttcaaatct caacgtgtca 480 
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ctttgtgcaa gatacccaga aaa§agafett: gttcctgafcg gtaacagaat ttcctgggac 540 

*agcaagaagg.,gctttac,tat 'tcccagctac atgatcagct atgctggcat ggtcttctgt 600 

gaagcaaaaa ttaatgatga aagttaccag tctattatgt acatagttgt cgttgtaggg 660 

tataggatfct* atgatgtggt tctgagtccg tctcatggaa ttgaactatc tgttggagaa 720 

aagcttgtct taaafctgtac . agcaagaact gaactaaatg tggggattga cttcaactgg 780 

gaataccctt cttcgaagca. fccagcataag aaacttgtaa accgagacct aaaaacccag 840 

tctgggagfcg agatgaagaa att^tttgagc accttaacta tagatggtgt aacccggagt 900 

.gaccaaggat tgtacacctg fcgcagcatcc agtgggctga tgaccaagaa gaacagcaca 960 

tttgtcaggg. tccatgaaaa accttttgtt gctfcttggaa gtggcatgga atctctggtg 1020 

gaagccacgg tgggggagcg tgtcagaatc cctgcgaagt - accttggtta cccaccccca 1080 

gaaataaaat ggtataaaaa- tggaataccc cttgagtcca atcacacaafc taaagcgggg 1140 

catgtactga cgattafegga agtgagtgaa agagacacag gaaattacac tgtcatcctt 1200 

accaatccca tttcaaJagpa gaagcagagc catgtggtcfc ctctggttgt gtatgtccca 1260 

ccccagattg gtgagaaatp tctaatctct cctgtggatt cctaccagta cggcaccact 1320 

caaacgctga cat;gtacggt ctatgccatt cctcccccgc atcacatcca ctggtatfcgg 1380. 

cagttggagg aagagtgcgc caacgagccc. agccaagctg tctcagtgac aaacccatac 1440 

ccttgtgaag aatggagaag tgtggaggac ttccagggag gaaataaaat tgaagttaat 1500 

aaaaatcaat ttgctctaat fcgaaggaaaa" aacaaaactg taagtaccct tgrttatccaa 1560 

gcggcaaatg tgtcagcttt'. gtacaaatgt gaagcggtca acaaagtcgg gagaggagag 1620 

agggtgatct ccttccacgt- ■ gaccaggggt cctgaaatta ctttgcaacc tgacatgcag 1680 

cccactgagc aggagagcgt gtctttgtgg tgcactgcag acagatctac gtttgagaac 1740 

ctcacatggfc acaagcttgg ' ccckcagcct . cfcgccaatcc atgtgggaga gtfcgcccaca 1800 

cctgtttgca . agaactfcgga tactctttgg aaattgaatg ccaccatgtt ctctaatagc 1860 

acaaatgaca ttttgatcat ; ggagcttaag aatgcatcct tgcaggacca aggagactat 1920 

gtctgccttg ctcaagacag gaagaccaag aaaagacatt gcgtggtcag gcagctcaca 1980 

gtcctagagc . gtg^ggcacc cacgatcaca ggaaacctgg agaatcagac gacaagtatt 2040 

..SrgrSTSrasiagc^' tcgaagtctc atgcacggca tctgggaatc cccctccaca gatcatgtgg 2100 

tttaaagata atgaj^cact: : %gtagaagac.. tcaggcattg tattgaagga tgggaaccgg 2160 

aacctcacta tccgcagagt , gaggaaggag gacgaaggcc. tctacacctg ccaggcatgc . 2220 

agtgttcttg-.gctgtgcaaa -agtggaggca tttttcataa tagaaggtgc ccaggaaaag 2280 

acgaacttgg^ajitcat^at: tctagtaCggc acggcggtga ttgccatgtt cttctggcta- 2340 

cttcttgtca ; fccaSp'ctacg. ^ gac;c^.ttaag cgggtaagcc tcttggccgt ggtgcctttg 2400 

gccaagtgat tjgaagca^at; gcctttggaa ttgacaagac agcaacttgc aggacagtag 2460 

cagtcaaaat gttgaa^gaa.- ggagqaaca'c acagtgagca tcgagct'ctc atgtctgaac 2520 

tcaagatcct cattoatatt ggtcaccatc tcaatgtggt caaccttcta ggtgcctgta 2580 

ccaagccagg agggcc^ctc. afcggtgattg tggaattctg caaatttgga aacctgtcca 2640 

c t tacctgag gagcaagaga ; aatgaatt: tg • ' tccecfcacaa gaccaaaggg gcacgattcc 2700 

gtcaagggaa ■ agactacgtt ggagcaatcc. ctgtggratct gaaacggcgc ttggacagca' 2760 

tcaccagtag' ccagagctcal. gccagctctg gat.ttgtgga ggagaagtcc ctcagtgatg 2820 
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tagaagaaga. ggaagctcct ". gaagatctgt ataaggactt cctgacc.ttg gagcatctca 2880 

tctgttacag. ctfcccaagtg gctaagggca- tggagttctt ggcatcgcga aagtgtatcc 2940 

acagggacct ggcggcacga . aatatcctqt tatcggagaa gaacgtggtt aaaatctgtg 3000 

actttggctt ggcccgggat atttataaag atccagatta tgtcagaaaa ggagatgctc 3060 

gcctcccttt gaaatggatg. gccccagaaa caafcttttga cagagtgtac acaatccaga 3120 

gtgacgtctg gtcttttggfc' gttttgctgt gggaaatatt ttccttaggt gcttctccat 3180 

atcctggggt aaagattgat ' gaagaatttt gtaggcgatt gaaagaagga actagaatga 3240 

gggcccctga ttatactaca. ccagaaatgt accagaccat gctggactgc tggcacgggg 3300 

agcccagtca gagacccacg ttttcagagt tggtggaaca tttgggaaat ctcttgcaag 3360 

ctaatgctca gcaggatggo . aaagactaca ttgfctcttcc gatatcagag actttgagca 3420 

tggaagagga ttctggactc- tctctgccta cctcacctgt ttcctgtatg gaggaggagg 3480 

aagtatgtga ccccaaattc cattatgaca 1 acacagcagg aatcagtcag tatctgcaga 3540 

.acagtaagcg aaagagccgg cctgtgagtg taaaaacatt tgaagatatc ccgttagaag 3600 

aaccagaagt aaaagtaatc ccagatgaca • accagacgga cagtggtatg gttcttgcct 3660 

cagaagagct gaaaac^ttg . gaagacagaa ccaaattatc tccatctttt ggtggaatgg 3720 

tgcccagcaa . aagcagggag tctgtggcat ctgaaggctc aaaccagaca agcggctacc 3780 

agtccggata.tcactccgat gacacagaca ccaccgtgta ctccagtgag gaagcagaac* 3 840 

ttttaaagct gata^gat.t: ggagtgcaaa ccgjgtagcac agcccagatt ctccagcctg 3 900 

actcggggac cacactgagc .totcctcctg tttaa 3935 

<210> 283. 
<211> 3919 

<212> DNA, ■ • -".*■ 

<213> Artificial .'sequence. 

<220> :-• .-.-.*" \;\ 

<223> A novel" predicted alternative spliced variant 
<400> 283. V. 

atgcagagca aggtgctgrct ggccgtcgcc. ctgtggctct gcgtggagac ccgggccgcc 60 

tctgtgggtt tgcptagtgt' 1:tdtcttgat ctgcccaggc tcagcataca aaaagacata 120 

cttacaatta aggctaatao aactcttcaa attacttgca ggggacagag ggacttggac 180 

tggctttggc* ccaata^tca gagtggcagt gagcaaaggg . tggaggtgac tgagtgcagc 240 

gatggc'ctct .tc^gtdagac act'cacaatt ccaaaagtga tcggaaatga cactggagcc 300 

tacaagtgct gctaccgg^.-.aact^acetg gcctcggtca tttatgtcta tgttcaagat 360. 

tacagatcfce ^ cat|:tattga:ttct^tt:agt gaccaacatg gagtcgtgta catta'ctgag 420 

aacaaaaaca /aaa'ctgtggfc .^ga^fcccaHgt" ctcgggtcca tttcaaatct caacgtgtca 480 

ctttgtgcaa gatacccaga : aaagagattt gt'tcctgatg gtaacagaat ttcctgggac 540 

agcaagaagg gctttactat" tcccagctac atgatcagct atgctggcat ggtcttctgt 600 

gaagcaaaaa .ttaatgatgk; aa'gttaccag tctattatgt acatagttgt cgttgtaggg 660 

tataggattt 'atgatg/tggfc. tctgag^ccg. tctcatggaa ttgaactatc tgttggagaa 720 

aagc t tgtct _taaktt^tac ^agcaaga^ct . gaac taaatg tggggat tga c ttcaactgg 780 

gaataccctt .cttc^agca" s tcagcataag'' aaacttgtaa accgagacct aaaaacccag 840 
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tctgggagtg .agatgaagka/atttttgagc acc'ttaacta tagatggtgt aacccggagt 


900 


gaccaaggat tgtacacatg tgcagcatcc agtgggctga tgaccaagaa gaacagcaca 


960 


tttgtcaggg tccajtgaaaa accttttgtt gcttttggaa gtggcatgga atctctggtg 


1020 


gaagccacgg. tgggggagc'g tgtcagaatc. cctgcgaagt accttggtta cccaccccca 


1080 


gaaataaaat ggtataaaaaftggaat&ccc cttgagtcca atcacacaat taaagcgggg 


1140 


catgtactga cgattatgga agtgagtgaa agagacacag gaaattacac tgtcatcctt 


1200 


accaatccca tttcaaagga. .gaagcagagc catgtggtct ctctggttgt gtatgtccca 


1260 


ccccagatfcg gtgagaaatc tctaatcfcct cctgtggatt cctaccagta cggcaccact 


1320 


caaacgctga catg'tacggt ctatgccatt cctcccccgc atcacatcca ctggtattgg 


1380 


cagttggagg aagagtgcgc. caacgagccc. agccaagctg tctcagtgac aaacccatac 


1440 


ccttgtgaag aatggagaag. tgtggaggac ttccagggag gaaataaaat tgaagttaat 


1500 


aaaaatcaat ttgrctctaaf tgaaggaaaa aacaaaactg taagtaccct tgttatccaa 


1560 


gcggcaaatg- tgtcagcttt ?' gtacaiaatgt gaagcggtca acaaagtcgg gagaggagag 


1620 


agggtgatct ccttccacgt, gaccaggggt cctgaaatta ctttgcaacc tgacatgcag 


1680 


cccactgagc aggagagcgt gtctttgtgg tgcactgcag. acagatctac gtttgagaac 


1740 ' 


. ctcacatggt .acaagbttgg cccacagccfc ctgccaatcc atgtgggaga gttgcccaca 


1800 


cctgtttgca agaactfegga tactctttgg aaattgaatg. ccaccatgtt ctctaatagc . 


1860 


acaaatgaca-.titttgatcat' ^gagcti^ag aatgcatccf tgcaggacca aggagactat 


1920 


gtctgccttg ctcaagacag gaagaccaag aaaagacatt gcgtggtcag gcagctcaca 


1980 


gtcctagagc gtgtggcacc. cacgatcaca ggaaacctgg agaatcagac gacaagtatt 


2040 


ggggaaagca tcgaagtctc atgcacggca tctgggaatc cccctccaca gatcatgtgg 


2100 


tttaaagata atgagapcct tgtaga'agac tcaggcattg tattgaagga tgggaaccgg 


2160 


aacctcacta tccgcagagt gaggaaggag gacgaaggcc tctacacctg ccaggcatgc 


2220 


agtgttcttg gctgtgcaaa. agtggaggca tttttcataa tagaaggtgc ccaggaaaag 


2280 


acgaacttgg aaatcattat* tctagtagga- acggcggtga ttgccatgtt cttctggcta 


2340 


cttcttgtca tcatcctacg gaccgttaag.'cgggccaatg gaggggaact gaagacaggc 


2400 


tacttgtcca tcgtcatggai • tccagatgaa ctcccattgg atgaacattg tgaacgactg 


2460 


ccttatgatg ccagcaaatgf- ggaattcccc agagaccggc tgaagctagg taagcctctt . 


2520 


ggccgtggtg cctttggcca agtgattgaa' gcagatgcct ttggaattga caagacagca 


2580 


acttgcagga 'cacftagdagt caaaatg^'tg aaagaaggag- caacacacag tgagcatcga 


2640 


gctctcatgt .ctgaactcaa'- ga'tcptcatt- catattggtc accatctcaa tgtggtcaac 


2700 


cttctaggftg £ctgtaccaa . ..gccaggag^ ccactcatgg tgattgtgga attctgcaaa 


2760. 


tttggaaac'c tgtccabtjba. cctgaggagc aagagaaatg' aatttgtccc ctacaagacc 


2820 


aaaggggcac gat tccgtca agggaaagac tacgttggag caatccctgt ggatctgaaa' 


2880 


cggcgcttgg/aca"gca'tcag cag^agccag agctcagcca gctctggatt tgtggaggag 


2940 


aagtccctca gt^tgtag^: .aga.'agaggaa gctcqtgaag atctgtataa ggacttcctg 


3000 


accttgga'gc. atctcatctg. ttacagcttc caagfcgfgcta agggcatgga gttcttggca 


3060 


tcgcgaaagt igtatccacag. ggacptgg-cg. gcacgaaata tcctcttatc ggagaagaac 


3120 


gtggttaaaa tqt^gaqtti tggcttggcc. cgggatattt ataaagatcc agattatgtc 


3180 
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..agaaaaggag atgctcgcct ccctttgaaa tggatggccc cagaaacaat ttttgacaga 3240 

gtgtacacaa tccagagfcga ■ cgt'ctggtjcfc • tttggtgttt tgctgtggga aatattttcc 3300 

ttaggtgctt ctccataifccc tggggfcaaag attgatgaag aattttgtag gcgattgaaa 3360 

gaaggaacta-gaatgagggc . cccfcgattat actapaccag aaatgtacca gaccatgctg 3420 

gactgctggc acggggagcc cagtcagaga cccacgtttt cagagttggt ggaacatttg 3480 

ggaaatctct ' fcgcaagctaa tgctcagcag tcagtatctg cagaacagta agcgaaagag 3540 

ccggcctgtg agtgtaaaaa catfcfcgaaga tatcccgtta gaagaaccag aagtaaaagt 3600 

aatcccagat. .gacaaccaga cggaca^tgg tatggttctt gcctcagaag agctgaaaac 3 660 

ttfcggaagac agaaccaaat tatctccatc ttttggtgga atggtgccca gcaaaagcag 3720 

ggagtctgtg gcatctgaag gctcaaacca gacaagcggc taccagtccg gatatcactc 3780 

cgatgacaca .gac^ccaccg - tgta.qtccag tgaggaagca gaacttttaa agctgataga 3 840 

gattggagtg caaaccggta, gcacagccca-. gattctccag cctgactcgg ggaccacact 3900 

gagctctcct cctgtttaa . . 3919 

<210> 284 
<211> 3971 

<212> . DNA . • -*' •-. 

<213> ' Artif icial /.sequence' .■ 

. <220> .: ... 

<223> A novel predicted'altexiiative; spliced variant 

<4oo> 284 ■ " 

atgcagagca aggtgctgct •ggccg : tcgcc.ctgtggctct gcgtggagac ccgggccgcc 60 

tctgtgggtt tgcctagtgt ttctcttgat ctgcccaggc tcagcataca aaaagacata 120 

cttacaatta aggcta'atac; aactcttcaa atfcacttgca .ggggacagag ggacttggac 180 

tggctttggc ccaataafcca gagtggcagt gagcaaagrgg tggaggtgac tgagtgcagc 240 

gatggcctct- .tctgtaagaa actcatcaatt . ccaaaagtga tcggaaatga cactggagcc 300 

tacaagtgct tctaccggga aactgacttg gcctcggtca tttatgtcta tgttcaagat 360 

tacagatctc .qatttattgc -ttct^ttagt- gac.caacatg .-gagtcgtgta cattactgag 420 

aacaaaaaca aaaaj;gt<ggt : gatfcccatgt ctcgggtcca tttcaaatct caacgtgtca 480 

.ctttgtgcaa gat&cccaga aaagagattt- gttcctgatg gtaacagaat ttcctgggac 540 

agcaagaagg gctttactat t cccagctab: atgatcagct atgctggcat ggtcttctgt 600 

gaagcaaaaa .ttaatgatgk.. aagttaccag tctattatgt acatagttgt cgttgtaggg ; 660 

tataggattfc atgatgtggt' .tctgagtccg tctcatggaa ttgaactatc tgttggagaa 720 

■ aagettgtct taaatt^ac-.agpaagaact gaactaaatg ■ tggggattga cttcaactgg- .780 

gaataccctt 'cJ ttcgaagca tcagcataag" aaacttgtaa accgagacct aaaaacccag 840 

tctgggagtg.- agafc'gaagak> atttttgagc acctfcaacta tagatggtgt aacccggagt ' 900 

gaccaaggat -.tgtacaq'ctg • tgcagca'tcc • agtgggctga tgaccaagaa gaacagcaca 960 

tttgtcaggg tccatgaaa'a..acctttt"gtt- gcttttggaa gtggcatgga atctctggtg 1020 

• gaagccacgg tggggga]gcg' tgtcagaHtc cctgcgaagt accttggtta cccaccccca 1080 

gaaataaasit g'gtataaaaa tggaataScc dttgagtcca atcacacaat taaagcgggg 1140 

catgtactga <3gattatgga\ agrtgagtigaa . agagacacag gaaat tacac' tgtcatcc 1 1 12 0 0 
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accaatccca 
. ccccagattg 
caaacgctga 
cagttggagg 
ccttgtgaag 
aaaaatcaat 
. gcggcaaatg 
agggtgatct 
cccactgagc 
Ctcacatggt 
cctgtttgca 
acaaatgaca 
gtctgccttg 
gtcctagagc 
ggggaaagca 
tttaaagata 
aacctcacta 
agtgttcttg 
acgaacttgg ■ 
cttcttgtca; 
tacttgtcca 
. ccttatgatg" 
ggccgtggtg 
acttgcagga 
gctctcatgt 
. cttctaggtg 
tttggaaacc 
aaaggggcac 
cggcgcttgg 
' aagtccctca 
accttggagci 
tcgcgaaagt 
gtggttaaaa 
- agaaaaggag 
gtgtacacaa- 
ttaggtgctt 
gaaggaacta 
gactgctggc 
ggaaatotcfc 



.tttgaaagga 
gtgagaaatc 
catgtacggt- 
aagagtgcgc 
• aatgga^aag; 
..ttgctctaat • 
tgtQagcttt. 
ccttccacgt. 
aggagagrcgt 
•acaagcttgg 
agaacttgga 
ttt&gatcat 
ctc<aa£acag 

gtgtggcacc 
tcgaagtc te- 
at gagaccct. 
tccgrcagagt 
gctgtgcakav 
■ aaatcattat 
: tcatccjfacg: 
•tcgtcatgga 
ccagcaaatg 
fcctttggccsi. 
cagtagcagt; 
ctgaactj:qaa 
.ectgtaccaa" 
•tgtccaptfca 
gattcegbca 
acagcatcac, 
gtgajtgtaga 
atctcatcitg. 
gtafcccaeajg 
fcct^t'gactts-' 



gaagcagagc 
. tctaatctct 
etatgecatt 
caacgagccc 
tgtggaggap 
tgaaggaaiaa 
.gtacaaatgt 
gaccaggggt 
gtctttgtgg 
cccacacjcct 
tactcttjtgg 
ggagcfctaag 
gaagaccaag 
cacgat'caca 
atgeaeggea' 
•tgtagaagac 
.gaggaaggag 
;."agtggag<jca 
tctagtaggo 
gaccgttaag 
tc.cagatgaa 
ggaabtcdec 
agt^rattgaa 
.caaaatgttg 
gatcct'eatt 
gecaggaggg 
cctgaggagc 
agggaaagrac 
, .cagtagecag' 
'agaagaggaa- 
• ttacagc.ttc 
^ggacctggcg 
•tggcttggcc 



atgc'tccfCQt 

.■ J . ""*"• »" .*V".*** 
tdcagagtga-; 

ctdjpat:a;t'qc" 

gaatgagggc 

.acg^gg|Lgca 

tgcaagetaa 



;'ccc£tt:gaaa' 
cgtiqtggtct 
tggggtaaag 
'CoGCtgat.tajt' 
.cagjtcagaga 
tgctca^cag 



catgtggtct 
cctgtggatt 
cctcccccgc 
agecaagctg 
ttccagggag 
aacaaaactg 
gaageggtea 
cctgaaatta 
tgcactgcag 
. ctgccaatcc 
aaattgaatg 
aatgeatect 
aaaagacatt 
ggaaacctgg 
tctgggaatc 
tcaggcattg 
gaegaaggee 
ttttt.cataa 
acggcggtga 
egggecaatg 
ctcccattgg 
agagacegge 
geagatgect 
aaa'gaaggag 
catiattggtc 
ccactcatgg 
aagagaaatg 
tacgttggag 
agctcagcca 
gctcctgaag 
caa^tggcta 
gcacgaaata 
cg^gatattt 
tggatggccc 
tttggtgttt 
attgatgaag 
actacaccag 
cccacgtttt 
gat'ggcaaag 



ctctggttgt 
cctaccagta 
atcacatcca 
tctcagtgac 
gaaataaaat 
taagtaccct 
acaaagtegg 
.ctttgcaacc 
acagatctac 
atgtgggaga 
ccaccatgtt 
■ tgcaggacca 
gcgtggtcag 
agaatcagac 
cccctccaca 
tattgaagga 
tctacacctg 
tagaaggtgc 
ttgccatgtt 
gaggggaact 
atgaacattg 
tgaagctagg 
ttggaattga 



a.ccatctcaa 
tgattgtgga 
aatttgtccc 
caatccctgt 
gctctggatt 
atctgtataa 
agggcatgga 
tcctcttatc 
ataaagatcc 
cagaaacaat 
tgcjbgtggga 
aattttgtag 
aaatgtacca 
cagagttggt 
actacattgt 



gtatgtccca 
cggcaccact 
ctggtattgg 
aaacccatac 
tgaagttaat 
tgttatccaa 
gagaggagag 
tgacatgcag 
gtttgagaac 
gttgcccaca 
ctctaatagc 
aggagactat 
gcagctcaca 
gacaagtatt 
gatcatgtgg 
tgggaacegg 
ccaggcatgc 
ccaggaaaag 
cttctggcta 
gaagacaggc 
tgaacgactg 
taagectett 
caagacagca 
tgagcatcga 
tgtggtcaac 
attctgeaaa 
ctacaagacc 
ggatctgaaa 
tgtggaggag 
ggacttcctg 
gttcttggca 
ggagaagaac 
agattatgtc 
ttttgacaga 
aatattttcc 
gcgattgaaa 
gaecatgetg 
ggaacatttg 
tcttccgata 
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1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 

2280 

2340 

2400 

2460 

2520 

2580 

2640 

2700 

2760 

2820 

2880 

2940 

3000 

3060 

3120 

3180 

3240 

3300 

3360. 

3420 

3480 
3540 
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tcagagactt tgagcatgga -agaggattct. ggactctctc tgcctacctc acctgtttcc 3600 

tgtatggagg aggaggaagt. atgtgacccc aaattccatt atgacaacac agcaggaatc 3 660 

aggacaacca gacggacagt.ggtatggttc ttgcctcaga agagctgaaa actttggaag 3720 

acagaaccaa attatctcpap tctt£tggtg gaatggtgcc cagcaaaagc agggagtctg 3780 

tggcatctga aggctcaaac - cagacaagcg gctaccagtc cggatatcac tccgatgaca 3840 

cagacaccac- cgtgt"actc?c. agtgaggaag cagaactttt' aaagctgata gagattggag 3900 

tgcaaaccgg tagcaca^cc cagattctcc agcctgactc ggggaccaca ctgagctctc 3960 

ctcctgttta a . ' 3971 

<210> 285 
<211> 3985 

<2i2> dna ; . 

<213> Arti^icialvseg^enee 
<22o> ■ ; : \ >.. V \ ■-. ,V . 

<223> A novel ^predicted, alternative -'spliced variant 
<400> 285' : •."-"« : V" ... 

atgcagagca aggtgctgct' ggccgtcgcc ctgtggctct gcgtggagac ccgggccgcc 60 

tctgtgggtt tgc.ctagfrgt .ttctcttgat ctgcccaggc tcagcataca aaaagacata 120 

cttacaatta aggctaatac aactcttcaa- attacttgca ggggacagag ggacttggac 180 

tggctttggc ccaataatca gagtggcagt gagcaaaggg tggaggtgac tgagtgcagc 240 

gatggcctct tctgtaagac actcacaatt ccaaaagtga tcggaaatga cactggagcc 300 

tacaagtgct tctaccggga'- jaactgacttg. gccteggtca tttatgtcta . tgttcaagat 360 

tacagatctc catttattgc ttctgttagt gaccaacatg gagtcgtgta cattactgag 420 

aacaaaaaca aaactgtiggrt: gattccatgt ctcgggtcca tttcaaatct caacgtgtca 480 

ctttgtgcaa ^tacccaga aaigagattt gttcctgatg gtaacagaat ttcctgggac 540 

. agcaagaagg gctttact^t : fccccagctac' atgatcagct atgctggcat ggtcttctgt 600 

gaagcaaaaa t^atgatga .aagttkccag tctattatgt acatagttgt cgttgtaggg 660 

tataggattt atgatgtggfc tctgagfegcg tctcatggaa ttgaactatc tgttggagaa 720 

aagcttgtct taaattg'tac' agcaagaact -gaactaaatg tggggattga cttcaactgg 780 

gaataccctt cttcgaagca' tcagcataag aaacttgtaa accgagacct aaaaacccag 840 

tctgggagt^ agat.gaag;aa »'atfc£tt:gagc accttaacta ■ tagatggtgt aacccggagt 900 

gaccaaggat 'tgtacabctg tgcagcatcc. agtgggctga tgaccaagaa gaacagcaca 960 

tttgtcaggg tccatgaaaa, acctttt^tt gcttttggaa gtggcatgga atctctggtg 1020 

gaagccacgg tgggggagcg;*tgtcaga^.tc- cctgcgaagt accttggtta cccaccccca 1080 

gaaataaaat 'ggtktaaaaa- :tggaataccc cttgagtcca atcacacaat taaagcgggg 1140 

catgtactga cgattatgga agtgagtgaa agagacacag gaaattacac tgtcatcctt 1200 

. accaatccca ttt^aa^ga;Vgaagc.a^agc cat*gtggtct ctctggttgt gtatgtccca 1260 

ccccagattg gtgagaaatc.'t'ctaatctfat cetg£ggatt cctaccagta cggcaccact 1320 

. caaacgctga" cat^adgcflt-; ctaigcc'^tt' cctcccccgc atcacatcca ctggtattgg- 1380 

cagttggagg>^i^ tctcagtgac aaacccatac 1440 

.ccttgtgaag aa£$^&^g'£gi$ga$$3iC ttccagggag gaaataaaat tgaagttaat 1500 
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aaaaatcaat titgcfcctaat tgaaggaaaa aapaaaactg taagtaccct tgttatccaa 
. gcggcaaatg tgtcagcttt" gtacaaatgt' gaagcggtca acaaagtcgg gagaggagag 
agggtgatcfc ccttccaqgfc gaccaggggt cctgaaatta ctttgcaacc tgacatgcag 
cccactgagc aggagagcgt gtctttgtgg tgcactgcag acagatctac gtttgagaac 
ctcacatggt acaagqttgg cccacagcct ctgccaatcc atgtgggaga gttgcccaca 
cctgtttgca agaacttgga fcactatttgg aaattgaatg ccaccatgtt ctctaatagc 
aca'aatgaca ■ ttttgatcat ggagcttaag. aatgcatcct tgcaggacca aggagactafc 
gtctgccttg. ctcaagaca^g. gaagacpaag aaaagacatt gcgtggtcag gcagctcaca 
gtcctagagq gtgfcggckcc " cacgatc^ca ggaaacctgg agaatcagac gacaagtatt 
ggggaaagca tcgaagrtctc. atgcacggca tctgg-gaatc cccctccaca gatcatgtgg 
tttaaagata ' atgagaccct tgtagaagac tcaggcattg tattgaagga tgggaaccgg 
aacctcacta tccgcagagt gaggaaggag gacgaaggcc tctacacctg ccaggcatgc 
agtgttcttg gctgtgcaaa;. agtggaggqa .fcttttcataa tagaaggtgc ccaggaaaag 
acgaacttgg aaatcattafc tctagtaggc. acggcggtga ttgccatgtt cttctggcta 
cttcttgtca tcatcctacg. \gacqgtf aag cgggccaatg gaggggaact gaagacaggc 
tacttgtcca tcgtcaVgga tccagatgaa ctcc<cattgg atgaacattg tgaacgactg 
ccttatgatg cc'agcaaatg^ ggaattcqcc agagaccggc tgaagctagg taagcctctt 
ggccgtggtg cctttggcca'agtgattgaa". gcagatgcct ttggaatfcga caagacagca 
acttgcagga cagtagcagt.- caaaatgttg aaagaaggag caacacacag tgagcatcga 
gctctcatgfc ctgaaqtcaa' gatcctcatt catattggtc accatctcaa tgtggtcaac 
cttctaggtg cctgtacc^a> gccaggaggg ccactcatgg tgattgtgga attctgcaaa 
tttggaaadc itigtcca'ct^a cctg^aggagc aagagaaatg aatttgtccc ctacaagacc 
aaaggggcac gatt.cc^ca- agggaaagaq tacgtfcggag caatccctgt ggatctgaaa 
cggcgcttgg acagcatcac cagtagccag agctcagcca gctctggatt tgtggaggag 
. aagtccctca gtgatgtaga* aga^gaggaa gctcctgaag atctgtataa ggacttcctg 
aqqttggagc .atctqatqtg- ttaqagcttc qaagtggcta agggqatgga gttcttggca 
tcgqgaaagt. gtatqcac^g ggacctggcg gqacgaaata tqctcttatq ggagaagaac 
gtggttaaaa Otctgtgactt tggcttgg6qqgggatattt ataaagatcc agattatgtq 
agaaaaggag -atgqtcgqct cccttfcgaaa tggatggccc cagaaacaat ttttgacaga 
gtgtacacaa tccagagfcga cgtctggtqt tttggtgttt tgctgtggga aatattttcc 
ttaggtgqtt qtqcatatqq tggggfcaaag. attgatgaag aattttgtag gcgattgaaa 
gaaggaacta gaatga'gggc, qcqtgafctat actacaccag aaatgtacca gaccatgctg 
gactgctggc acgcjggagqc * cagtcagaga cqqacgtttt cagagttggt ggaacatttg 
ggaaatqtcfc tgcstagqtaa- -tgctcagcag gatggcaaag actacattgt tcttccgafca 
tcagagactt tgagcatcjga agaggafctct ggaqtictctc tgcctacctc aqqtgtttqc 
tgtatggagg ag^agg^¥3t ;at^gaqqcq aaatfitccatt atgaqaaqaq agqaggaatc 
agt'cagtatc Vtgdagaaqag'taagqgaaag agqcggqqtg tgagtgtaaa aaqatttgaa 
gatatqqqgt-' taga : agaiqc ; agsTagtaaaa gtaatqccag attggaatgg tgccqagqaa 
aagqagggag .tqtgtggpat. ' ctgaa^gctc aaaccagaca agcggqtaqq agtqcggata 
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tcactccga.t gacacagaca. . ccaccgtgta ctccagtgag gaagcagaac ttttaaagct 
gatagagatt fcrgagjtgcaaa ccggtagcac agcccagatt ctccagcctg actcggggac 
cacactgagc tctcctcctg tttaa 



3900 
3960 
3985 



<210> 286. 

<211> 3094 

<212> DNA .... 

<213> Artificial sequence' 

<220> -. ... 

<223> A novel predicted/.aiterna'tive' spliced variant 
<400> . 286 . :* .V.':" 

atggcttttc cgccgcggcg.; acggcjtgc'gc ctcggtcccc gcggcctccc gcttcttctc 
tcgggactcc tgctacctct- gtgccgcgcc ttcaacctag acgtggacag tcctgccgag 
tactctggcc ccgagggaag. ttacttcggc ttcgccgtgg atttcttcgt gcccagcgcg 
tcttcccgga tgtttcfctct" cgtgggagct cccaaagcaa acaccaccca gcctgggatt 
gtggaaggag ggdaggtcct caaatgtgac tggtcttcta cccgccggtg ccagccaatt 
gaatttgatg /caacaggcaa- tagaga'ttat .gccaaggatg atccattgga atttaagtcc 
catcagtggt .tt'ggagcatc tgtgaggtcg '. aaacaggata aaattttggc ctgtgcccca 
ttgtaccatt ggagaaictga gatgaaacag gagcgagagc ctgttggaac atgctttctt 
caagatggaa caaagactgt tgagtatgct ccatgtagat cacaagatat tgatgctgat 
ggacagggat ttt^tcaagg.aggattcagc attgatttta ctaaagctga cagagtactt 
cttggtggtc ctggtagctt' 'ttattggcaa- ggtcagctta tttcggatca agtggcagaa 
atcgtatcta aata.cgacce ; caatgtttac agcatcaagt ataataacca attagcaact 
cggactgcac aagctatttt! tga.tgacagc tatttgggtt attctgtggc tgtcggagat 
ttcaatggtg atggcataga. tgacttt'igtt tcaggagttc caagagcagc aaggactttg 
ggaatggttt atatttatga tgggaagaac. atgtcctcct tatacaattt tactggcgag 
cagttatgca gatcftgttta ttggagcacc tctcttcatg gatcgtggct ctgatggcaa 
actccaagag gtggggcagg . tctcagtsftc tctacagaga gcttcaggag acttccagac 
. gacaaagctg aatggattyg^aggtcttfcgc acggtttggc agtgccatag ctcctttggg 
agatctggac caggatg^tt- tcaatgatat tgcaattgct gctccatatg ggggtgaaga 
taaaaaagga. attgtttafca .tcttcaatgg aagatcaaca ggcttgaacg cagtcccatc 
tcaaatcctt gaagggtfagtf. gggctgctcg aagcatgcca ccaagctttg gctattcaat 
gaaaggagcc acagatatag.acaaaaatgg atatccagac ttaattgtag gagcttttgg 
tgtagatcga gcta.tottafc vacagiggccag accagttatc -actgtaaatg ctggtcttga 
agtgtaccct 'agcattttaa. atcaagacaa taaaacctgc tcactgcctg gaacagctct 
caaagtttcc tgtttt'aatg.-ttaggttctg cttaaaggca gatggcaaag gagtacttcc 
caggaaactt aatttc.cagg'.cggaacttct tttggataaa ctcaagcaaa agggagcaat 
tcgacgagca ctgtttctct- acagcaggtc cccaagtcac tccaagaaca tgactatttc 
aaggggggga ctg^tgcaa^/gtgagg^att gatagcgtat ctgcgggatg aatctgaatt 
tagagacaaa ctc^ctcc^a^.ttactattt tatggaatat cggtfcggatt atagaacagc 
tgctgataca Vcaggcbtgc.raacccattbt taaccagttc acgcctgcta acattagtcg 
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■ ''. 
. acaggctcac attc^acttg" actg£ggtga agacaatgtc tgtaaaccca agctggaagt 


I860 


ttctgtagat agtgatcaaa agaagatcta tattggggat gacaaccctc tgacattgat 


X920 


tgttaaggct cagaatpcaag gaga^ggtgc ctacgaagct gagctcatcg tttccattcc 


1980 


actgcaggct gatfctca'tcg gggttgtccg aaacaatgaa gccttagcaa gactttcctg 


2040 


tgcatttaag acagaaaacc- aaactcgcca ggtggtatgt gaccttggaa acccaatgaa 


2100 


ggctggaact caactcttag -ctggtcttcg tttcagtgtg caccagcagt cagagatgga 


2160 


tacttctgtg .aaafcttgact tacaaatcca aagctcaaat ctatttgaca aagtaagccc 


2220 


agttgfcatct cacaaagttg . atcttgctgt tttagctgca gttgagataa gaggagtctc 


2280 


gagtcctgat catatctttc ttccgattcc aaactgggag cacaaggaga accctgagac 


2340 


tgaagaagat gttgggpcag ttgttcagca. catctatgag ctgagaaaca atggtccaag 


2400 


ttcatt cage ■ aaggc^atgc , tccatcttca gtggccttac aaatataata ataacactct " 


2460 


gttgtatatc. ' ctteattatg; atattgatgg - accaatgaac tgcacttcag atatggagat 


2520 


caaccctttg agaatfcaaga»:-tct:c«i£ffttt gcaaacaact gaaaagaatg acacggttgc 


2580 


egggcaaggt gagcgjggacc" ate teat cac taagegggat ettgccctca gtgaaggaga 


2640 


tattcacact ttgggttgtg gagttgetea gt'gcttgaag attgtctgee aagttgggag 


2700 


attagacaga ggaaagagtg caatcttgta .egtaaagtea ttactgtgga ctgagacttt 


2760 


tatgaataaa gaaaatcaga atcattccta . ttctctgaag tegtctgett catttaatgt 


2820 


catagagttt -ccttataaga atcttccaat • tgaggatatc accaactcca cattggttac 


2880 


cactaatgtc acQtggggca ttcagccagc gcccatgcct gtgcctgtgt gggtgatcat 


2940 


-tttagcagtt ctaqcacrqat tat tore tact acrctcrtttta atatttcrtaa totacacraafc 


3 000 


crcrcrcfc fcfcttfc a.aa,COrcrcrt CG ' crorcca.ee tea. acraacraacaa o'aaacrcrcracrr? acrrh hnaacr 


3 060 


tcatgaaaat ggtgaaggaa actcagaaac ttaa 


3094 


<210> 287 • * '. 




<211> 2999 ; 




<212> DNA. .... 




<213> Artificial . sequence 








<223> A -Acwel 'premie ted -alternative .spliced variant 




<4oo> 287 i./.. - ''y $ -.y 




- atggctt-ttc; cofccgc^g'cg- aeggatgege ctcggtcccc gcggcctccc gcttcttctc 


60 


tegggactae tgctacctct gt'gccgcgcc ttcaacctag acgtggacag tcctgccgag 


120 


tactctggc'c. ccgagggaag ttaefct'egge ttcgccgtgg atttcttcgt gcccagcgcg 


180 


tcttcccgga /tgtttcttct; . cgtgggagct cccaaagcaa acaccaccca gectgggatt 


240 


gtggaaggag ggcaggt:cct . caaatgtgae tggrtcttcta cccgccggtg ccagccaatt 


300 


• gaatttgatg. caaciggcaa •tagagattat gecaaggatg • atccattgga atttaagtcc 


360 


catcagtggt ttggagcatc' tgtgaggtcg. aaadaggata aaattttggc ctgtgcccca 


420 


ttgtaccatt ggagaa'ctga gatgaaacag gagegagage ctgttggaac atgetttett 


480- 


caagatggaa caaagactgt 'tgagtatget ccatartagat cacaagatat tgatgetgat 


540 


ggacagggafc tttgtcaagg aggrattcagc attgatttta ctaaagctga cagagtactt • 


600 



cttggtggtc ctggtagdtt/ttattggdaa ggtcagctta ttteggatea agtggcagaa 660 
ategtatcta aatapgac^ agcatcaagt ataataacca . attagcaact ' ' • 72 0 
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cggactgcac aagctatfctt tgatgacagc tatttgggtt attctgtggc tgtcggagat 780 

ttcaatggtg .atggcataga fcgact'ttgtt tcaggagttc caagagcagc aaggactttg 840 

ggaatggttt atatttatga tgggaagaact atgfcccfccct tatacaattt tactggcgag 900 

cagatggctg catatttcgg attttctgta gctgccacfcg acafctaatgg agatgattat 960 

gcagatgtgt ttatfcggagc acctctcttc atggatcgtg gctctgatgg caaactccaa 1020 

gaggtggggc aggtctcagt . gtctctacag agagcttcag gagacttcca gacgacaaag 1080. 

ctgaatggat ttgaggtctt tgcacggttt ggcagtgcca tagctccttt gggagatctg 1140 

gaccaggatg gtttcaatga tattgcaatt gctgctccat atgggggtga agataaaaaa 1200 

ggaattgttt atatcfctcaa tggaagatca acaggcttga acgcagtccc atctcaaatc 1260 

cttgaagggc agtgggc.tgc tcgaagcatg. ccaCccaagct ttggctattc aatgaaagga 1320 

gccacagata * tag^caa&aajiiggatatcca gacfctaatfcg taggagcttt tggtgtagat .1380 

cgagctatct ' tatacaggrgd cagac*cagt:t atcactgtaa atgctggtct tgaagtgtac 144 0 

cctagcattt taa&tcaaga caataaaacc tgctcactgc ctggaacagc tctcaaagtt 1500 

tcctgtttta atgttaggjt't ctgcttaaag' gcagatggca aaggagfcact fccccaggaaa 1560 

cttaatttcc aggfcggaact tcttttggat aaactcaagc aaaagggagc aattcgacga 1620 

gcactgttte tetacag<bag gtccccaagt caetccaaga acatgactat fctcaaggggg 1680 

ggactgatgc agtgtgagga attgatagcg tatctgcggg atgaatctga atttagagac 1740 

aaactcactc caattactat ttttatggaa tatcggttgg attatagaac agctgctgat 1800 

acaacaggct tgcaacbqat tcttaaccag ttcaqgcctg ctaacattag fccgacaggct 1860 

cacattctac ttgactgtgg tgaagacaat. gtctgtaaac ccaagctgga agtttctgta 1920 

gataggcctt agcaagactt tcctgtgcafc ttaagacaga aaaccaaact cgccaggtgg 1980 

tatgtgacct tggaaaccca atgaaggqtg- gaactcaact cttagctggt cttcgtttca 2040 

gtgtgcacca gcagtcagag atggatactt. ctgtgaaatt tgacttacaa atccaaagct 2100 

caaatctatt tgacaaagta agcccagttg tatctcacaa agttgatctt gctgttttag 2160 

. ctgcagttga gafca'agagga gtctcgagtc ctgatcatat ctttcttccg . attccaaact 2220 

gggagcacaa .ggagaapcct^. . ga^actgakg aagatgttgg gccagttgtt cagcacatct -2280 

atgagctgag'aaa<?a^ tcagcaaggc aatgctccat cttcagtggc 2340 

■ cttacaaata. fcaataa^ac/actct^t:^ atatccttca ttatgatatt gatggaccaa 2400 

tgaactgcac ttcajgatatg gagat'caacc ctttgagaat taagatotca tctttgcaaa 2460 

caactgaaa'a. gaatgacacg. gttgccgggc. aaggtgagcg ggaccatctc atcactaagc 2520 

gggatcttge .cctgagfcgaa ggagatattc acactttggg ttgtggagtt gctcagtgct 2580 

tgaagattgt ctgccaagfct gggagattag "acagaggaaa gagtgcaatc ttgtacgtaa 2640 

• agtcattact gtggadtgacj . acttttatga; ataaagaaaa tcagaatcat tcctattctc 2700 

tgaagtcgtc tgcbtcattfc aatgtcatag agtfctcctta ' taagaatctt ccaattgagg 2760 

atatcaccaa ctccacatt-g gttaccacta atgtqacctg gggcattcag ccagcgccca 2820 

"tgcctgtgcc. tgtgigggtg- at'cattttag cagttctagc aggattgttg ctactggctg 2880* 

ttttggtatt tgt;aatgtac aggaigggct tttttaaacg ggtccggcca cctcaagaag 2940 

aacaagaaag ggagcagctt ' caafcctcatg. aaaa.tggtga aggaaactca gaaacttaa ' 2999 
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<210> 288. 
<211> 3054- 
<212> DNA . 

<213> Artificial . sequence, 
<22 0> ' 

<223> A novel predicted alternative spliced variant 
<400> 288 

atggcttttc cgccgcggcgracggctgcgc ctcggtcccc gcggcctccc gcttcttctc 60 

tcgggactcc tgctacctct gtgccgcgcc ttcaacctag acgtggacag tcctgccgag 120 

tactctggcc ccgagggaag^.ttacttcggc ttcgccgtgg atttcttcgt gcccagcgcg 180 

tcttcccgga tgtttcttct . cgtgggagct cccaaagcaa acaccaccca gcctgggatt 240 

gtggaaggag ggcaggtcct- caaatgtgac. tggtcttcta cccgccggtg ccagccaatt 3 00 

gaatttgatg caaCaggcaa tagagattat gccaaggatg atccattgga atttaagtcc 360 

. catcagtggt ttggagcatc' tgt^ggtcg aaacaggata aaattttggc ctgtgcccca 420 

ttgtaccatt ggagaactgaCgatgaaacag gagcgagagc ctgttggaac atgctttctt 480 

caagatggaa" caaagactgt' .tgagtatgbt" ccatgtagat cacaagatat tgatgctgat 540 

ggacagggat .tttgtcaagg. aggattcagc attgatttta etaaagctga cagagtactt 600 

cttggtggtc ctggtagctt'ttattggcaa ggtcagctta tttcggatca agtggcagaa 660 

atcgtatcta . aatacgacqc. caatgt.fctac agcatcaagt ataataacca attagcaact 720 

cggactgcac aagctatttt. tgatgacagc tatttgggtt attctgtggc tgtcggagat 78 0 

ttcaatggtg atggcataga tgactttgtt "tcaggagttc caagagcagc aaggactttg 840 

ggaatggttt atatttatga . tgggaagaac atgtcctcct tatacaattt tactggcgag 900 

cagatggctg catatttcgg- attttctgta gctgccactg acattaatgg agatgattat 960 

gcagatgtgt ttattggagc acctctcttc atggatcgtg gctctgatgg caaactccaa 1020 

gaggtggggc . aggtctcagt: qtctctacag .agagcttcag gagacttcca gacgacaaag 1080 

ctgaatggat. ttgaggtctt tggacggttt ggcagtgcca . tagctccttt gggagatctg 1140 

gaccaggatg gtttcaatga. tattgcaatt gctgctccat atgggggtga agataaaaaa 1200 

ggaattgttt atetcttcaa tggiaagatca acaggcttga acgcagtcca atctcaaatc 1260 

cttgaagggc agtgggcVgaVtcgaagcatg ccaccaagct ttggctattc ■ aatgaaagga 1320 

gccacagata t^agacaaaaa- tggatatqca' gac.ttaattg taggagcttt tggtgtagat 1380 

cgagctatc.t totacagggc. cagacca^tt atcactgtaa atgctggrtct tgaagtgtac' 1440 

cctagrattt ; £aaatcaa'ga oaataaa^pc tgctcactgc ctggaacagc tctcaaagtt. 1500 

tcctgtttta . atgttag^fct . ct^ct'taaag gcaga'tggca aaggagtact tcccaggaaa 1560 
cttaatttcc aggtgga'act/ tctttfeg^t.aaactcaagc aaaagggagc aattcgacga . 1620 
gcactgtfctc' tctacagcag. gtccccaag£ .cactccaaga acatgactat ttcaaggggg " 1680 

ggactgatgc agtgtgagga attcfatagcg tatct'gcggg atgaatctga atttagagac 1740 

aaactcactc caattactafe ■ ttttatggaa tatcggt:tgg attatagaac agctgctgat 1800 

acaacaggct tgca'acqcat^tct^taaccag.,ttcacgcc.tg ctaacattag tcgacaggct 1860 

cacattctac. ttgactgtgg tgaagacaat gtctgtaaac ccaagctgga agtttctgta X920 

gatagtgatc; aaaagaagat'.: ctatattggg gatgacaacc ctctgacatt gattgttaag 1980 

gctcagaatc. aaggagaagg/ tgcctacg&a gctgagctca tcgtttccat tccactgcag 2040 
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gctgatttca 
caccagcagt 
ctatttgaca 
gttgagataa 
cacaaggaga 
ctgagaaaca 
aaatataata 
tgcacttcag 
gaaaagaatg 
cttgccctca 
attgtctgcq 

. ttactgtgga 
tcgtctgctt 
accaactcca 
gtgcctgtgt 
gtatttgtaa 

• gaaagggagc 



tcgggsrttgt • 
cagagatgga. 
aagt aagccc ' 
gaggagtctc 
accctgagac" 
■atggtccaag 
ataacactct, 
atatggagat 
acacggttgc 
gtgaaggaga" 
aagttgggag 
ctgagacttt. 
catttaatgt' 

cattggtfcac 

; . - ■ -, ,, "-" t 
gggt^atcat. 

tgtacag^gat 

agcttcaacc 



ccgaaacaat . 
tacttctgtg 
agttgtatct 
gagtcctgat 
tgaagaagat 
t tea tt cage 

gttgtatatc 

» . • •* 
caaccctttg 

egggcaaggt 

• tattcacact 

attagacaga 

tatgaataaa 

qatagagttt 

■ cactaatgtc 

tttagcagtt 

. gggctttttt 

. tcat§aaaat 



gaactcttag 
aaatttgact 
cacaaagttg 
catatctttc 
gttgggccag 
aaggcaatgc 
ctfceattatg 
agaattaaga 
gagegggace 
ttgggttgtg 
ggaaagagtg 
gaaaatcaga 
ccttataaga 
acctggggca 
ctagcaggat 
aaaegggtec 
gg tgaag gaa 



ctggrtcttcg 
tacaaatcca 
atettgetgt 
ttccgattcc 
ttgttcagca 
tccatcttca 
atattgatgg 
tctcatcttt 
atctcatcac 
gagttgetea 
caatcttgta 
atcattccta 
atcttccaat 
ttcagccagc 
tgtegctact 
ggccacctca 
actcagaaac 



tttcagtgtg 
aagctcaaat 
tttagctgea 
aaactgggag 
catctatgag 
gtggccttac 
accaatgaac 
gcaaacaact 
taagegggat 
gtgcttgaag 
egtaaagtea 
ttctctgaag 
tgaggatatc 
gcccatgcct 
ggctgttttg 
agaagaacaa 
ttaa 



<210> 289" ;•- 

<211> 2988 

<212> dna ..... ..... ■ v. ■« 

<213> Artificial sequence ". 

<220> 

< 2 2 3 > A novel predicted • alternative spliced variant 
<400> 289 / -V :*•••..- 

atggcttttc cgccgcggcg acggctgcgc. ctcggtcccc gcggcctccc 
tcgggactcc tgctacctet., gtgccgcgcc ttcaacctag acgtggacag 
tactctggcc ccgagggaag* ttacttegge ttcgccgtgg atttcttcgt 
tcttcccgga tgt£tcfctct. cgtgggagct cccaaagcaa acaccaccca 
gtggaaggagr ggcaggt.cct :caaatgtgac tggtcttcta cccgccggtg 
' gaatttgatg Gaacaggqaal- tagagattat. gecaaggatg atccattgga 
catcagtggt ttggkgcatc *tgtgaggtcg aaacaggata aaattttggc 
ttgtaccatt. ggagaactga: gatgiaacag gagegagage ctgttggaac 
caagatggaa caaagaetgt : tgagtatget ' ccatgtagat cacaagatat 
ggacagggat tttgtcaagg-aggattc^gc' attgatttta ctaaagctga 
cttggtggtc .ctggtag.ctt tta£tggc?aa ggtcagctta ttteggatea 
ategtatcta aatacgaccc caa(tgtttac agcatcaagt ataataacca 
eggae tgcac aagctatttt . tgatgacagc. - tatttgggtt attctgtggc 
ttcaatggtg - atggcataga .tgactt'tgtt • tcaggagttc caagagcagc 

ggaatggttt ^tat.ttat0a; ";tgg^^gaac' atgtcctcct tatacaattt 

*' *- .o i r r.''- £ v ' . ' v.';. 

cagatggctg catatttegg attfctctgta gctgccactg acattaatgg 



gcttcttctc 

tcctgccgag 

gcccagcgcg 

gectgggatt 

ccagccaatt 

atttaagtcc" 

ctgtgcccca 

atgetttett 

tgatgetgat 

cagagtactt 

agtggcagaa 

attagcaact 

tgteggagat 

aaggactttg 

tactggegag 

agatgattat 



2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3054 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
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gcagatgtgt . ttattggagc- acctctcttc atggatcgtg gctctgatgg caaactccaa 
gaggtggggc aggfcct'cagt , gtctctacag agagcttcag gagacttcca gacgacaaag 
ctgaatggat . ttga.ggtctt.; tgcacggttt ggcagtgcca tagctccttt gggagatctg 
gaccaggatg gtttcaatga tattgcaatt gctgctccat atgggggtga agataaaaaa 
ggaattgttt ataticttbaa -tggaagatca acaggcttga acgcagtccc atctcaaatc 
ctfcgaagggc a^gggctgc tcgaagcatg ccaccaagct ttggctattc aatgaaagga 
gccacagata -fcagafcaaaaa;. tggatatcca gacttaattg taggagcttt tggtgtagat 
cgagctatct tatacagggc cagaccagtt atcactgtaa atgctggtct tgaagtgtac 
cctagcattt taaatcaaga caata.aaacc tgctcactgc ctggaacagc tctcaaagtt 
tcctgtttta atgttaggtfc ctgcfctaaag gcagatggca aaggagtact tcccaggaaa 
cttaatttcc aggtggaact- tcttttggat aaac.tcaagc aaaagggagc aattcgacga 
gcactgttt'c jtct^cag.eag^gtccq.caagt cactccaaga acatgactat ttcaaggggg 
ggactgatgc' agfcgtgagga ■ attgatagcg tatctgcggg atgaatctga atttagagac 
aaactcactc caattactat -ttttatggaa. tatcggttgg attatagaac agctgctgat 
acaacaggct tgcaacccaf. tcttaaccag ttcacgcctg ctaacattag tcgacaggct 
cacattctac ttgactcftgg tgaagacaat gtctgtaaac ccaagctgga agtttctgta 
gafcagtgatc aaaagaagati jcta'tattggg gatgacaacc ctctgacatt gattgttaag 
gctcagaatc aaggagaagg : tgcc£ac'gaa gctgagctca tcgtttccat tccactgcag 
gctgatttca ^cggggitgt ccgaaacaat gaagccttag caagactttc ctgtgcattt 
aagacagaaa .accaaactcg . ccaggtggta tgtgaccttg gaaacccaat gaaggctgga 
actcaactc.t ' ta^ctggtct tcgtttcagt gtgcaccagc agtcagagat ggafcacttct 
gtgaaatttg/aCttaCaaat : ccaaagctca aatctatttg acaaagtaag cccagttgta 
tctcacaaa,g ttgatct.tgc. tgttttagct gcagttgaga taagaggagt ctcgagtcct 
gatcatatct. ttct'tccgat tccaaactgg gagcacaagg agaaccctga gactgaagaa 
gatgttgggc ;da9ttgt't<;a.' gcabatctat gagatctcat ctttgcaaac aactgaaaag 
aafcgacacgg tt^ccgggca . aggtgagcgg gaccatctca .tcactaagcg ggatcttgcc 
ctcagtgaag ,gaga.t'at1tca; % cactfctgggt tgtggagttg ctcagtgctt gaagattgtc 
tgccaagttg - ggagattaga * cagaggaaag. agt'gcaatct tgtacgtaaa gtcattactg 
tggactgaga ctfcttatgaa.taaagaaaat cagaatcatt cctattctct gaagtcgtct 
gcttcattta' atgtcata^a" gtttccttat aagaatcttc caattgagga tatcaccaac 
tccacattggr' ttaceactaa. fegtcacctigg ggc'attcagc cagcgcccat gcctgtgcct 
gtgtgggtga ^cattt^a^o.; agtfcctagca ggattgttgc . tactggctgt tttggtattt 
gt aatgtaca ; ggatgc&dtit ; tt ttaaac£rg gtccggccac c tcaagaaga acaagaaagg 
gagcagcttc.aaQctcatg^ aaatggtgaa ggaaactcag aaacttaa 
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1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
2988 



<2io> "29.0/ . .- 'J .•".-:•! ... 

<211> 408.0" .V f-' ■ 

<212> . "t^v;*'i"^/ ; 'v^ " 
. <2 13 > Artificial* seqiierice 

<220> 



<223>. A novel' -pridipt^d alternative spliced variant 
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<400> 290 :' 



auydayyCCC .CCyytguyuu . L.y t-dy»v«.uyy v- auL.uuvyuyi< 


tr*oi* rrtr tr t~ ac 

bbb y "» 


cttggtgcag 


60 


ay yay CaaCy - y yyay Lytaa "3 "3 p^* gcaaagi.uuy 


a era hrraat*flt 
cty aty cacxt-y 


gaatatgaag 


120 


*»a a «»r*i r^^ia ;a'/"t+~4" , V<a j*i /t/Ti*< ri I'yja aawa *r«#"«<"iat*/"«r»arYa 
LauvayCubC . CCaaC uucau> cycy ycLctcHJd ccc.abuwaya 




acatgagcat 


180 


a r» a ♦* 4* ♦» r% 4- 4-/Trrf- nr~* r-*n f t*s» zj f4*'sai r^a t- ♦* t~a+"rTt"t*t*t~aa 
CaCaULtCCC . uuyyuyyycl u _ . taeicuic au 1. Lauy UUdci 


a uydy yaaya 


cc ttcagaag 


240 


y t ty C uy dy t. eiGcAciy cll^ L.yy' yucLy Lyt,ty y ctcn— a.*-, u-i^cty 




atgtcaggac 


300 


CyCayCayCd, ,,aay ccaaut u . auuayyayyu yui-Lyycidag 




r< afcercre t c t a 


360 


yLCyccyaca ccudcudtya . tyatcaaccc, dLtdyctycy 


yt-dycy uuaa 




420 


+Trr*r*sifmrts±r* =.+"rr4~<"i+"t*+"*"»r» ■'rina'r<aa+/^af. a <"»♦** rrr'f'rra oa 


uaudy Uv^ y a 


ggttcactgc 


480 


ciuciuus^UwUw ^auaycibciyo . y^*y \***^v-*Gky t«* v»y tvvvy 


a r; to text crcrt 


cracrccrcc c tor 


540 


ereraerr'r'aaacr tr , r , tt-t cate* tcrtaaacrcraei ccrerttcatcia 


acttctttgt 


aggcaatacc 


600 


atiaaattctt cttatttccc agatcatcca ttgcattcga 


tatcagtgag 


aaggctaaag 


660 


gaaacgasag " atggttttat gfcfctifcfcgacg gaccagfcccfc 


acattgatgt 


tttacctgag 


720 


.t-t*r»aera'era'r"t~ rt't'arrf'raf . f aa rrt" a f~at~ ir 1 f , at*eieet"fc.t*cf 

b i-K^dy cl*^j cl k*> 1— L#au^#y^#ciu bCLGty l^cl *-»y b-v> bCLL*y v*»bbi_- • 


aaa crnaac aa 


ttttattta.c 


780 


f- 4- 4- 1- <~rj?» r^cici ".hrnaaacicraa- aapffhaoah' or^raffart't" 


ttraraeaacr 


aataatcaocr 


840 


4* «•» ♦* *r4- 1-0 4-a aa /^tf'rt^" rv'rr a t*t"/Y/"« a r« 4*a /^a trrrt a aa- 
UUCuy LCCCa _ LaaaCLCbyy .aLLyUaULuy L.CLV-. ci y ctdci. 


nr* +• ^ rrrra 
cyLCLLLyya 


rrt" rrt" af*t"rt*r 
ybyLabbb 


900 


aranaaaarra' •rraa'aaaairarT ahr'f'af'a'aacr aaerfTaaert"ert" 


frtaat-ataet 


t" facroT't oca 


960 






era a t era t era c 


1020 


dtcuLuuuuy ' yyyuyuL^yu cLt-cLcLciy ^ctcty i_ciyctt_i-i_uy 




crcra tecrahct 

33»bv*y a L-i v — \^ 


1080 


err«nat*err*erter raffpfrfcat •eaaatahotc aaccraettct 


tcaacaagat 


cgtcaacaaa 


1140 


aacaatcrtcra- cratcrtnfe'ooa* cresafcfcfc.'citae ercraeeeaata 


at gage act g 


ctttaatagg 


1200 


acacttctga ■ gaaattcatc aggcfcgtgaa gcgcgccgtg 


atgaatatcg 


aacagagttt 


1260 


accacagctt tgccigcgcgt tya.ctta.ttc atgggtcaat 


teagegaagt 


c c t c t taaca 


1320 


t"r , 't-atrai*r , r , a r*f»ftt*r , srt*1"2*a - aerefaeracr'tT* a r<iaha(rnha 


a t c 1 1 a aetSL c 


atcagagggt 


1380 


eadttcatan ' a era" fefcerfeererfe ttcteoatca' crcrannateiaa 


cccctcatgt 


gaat 1 1 1 c t c 


1440 


pt-noapf-'ccri ator , aortoft"f "t^or , acraa<Ttfr afctcrfca'CfacTC 


atacattaaa 


c c aaaat ggc 


1500 


tat^acaetfTer ttahoa'etoa era a era a crate a f?craacf atc!d 


cattgaatgg 


c t tcrcrcrc toe 


1560 


acjacatttcc ag*tcctg*ca.g" tcaa.tcjcctc tctgccccac 


cctttgttca 


crtcitcrcrctcrQ 

y by byyw byy 


1620 


tgccacgraca aatgtgtgcg*- ategga-ggaa tgcctgagcg • 


ggacatggac 


tcaacagatc • 


1680 


tgtctgcctg .caatc ta'daa . ggttttccpa aatagtgcac 


c c c 1 1 gaagg 


agggacaagg 


1740 


c tgaccatat - gtggc tggga ' cttt'ggatt t eggaggaata 


ataaatttga 


tttaaagaaa 


1800 


ac t a ga g 1 1 c . t c c 1 1 ggaaa t gaga'gc tgc a c c 1 1 gac 1 1 


taagtgagag 


cacgatgaat 


I860 


acattgaaat g6£ck^£gg/Xc<&g$eati§ aataagcatt 


tcaatatgtc 


cataattatt 


1920 


teaaatggee' acgggacaa'6. 1 acaa£cica.g~£ acattctcct 


atgtggatcc 


Uy UddtddCd 




agtatttcsfc c'gaa^tacg^ tcctatgjjct ggtsgcactt 


tacttacttt 


aactggaaat 


2040 


tacctaaaqa ^g^gaattcJ 'tagacac^tt .tcaattggtg 


gaaaaacatg 


tactttaaaa 


2100 


agtgtgtpaa ;.acagtattct- t^afcgtfcat>\ accccagccc 


aaaccatttc 


aactgagttt 


2160 


gctgttaaat -tga^aaattga-^cttagccaac ■ cgagagacaa 
gatcccattg t'ctatgaaat" tcatcica'aGc aaafcetttta 


gcatcttcag 


ttaccgtgaa 


2220 


ttagtacttg 


gtggaaagaa 


.2280 
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cctctcaaca ttgtcagttt/tctattttgc tttgccagtg gtgggagcac aataacaggt 2340 

gttgggaaaa acdtgaattjc agttagtgtc ccgagaatgg tcataaatgt gcatgaagca 2400 

ggaaggaact fctacagt^fgc afcgtcaacat cgctctaatt cagagataat cfcgttgtacc 2460 

actccttccc tgcaacagct gaatctgcaa ctccccctga aaaccaaagc ctttttcatg 2520 

ttagatggga. tcctttccaa. atactttgat ctcatttatg tacataatcc tgtgtttaag 2580 

ccttttgaaa agccagtgat gatctcaatg ggcaatgaaa atgtactgga aattaagtgg 2640 

aagcaagcaa fctfccttcaac. cgtccttgga aaagtaatag ttcaaccaga tcagaatttc 2700 

acaggattga ttgctggtgt ' tgtctcaata tcaacagcac tgttattact acttgggttt 2760 

ttcctgtggc tgaaaaagag aaaggaaatt aaagatctgg gcagtgaatt agttcgctac 2820 

gatgcaagag tacaeac,tcc- tcatfctggat aggcttgtaa gtgcccgaag tgtaagccca 2880 

actacagaaa tggtttcaaa tgaatctgta gactaccgag ctacttttcc agaagatcag 2940 

tttcctaatt catcteagaa "cggttcatgc cgacaagtgc agtatcctct gacagacatg 3000 

tcccccatcc taactagtgg ggactctgat atatccagtc cattactgca aaatactgtc . 3060 

cacattgacq tcagtgctcfc; aaatccagag- ctggtccagg cagtgcagca tgtagtgatt 3120 

.gggcccagta jgcctgattgt . gcatfctcaat gaagtcatag gaagagggca ttttggttgfc 3X80 

gtatatcatg • ggacttfegtt'- ggacaatgat ggcaagaaaa ttcactgtgc tgtgaaatcc 3240 

ttgaacagaa tcactg^cat .aggagaagtt tcccaatttc. tgaccgaggg aatcatcatg . 33 00 

aaagatttta .gtcatcc'caa tgtcctateg ctcctgggaa tctgcctgcg aagfcgaaggg 3360 

tctccgctgg: tggtcctadc atacatgaaa catggagatc ttcgaaattt cattcgaaat 3420 

gagactcata, atccaacftgt; aaaagatctfc attggctttg gfccfctcaagt agccaaagcg 3480 

atgaaatatc ttgcaagcaa aaagttfcgtc' qacagagact tggctgcaag aaactgtatg 3540 

ctggatgaaa aattca.c^gt caacjgttg-ct "gattttggtc ttgccagaga catgfcatgat 3600 

aaagaatact atagtgtaca." caacaaaaca ggtgcaaagc tgccagtgaa gtggatggct 3660 

ttggaaagtc tgcaaactca aaagtttacc acaaagtcag atgtgtggtc ctttggcgtc 3720 

gtcctctggg agct^atgac* aagaggagcc ccaccttatc ctgacgtaaa cacctttgafc 3780 

ataactgttt acfctgttgca * agggagaaga. ctcctacaac ccgaatactg cccagacccc 3840 

ttatatgaag taatgctaaa.^atgcfcggGac. cctaaagccg aaatgcgccc atccttttct 3900 

gaactggtgt cccjgatatb agcgatcttc tctactttca ttggggagca ctatgtccat 3960 

gtgaacgcta cttatg^gaa' cgtaaaatgt gtcgctccgt atccttctct gttgtcatca 4020 

gaagataacg ctgatap^tga.. ggtggacaca cgaccagcct . ccttctggga gacatcatag . 4080 

• <210> 291 : \ •/•*. ; -* : -. ■ 
<2ii> 4086v . ' * ■ • - s 'a ' \- * . • 

.<2i2> dna' ■ -7 
.' <213> Art if icial* sfequence- 

<22o> . y- : - :'.>••?' . * ■ " 

■ <223> . A npyer^r^oLLcted alternative spliced variant 
<400> '*29 s l v : * 

atgaaggccc ccgctgtcr'gt tgcacctggq atcc.tcgtgc tcctgtttac cttggtgcag 60 

aggagcaa'tg jggga^gtaa;; ag r ag^cacte gcaaagtccg agatgaatgt gaatatgaag 120 

tatcagcttc .'dcaacttca'c , cgc^fgaa'aca cccatccaga atgtcattct acatgagcat 180 

cacattttcc t.tggtgecaC^.taactac^tt . tatgtt'ttaa atgaggaaga ccttcagaag 240 
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gttgctgagfc acaagactgg gcctgtgctg gaacacccag attgtttccc atgtcaggac 300 

tgcagcagca aagccaattt atcaggaggt . gtttggaaag ataacafccaa catggctcta 360 

gttgtcgaca cctactatga tgatcaactc attagctgtg gcagcgtcaa cagagggacc 420 

tgccagcgac atgtctfcfccc ccacaatcat actgctgaca tacagtcgga ggttcactgc 480 

atafctctccc cacagataga agagcccagc cagtgtcctg actgtgtggt gagcgccctg 540 

ggagccaaag. tcctttcatc. tgtaaaggac cggtfccatca acttctttgt aggcaafcacc 600 
ataaattctt cttatttcco agatcatcca ' fctgcattcga tatcagtgag aaggctaaag 660 
gaaacgaaag atggttttat- gtttfctgacg gaccagtcct acattgatgt tttacctgag 720 
ttcagagatt cttaccccat" taagtatgtc catgcctttg aaagcaacaa ttfctatttac 780 
ttcttgacgg tccaaaggga. aactctagat gctpagactt ttcacacaag aataatcagg 840 
ttctgttcca taaactctgg': attgcattcd tacatggaaa tgccfcctgga gtgtattctc 900 
acagaaaaga gaaaaaagag • atccacaaag aaggaagtgt ttaatatact tcaggctgcg 960 

tatgtcagca agQCtggggc .ccagcjttgct agacaaatag gagccagcct gaatgafcgac 1020 

attcttttcg gggtgttcgc- acaaagcaag cc^ga^ttctg ccgaaccaat ggatcgatct 1080 

gccatgtgtg cattccctat/'caaatatgtc aacgacttct tcaacaagat cgtcaacaaa 1140 

aacaatgtga gatgtctcca :. gcatttttac ggacccaatc atgagcactg ctttaatagg 1200 

acacttctga jgaaatfc.c^tc aggc£gtgaa gcgcgccgtg atgaatatcg aacagagttt ' 1260 

accacagctt tgcagcg^gfi ". tgacttaitc atgggtcaat tcagcgaagt cctcttaaca 1320. 

■ tctatatcca .cctt*catjtaa agga^acbtc accatagcta atcttgggac atcagagggt 1380 

cgcfctcatgc aggttgfcggt ttctcgafcca- ggaccatcaa cccctcatgt gaattttctc 1440 

ctggactccc atccagfcgfcc/ tccagaagtig attgtggagc atacattaaa ccaaaafcggc 1500 

tacacactgg ttatcactgg gaagaagatc acgaagatcc cattgaatgg cttgggctgc 1560 

agacatttcc agtcctgcag tcaatgccto tctgccccac cctttgttca gtgtggctgg 1620 

tgccacgaca aatgtgtgcg " atcggaggaa tgccjigagcg ggacatggac tcaacagatc 1680 

tgtctgcctg caatctacaa g^tttGcca aatagtgcac .cccttgaagg agggacaagg 1740 

ctgaccatat ^gtggctgg'gar'ctit't^gafett cggaggaata ataaa'tttga tttaaagaaa 1800 

actagagttc- tccttg^aa; tgagagctgc. accttgactt taagtgagag cacgatgaat 1860 

acattgaaat gcacagttg'g ;tcctgccatg aata'agcatt tcaatatgtc cataattatfc 1920 

tcaaatggcc acgggacaic- acaatacagt, acattctcct atgtggatcc tgtaataaca 1980 

agtatttcgc cgaaatadggi'tcctatggct ggtggcactt tacttacttt aactggaaat 2040 

. tacctaaaca g^gggaattd.. tagaca'catt tcaattggtg . gaaaaacatg tacttfcaaaa . 2100 

agtgtgtcaa aca/gtkt^ aaaccatttc aactgagttt 2160 

gctgttaaatVt^aaatt^. .cttagccaac cgagagacaa gcatcttcag ttaccgtgaa 2220- 

gatcccattg; : tct;a.t^ aaatctttta ttagtacttg gtggaaagaa 2280 

cctctcaaca- tt^cagttt .tctatt'ttgc. tttgccagtg gtgggagcac aataacaggt 2340 

.gttgggaaaa '*^cct^a%t ccgagaatgg tcataaatgt gcafcgaagca 2400 

ggaaggaact t^cacftggd atgtcaacat cgctctaatt cagagataat ctgttgtacc 2460 
. actccttccc- aaaccaaagc ctttttcatg 2520 
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ttagatggga tcctttpcaa ataqtttgat ctcatfttatg tacataatcc tgtgtttaag 2580 

ccttttgaaa . agccagtgat gatctcaatg ggcaatgaaa atgtactgga aattaaggga 2640 

aatgatattg accctgaa^c . agttaaaggt gaagtgttaa aagttggaaa taagagctgt 2700 

gagaatatac acttacattc tgaagccgtt tta'tgcacgg tccccaatga cctgctgaaa 2760 

ttgaacagcg agctaaafcat. agagrtggaag caagcaattt cttcaaccgt ccttggaaaa 2820 

gtaatagttc aaccagatca gaa^^.tcaca ggattgatfcg ctggtgfctgt ctcaatatca 2880 

acagcactgt'tattact'act: tgggfettetc ctgtg^ctga aaaagagaaa gcaaattaaa 2940 

gatcagtttc ctaattcatc, tcaga'acggjt tcatgccgac aagtgcagta tcctctgaca 3000 

gacatgtccc ccafccctaac tagtggggac tctgatatat ccagtccatt actgcaaaat 3060 

actgtccaca ttgaccfccag : - tgctqtaaat ccagagctgg tccaggcagt. gcagcatgta 3120 

gtgattgggc ccagfcagcct gatfcgtgcat; ttcaatgaag tcataggaag agggcatttt 3180 

ggttgtgtat atcatg^pac . tttgttggaa aatgatggca agaaaattca ctgtgctgtg 3240 

aaatccttga acagaatcacr-t^pata^ga -gaagtttccc aatttctgac cgagggaatc 3300 

atcatgaaag atttftagtca tcccaatgtc. ctctcgctcc tgggaatctg cctgcgaagt 3360 

gaagggtctc cgcfcggtggt,'; cctaccatac atgaaacatg gagatcttcg aaatttcatt 3420 

cgaaatgaga ctcataatcc- aactgtaaaa gatcfctattg gctttggtct tcaagtagcc 3480 

aaagcgatga aatatcttgc aagcaaaaag tttgtccaca gagacttggc tgcaagaaac 3540 

-tgtatgctgg atgaaaaafeti Vcabagtcaag gttgctgatt- ttggtcttgc cagagacatg 3600 

tatgataaag aatacta^fcag^ tgtacacaac aaaacaggtg caaagctgcc agtgaagtgg 3660 

atggctttgg aaagtctgfea .aactcaaaag tttaccacca agtcagatgt gtggtccttt 3720 

ggcgtcgtcc tctg^gaVct ;gafcga'caaga ggagqcccac cttatcctga cgtaaacacc 3780 

tttgatataa ' ctgtttacfcfc .gttgcaai^gg agaagactcc tacaacccga atactgccca 3840 

gaccccttat atgaagfcaat • gctaaaatgc tggcacccta aagccgaaat gcgcccatcc 3900 

ttttctgaac tggtgtcccg ^t^tcagcg atcttctcta ctttcattgg ggagcactat 3960 

gtccatgtga acgcta^^ ctccgtatcc tfcctctgttg 4020 

tcatcagaag:ataacgc'fcga : . ' tgat'cfaggtg. gacacacgac cagcctcctt ctgggagaca 4080 
tcatag • ..' /' * 



4086 



<210> 292 

<211> 4117 

<212> DNA •;, 

<213> Artificial' sequence y 

<220> [ . •' * . ;•*"•* . 

<223> A nove\%prfedict:ed alternative spliced variant 

<4oo> . 292' . .' ' C \ '* r 

•atgaaggccc' ccgci^tgc^/tgcaQCtggc atcctcgtgc tcctgtttac cttggtgcag 60 

aggagcaatg 'gg^gtgtaa;^ agatgaatgt gaatatgaag 120 

tatcagcttq /pcaactfecati. .cgcs^aaca. cccatccaga atgtcattct acatgagcat - 180- 

cacattttcc . ttggtgqcac.; taa'qtacatt . tatgttttaa atgaggaaga cct tcagaag 240 

gttgctgagt : acaagactgg >gccfegt^ctg! gaa'ca'cccag attgtttccc atgtcaggac 300 

. tgcagcagca -'ikgie^j^iy'sitbsLsg^t gt'ttggaaag ataacatcaa catggctcta 360 

gttgtcgaca cctacta,tga tgatcaactc attagctgtg gcagcgtcaa cagagggacc 420 
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600 
660 



tgccagcgac- atgtctfctcc ccaqaatcat actgctgaca tacagtcgga ggttcactgc 480 
atattctccc cacagat'aga agagcccagc cagtgtcctg actgtgtggt gagcgccctg 540 
ggagccaaag- tcctfctqatc tgtaaaggac cggttcatca acttctttgt aggcaatacc 
ataaattctt cttattlicdc, agatcat.cca tfcgcafcfccga tatcagtgag aaggctaaag 
gaaacgaaag -.atggttttat gtttt'tgacg gacqagtcct acattgatgt tttacctgag 720 
ttcagagatt ' cttacccdat taagt^atgtc cat'gcctttg aaagcaacaa ttttatttac 78 0 
ttcttgacgg- tccaaagfgga . aacitfctagat gctc'agactt ttcacacaag aataatcagg 840 
ttctgtfccca . taaactctgg attgcattbc 1 tacatggaaa tgcctctgga gtgtattctc 900 
acagaaaaga gaaaaaagag atccacaalag aaggaagtgt ttaatatact tcaggctgcg 960 

tatgtcagca agcctgggigc ccagcttgct * agacaaatag gagccagcct gaatgatgac 1020 

attcttfctgg. gggt'gttcgc.- acaaagcaa'g ccagattctg ccgaaccaat ggatcgatct 1080 

gccatgtgtg ;.cattccctat. caaatatgtc. aacgacttct tcaacaagat cgtcaacaaa 114 0 

aacaatgtga gatgictcc^L-. gcatttttac I ggacccaatc atgagcactg ctttaatagg 1200 

acacttctija gaaatfecatcragcjcfcgtgaa*' gcgcgccgtg atgaatatcg aacagagttt 1260 

accacagctt tgaagcgcgt • tgacttattc. atgggtcaat tcagcgaagt cctcttaaca 1320 

tctatatcca ccttcattaa ' aggagacctc accatagcta atcttgggac atcagagggt 1380 

cgcttcatgc* aggttgtggt ttctcgatca ggaccatcaa cccctcatgfc gaattttctc 1440 

' ctggactccc • atccagtgtc tccagaagtg attgtggagc atacattaaa ccaaaatggc 1500 

tacacactgg %tatpk6t$9: gaagaag^tc acgaagatcc cattgaatgg cttgggctgc 1560 

agacatttcc agtcctgc'agr;tca^ cctttgttca gtgtggctgg 1620 

tgccacgaca aatgtgt^cg. atcg^ag^aa tgcctgagcg ggacatggac tcaacagatc 1680 

tgtctgcctg ; caalt;ctac^ cccttgaagg agggacaagg 1740 

ctgaccatat ■^tggctgcfga cttfcggatfct: cggaggaata ataaatttga tttaaagaaa 1800 

actagagttc/tccttggaaa- tgagajgctgc accttgactt taagtgagag cacgatgaat 1860 

acattgaaat gcafcagttgg tcctgccatg aataagcatt tcaatatgtc cataattatt 1920 

tcaaatgg'cc acggjgac^aic:-' acaa^cagt acat'tctcct atgfcggatcc tgtaataaca 1980 

agtatttcgc . cgaaata^gg-- tcciatg'gcfc- ggtsfgcactt tacttacttt aactggaaat 2040 

tacctaaaca g.tgggakt'tc' fcagacacat;£ . tcaat tggtg . gaaaaacatg tac tttaaaa 2100 

agtgtgtcaa .acagtattct* fcgaatgttaf acaccagccc aaaccatttc aactgagttt 2160 

gctgttaaat tgaaaattga. cttagccaac cgagagacaa gcatcttcag ttaccgtgaa 2220 

. gatccca'ttg tctat^a'at :tcatccaac'c aaatctttta ttagtacttg gtggaaagaa 2280 

cctctcaaca .ttgWa^ttt^t'cfcattttgc tttgccagtg gtgggagcac aataacaggt 2340 

gttgggaaaa, acctgaa^ts? .agttagtgtc ccgagaatgg tcafcaaatgfc gcatgaagca 2400 

•ggaaggaact ttackgtggcj atgtcaadafc cgctctaatt cagagataat ctgttgtacc 2460 

. acfcccttccc':.tgca^^^ ctqcgcctga aaaccaaagc ctttttcatg 2520 

ttagatggga/fcccl^ tacataatcc tgtgtttaag ' 2580 

•' ccttttgaaa;.agc^gtgat"-'gatct^ atgtactgga aattaaggga 2640 

aatgatattg.'acfcc.tga^^ gaagtigttaa aagttggaaa taagagctgt 2700 
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gagaatatac acttacattc tgaagccgtt 
ttgaacagcg agctaaatat agagtggaag. 
gtaatagttc aaccagatca gaatttcaca 
acagcactgt tattactact tgggttfcttc 
gatctgggca gtgaattagt tcgctacgat 
cttgtaagtg cccga.a<£tgt: . aagccqaact 
taccgagcta ■ cttttccaga ' aga'tcagttt- 
caagtgcagt atc'ctctijac ..agacatgjicc 
tccagtcca't- tactgcaaka . tacfcgtpcac 
gtccaggcag - fcgcagcatgt agtgattggg 
gtcataggaa.' gagggcattt^ fcggttgtgta 
aagaaaattc actgtgctgt gaaatccttg 
caatttctga ccga'gggaat; catcatgaaa 
ctgggaatct .gcctgcgaag. tgaagggtct 
ggaga tctt c gaaafc t tdafc. - tcgaaatgag 
ggttgctgat .tttggtcttg* ecaga'gacat 
caaaacaggt gpaaagctgc. cagtgaagtg 
. gtttaccac'c aa^cagatg-:tgtggtcctt- 
aggagcccca ccttattctg* acgtaaacac 
gagaagactc ctaaaacccg .aatactgccc 
ctggcaccct aaagccgaaa tgCgcccatc 
gatcttctct" .^actttcat-tg" gggagcacjta. 
aaaatgtgtc gqtccgtatc,' ctfcctctgtt. 
ggacacaoga .ccageqtc.ct • tctgggagac 



<210> 293 ..- V. v ?-- ■ - ' «. ? "*'- 

<2ii> 201*9 v.* :'»;; : ^"; :: . A" 

<212> DNA *; '.'•'VV-.y 

<213> Artif icial., gequenc^' . ;/ 
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tta^tgcacgg 
caagcaattt 
ggattgattg 
ctgtggctga 
gcaagagtac 
acagaaatgg 
cctaattcat 
cccatcctaa 
attgacctca 
cccagtagcc 
tatcatggga 
aacagaatca 
gattttagtc 
ccgctggtgg 
actcatgctg 
gtatgataaa 
gatggctttg 
tggcgtcgtc 
ctttgatata 
agacccctta 
cttttctgaa 
tgtccatgtg 
gtcatcagaa" 
at catag . 



tccccaatga 
cttcaaccgt 
ctggtgttgt 
aaaagagaaa 
acactcctca 
tttcaaatga 
ctcagaacgg 
ctagtgggga 
gtgctctaaa 
tgattgtgca 
ctttgttgga 
ctgacatagg 
atcccaatgt 
tcctaccata 
gatgaaaaat 
gaatactata 
gaaagtctgc 
ctctgggagc 
actgtttact 
tatgaagtaa 
ctggtgtccc 
aacgctactt 
gataacgctg 



cctgctgaaa 
ccttggaaaa 
ctcaatatca 
gcaaattaaa 
tttggatagg 
atctgtagac 
ttcatgccga 
ctctgatata 
tccagagctg 
tttcaatgaa 
caatgatggc 
agaagtttcc 
cctctcgctc 
catgaaacat 
tcacagtcaa 
gtgtacacaa 
aaactcaaaa 
tgatgacaag 
tgttgcaagg 
tgctaaaatg 
ggatatcagc 
atgtgaacgt 
atgatgaggt 



<220> 

<223> A' novel-.'predicted ■.alternative spliced variant 

■ <400> 293 • J\ 'r- **■ * '■ . 

atggccctgc tcfctggtctc^ tfctgctggca ttpjc^gagct . tgggctcagg 

cggatctgi^c a'ct^ptcitaa ; "cagg^ttttt ctctgccaag agagcaaggt 
ccttctgacc Jzccipgaggaa; tgccattgaa ctgaggtttg tcctcaccaa 
atccaaaaag gtgcattfctc -aggafcttgg'g, gaccfcggaga aaatagagat 
gatgtcttgg aggtgataga" ggcagatgtg ttctccaacc ttcccaaatt 
agaattgaaa aggqciacai cct^ctctac atcacc.c'ctg aggccttcca 

■ aaccttcaat atqt^t;a^t^.at'ccaacaca ggtattaagc accfctccaga 
attcattctq -^ccaaa^r^ ; tttacttgac: attcaagata acataaacat 
gaaagaaatt; o^€^^q^! spKS^^-^ gaaagtgtga' ttctgaatct 
aataatttag 'aagaafctgcc' taatgatgtt ttccacggag cctc tggacc 



atgtcatcat 

gacagagatt 

gcttcgagtc 

ctctcagaat 

acatgaaatt 

gaaccttccc 

tgttcacaag- 

ccacacaatt 

aagcgataat 

agtcattcta 



PCT/1L2005/000107 

2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3960 
4020 
4080 
4117" 



(SO 
120 
180 
240 
300 
360 
420 
480 
540 
600 
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gatatttcaa gaacaaggat ccattccctg cctagctatg gcttagaaaa tcttaagaag 660 

ctgagggcca ggfccgactta caacttaaaa aagctgccta ctctggaaaa gcttgtcgcc 720 

ctcatggaag . ccagcctcac ctafccccagc . cattgctgtg cctttgcaaa ctggagacgg 780 

caaatctctg agcttcatcc .aafcttgcaac aaafcctattfc taaggcaaga agttgattat 840 

atgactcagg ctaggggtca gagatcctct ctggcagaag acaatgagtc cagctacagc 900 

agaggatttg acatgacgta cactgagttt gactatgact tatgcaatga agtggttgac 960 

gtgacctgct ccccjtaagcd. agat'gcatta aacccatgtg aagatatcat ggggtacaac 102 0 

atcctcagag tcctgatatg* gtfctatcagc atcctggcca tcactgggaa catcatagtg 1080 

ctagtgatcc taactaccag ..ccaatataaa ctcacagtcc ccaggttcct tatgtgcaac 1140 

ctggccttt'g .ctgafcctcfeg . catifcggaatc tacctgctgc tcattgcatc agttgatatc 1200 

cataccaaga: gccaatatc'a caactatgcc; attgactggc aaactggggc aggctgtgat 1260 

gctgctggct £tt't'cac:t£fc. ctttgccagt gagictgtcag tctacactct gacagctatc 1320 

accttggaaa gatggcatac" catcacgcat gccajfcgcagc tggactgcaa ggtgcagctc 1380 

cgccatgctg ccagtgtcat -ggtgatgggc tggatttttg cttttgcagc tgccctcttt 1440 

cccatctttg.gcatcagcag; ctacatgaag gtgagcatct gcctgcccat ggatattgac 1500 

agccctttgt cacagctgta tgtcatgtcc ctccttgtgc tcaatgtcct ggcctttgtg 1560 

gtcatctgtg gctgctatat 1 cca'catctac ctcacagtgc ggaaccccaa catcgtgtcc 1620 

tcctctagtg acaccaggat; cgccaagcgc. atggccatgc tcatcttcac tgacttcctc 1680 

tgcatggcac ccatttcttfc ctttgccatt tctgcctccc tcaaggtgcc cctcatcact 174 0 

gtgtccaaag caaagattct gctggttctg tttcacccca tcaactcctg tgccaacccc 1800 

ttcctctatg ccatctttae caaaaacttt cgcagagatt tcttcattct gctgagcaag 1860 

tgtggctgct atgaaat'gca - agcccaaatt tataggacag . aaacttcatc cactgtccac 1920 

aacacccatc aaaggaatgg' cpactgctpt" tcagctccca gagtcaccag tggttccact 1980 

tacatacttg. tccct^feaag/.tcatttagcc caaaactaa ■ 2019 

<210> 294 . , ' 

<2ii> 2di3 V; . . :-■ - "\ 

•<212> DNA- - : . 

<2 13 > Artif lcial* sequence \ 

<220> -./' . : .. ' • • • /. 

<223> & "noyel*. predicted, alternative spliced variant 

<4oo> 294 '• , '•. .; '-•!.'. " v *-."'■■ 

atggccctgc tpctggtctc:- .tttgctggca ttcctgagct tgggctcagg atgtcatcat 60 

cggatctgtc actgctctaa cagggtbtt^'ctctgccaag agagcaaggt gacagagatt 120 

• ccttctgacc .tccc^a^gaa' tgccaLttgaa' ctgaggtttg tcctcaccaa gcttcgagtc 180 

atccaaaaag gtgcattfctc agjgatttggg gacctggaga aaatagagat ctctcagaat 240 

gatgtcttgg ag^gatagaVggcagatgtig ttctccaacc ttcccaaatt acatgaaatt 300 

agaattgaaa .aggccaacaa "cctgctctac atcacccctg aggccttcca gaaccttccc 360 

aaccttcaat ' atctgttaat atccaacaca ggtattaagc accttccaga tgttcacaag 420 

. attcattctc tccaaaag^rtttactt^c attcaagata • acataaacat ccacacaatt 480 

- gaaagaaatt ctttcgtgg^^^ gaaagtgtga ttctatggct gaataagaat 540 
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gggattcaag .aaatacacaa ctgtgca'ttc aatggaaccc aactagatgc agtagatatt 600 

tcaagaacaa ggatccattc cctg : cctagc tatggcttag aaaatcttaa gaagctgagg 660 

gccaggtcga cttacaactt aaaaaagct.g. cctactctgg aaaagcttgt cgccctcatg 720 

gaagccagcc tcacctatcc cagccattgc tgtgcctttg caaactggag acggcaaatc 780 

tctgagcttc atccaatttg caacaaatct attttaaggc aagaagttga ttatatgact 840 

caggctaggg gtcagagatc ctctctggca gaagacaatg agtccagcta cagcagagga 900 

tttgacatga cgtacactga gtttgactat gacttatgca atgaagtggt tgacgtgacc 960 

tgctccccta agccagratgc attcaaccca tgfcgaagata tcatggggta caacatcctc 1020 

agagtc'ctga tatggtttat cagcatcctg gccatcactg ggaacatcat agtgctagtg 1080 

atcctaacta 'ccagccaata.taaaetcapa gtccccaggt tccttatgtg caacctggcc 1140 

tttgctgatc tctgcattgg • aatctacctg ctgctcattg catcagttga tatccatacc 1200 

aagagccaat :a1;cacaacta tgccattgac tggcaaactg gggcaggctg tgatgctgct .1260 

ggctttttca ctgtcttt£rc cagtgagctg tcagtctaca ctctgacagc tatcaccttg 1320 

gaaagatggc ataccatcac. gcatgccatg cagctggact gcaaggtgca gctccgccat 13 80 

gctgccagtg tcatggtgat gggctgg.att tttgcttttg cagctgccct ctttcccatc 1440 

ttfcggcatca gcagctacat" gaag^ftgagc _atctg;cctgc ccatggatat tgacagccct 1500 

ttgtcacagc tgtatgtcat gtccc'tcctt. . gtgctcaatg tcctggcctt tgtggtcatc 1560 

tgtggctgct atatccacat ctacctcaca gtgcggaacc ccaacatcgt gtcctcctct 1620 

agtgacacca ggatcgccaa' gcgcatggcc' atgctcatct tcactgactt cctctgcatg 1680 

gcacccattt ctttctttgc catttctgcc tccctcaagg tgcccctcat cactgtgtcc 1740, 

aaagcaaaga ttctgctggt- tctgtttcac cccatpaact cctgtgccaa ccccttcctc 1800 

tatgccatct ttaccaaaaa ctttcgcaga gatttettca ttctgctgag caagtgtggc 1860 

tgctatgaaa tgcaagccca aatttatagg acagaaactt catccactgt ccacaacacc 1920 
catccaagga atggccactgr . ctcttcagct cccagagtca ccagtggttc cacttacata . 1980 

cttgtccctc taagtcatttr -agpccaaaac taa 2013 

<210> 295. V " ■' . 
<211> .2200.' • • 

<212> DNA - ■ ■ • . 

<213> Artificial, s^quencfe" . 

<220>' . /•'* ' ■; ". - * "■ 

<223> A novel: "predicted, alternative spliced variant 
<400>- 295 • • 

atggccctgc .tcctggijctc- tttgctggca -ttcctgagct tgggctcagg atgtcatcat 60 

cggatctgtc actgctctaa 'cagggttttt ctctgccaag agagcaaggt gacagagatt 120 

ccttctgacc tcccgaggaa .tgccattgaa ctgaggtt'tg tcctcaccaa gcttcgagtc 180 

atccaaaaag gtgcatttcc aggatttggg gacctggaga aaatagagat ctctcagaat 240 

gatgtcttgg aggtgataga ggcagatgtg ttctccaacc ttcccaaatt acatgaaatt 3 00. 

' agaattgaaa aggcpaacaa^cct^ctctac- atcacccctg aggccttc.ca gaaccttccc 
aaccttcaat atctgfctaat. atccaacaca ggtattaagc accttccaga tgttcacaag 
attcattctc tccaaaaggt -tttacttgac attcaagata acataaacat ccacacaatt 

* gaaagaaatt ctttcgtiggg gctga^cttt. gaaagtgtga ' ttctatggct gaataagaat 540 



360 
420 
480 
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gggattcaag aaatacacaa ctgtgcattc aatggaaccc 
agccctgact attcttcaag . gccatttaaa -gggaaatggc 
tgtggctttg .tgttttcctt qttctttcct. caaccccatc 
taataattta gaagaattgc ctaatgatgt tttccacgga 
agatatttca agaacaagga tccattccct gcctagctat 
gctgagggcc aggtcgactt acaacttaaa aaagctgcct 
cctcatggaa gccagcctca cctatcccag ccattgctgt 
gcaaatctct gagcttcafcc caatttgcaa caaatetatt 
tatgactcag gctaggggtc agagatcctc tctggcagaa 
cagaggattt gacatgacgt acactgagtt tgactatgac 
cgtgacctgc ticccctaagc cag^.tgcatt caacccatgt 
catcctcaga ^cdtgatati ggtttatc^g catcctggcc 
gctagtgatc ctaactacca gccaatataa actcacagtc 
cctggccttt gctgatotct gcattggaat ctacctgctg 
ccataccaag .agccaatatc acaadbatgc cattgactgg 
tgctgctggc ttfcfctcactg tctttgccag tgagctgtca 
caccttggaa .agatggcata ccatcacgca tgccatgcag 
ccgccatgct gccagtgtca tggtgatggg • ctggattttt 
tcccatcttt ggcatcagca ■ gctacatgaa ggtgagcatc 
cagccctttg tcacagctgt atgtcatgtc cctccttgtg 
ggtcatctgt ggctgctata tccacatcta cctcacagtg 
ctcctctagt gacaccagga tcgccaagcfcr catggccatg 
ctgcatggca cccatttctt ' tctttgccat ttctgcctcc 
tgtgtccaaa gcaaag?ittc tgctggtkct gtttcacccc 
cttcctctat gccatc tfcfca . ccaaaaactt tcgcagagat 
gtgtggctgg tatgaaatgc. aa^cccaaat- ttataggaca 
. caacacccaf ccaag^aatg . gcgactg'atc ttcagctccc 
ttacatac t t . gtccc tcjtaa" : gtcatttagc ccaaaactaa 



aactagatgc 
tcttacaaca 
cccaggaatc 
gcctctggac 
ggcttagaaa 
actctggaaa 
^cctttgcaa 
ttaaggcaag 
gacaatgagt 
ttatgcaatg 
gaagatatca 
atcactggga 
cccaggttcc 
ctcattgcat 
caaactgggg 
gtctacactc 
ctggactgca 
gcttttgcag 
tgcctgccca 
ctcaatgtcc 
cggaacccca 
ctcatctfcca 
ctcaaggtgc 
atcaactcct 
ttcttcattc 
gaaacttcat 
agagtcacca 



agctgtaagt 
gcaatattta 
taagcgataa 
cagtcattct 
atcttaagaa 
agcttgtcgc 
actggagacg 
aagttgatta 
ccagctacag 
aagtggttga 
tggggtacaa 
acatcatagt 
ttatgtgcaa 
cagttgatat 
caggctgtga 
tgacagctat 
aggtgcagct 
ctgccctctt 
tggatattga 
tggcctttgt 
acatcgtgtc 
ctgacttcct 
ccctcatcac 
gtgccaaccc 
tgctgagcaa 
ccactgtcca 
gtggttccac 



600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2200 



<210> 296' -- * '„ - 

<211> 2189'. . . 

<212> DNA- . ' , ' . . • " " ;*•■■ 

<213> Artificials sequence: 

<220> " • ; ■ V \V 

<223> A novel* predicted alternative - spliced variant 

<4oo> 296 •. . • •* . 

atggccctgc tcctggtctq 'fcttgctggba ttcctgagct tgggctcagg 
cggatctgtc act'gctctaa cagggtt'fctt ctctgccaag agagcaaggt 
ccttctgacc tccjc^gg^ayfcgc'^ttgaa ctgaggtttg tcctcaccaa 
atccaaaaag gtgcattttc aggatttggg gacctggaga aaatagagat 
gatgtcttgg aggtgataga. ggcagatgtg ttctccaacc ttcccaaatt 



atgtcatcat 
gacagagatt 
gcttcgagtc 
ctctcagaat 
acatgaaatt 



60 
120 
180 
240 
300 
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agaattgaaa 
aaccttcaat 
attcattctc 
gaaagaaatt 
gggattcaag 
gcgataataa 
tcattctgaa 
catctggcca 
gaacaaggat 
ggtcgactta 
ccagcctcac 
agcttcatcc 
ctaggggtca 
acatgacgtai 
cccctaagcc 
' tcctgatatg 
taactaccag 
ctgatctctg 
^ccaatatca 
ttttcactgt 
gatggcatac . 
ccagtgtcat 
gcatcagcag 
cacagctgta 
gctgctatat 
acaccaggat 
ccatttcttt 
caaagattct 
ccatctttac 
atgaaatgca 
caaggaatgg 
tccctctaa'g 



aggccaacaa- 
atctgttaat- 
tccaaaaggfc 
ctttcgtggg 
aaatacacaa 
taatttagaa 
cagaaggacc 
aggtgtgttg 
ccattccctg 
caacttaaaa 
ctatcccagc 
aatttgca&c 
gagatcctct: 
cactjgagttt 
.agat0ca;ttc' 
gtttatcagc 
■ ccaatataaa 
cattggaatc 
caactatgcc t 
ctttgccagt . 
catcacgcat' 
ggtgatgggc 
ctacatgaag; 
tgtcatgtcc 
ccacatctac 
cgccaa'gcgc. 
ct.ttgccatt; 
•gctggttctg 
caaaaacttt 
agco.qaaa(tt* 
.ccactgotct 
tcatttagcc 



cctgctctac 
at'ccaacaca 
tttacttgac 
gctgagcttt 
ctgtgcattc 
gaattgccta 
aggactccta 
gaggaaccgg 
, cctagctatg 
aagctgccfca 
cattgctgtg 
aaatctattt 
ctggcagaag 
gactatgsipfc 
aacccat^tg 
atcctggcca 
ctcacagtcc 
tacctgctigc 
attgactggc 
gagctgtaag " 
gccatgcagc 
tggatttttg 
gtgagcatct 
ctccttgtgc 
ctcacagtgc 
atggccatgc. 
tct&pctccc 
■ ttteacccca 
cgdagagatt 
tataggacag 
•tcagctccca 
caaaaetaa: : 



atcacccctg 
ggtattaagc 
attc'aagata 
•gaaagtgtga 
aatggaaccc 
atgatgttfct 
cagaaccaaa 
agtctctctc 
get tagaaaa 
ctctggaaaa 
ectttgeaaa 
taaggcaaga 
acaatgagtc 
tatgeaatga 
aagatatcat 
tcactgggaa 
ccaggttcct 
fccatfcgcatc 
"aaactggggc 
tctacactct 
tggactgcaa 
ctfcttgcagc 
gcctgcccat 
tcaatgtcct 
ggaaccccaa 
tcatcttcac 
teaaggtgee 
tcaactcctg 
tcttcattct 
aaacttcatc 
gagtoaccag 



aggccttcca 
accttccaga 
acataaacat 
ttctatggct 
aactagatgc 
ccacggagcc 
tgtcctatta 
ctcatccata 
tcttaagaag 
gcttgtcgcc 
c tggagaegg 
agttgattat 
cagctacagc 
agtggttgac 
ggggtacaac 
catcatagtg 
tatgtgcaac 
agttgatatc 
aggctgtgat 
gacagctatc 
ggtgcagctc 
tgccctcttt 
ggatattgac 
ggcctttgtg 
catcgtgtcc 
tgacttcctc 
cctcatcact 
tgccaacccc 
gctgagcaag 
cactgtccac 
tggttccact 



gaaccttccc 

tgttcacaag 

ccacacaatt 

gaataagaat 

aggaatctaa 

tctggaccag 

gecaaatate 

gatatttcaa 

ctgagggeca 

ctcatggaag 

caaatctctg 

atgactcagg 

agaggatttg 

gtgacctget 

atcctcagag 

ctagtgatcc 

ctggcctttg 

cataccaaga 

.getgetgget 

accttggaaa 

cgccatgctg 

cccatctttg 

agecctttgt 

gtcatctgtg 

tcctctagtg 

tgcatggcac 

gtgtccaaag . 

ttcctctatg 

tgtggctgct 

aacacccatc 

tacatacttg 



PCT/1L2005/000107 

360 

420 

480 

540 

600 

660 

720 

780- 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2189 



<210> 297. :-' .V 

<211> 2028 ."* :'. •.**■. '■.".''.." * : .... 

<212> DMA • i" • • 

<213> Artificial; -sequence 

«c220> / .. . . .. - t " ..' 

< 2 23 > A ; hovel"; predicted 'alternative spliced variant 
<400> 297" , 

atgaagcagc; ggttctcg'gc- 'gctgcagctig ctgaagctgc tgetgetget gcagccgccg 
ctgccacgag cgctgcgcga • ggcgctctgc cctgagccct • geaactgegt gcccgacggc 



60 
120 
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gccctgcgct 
tccctggaaa 
atccagaaca 
ttaaaatact 
ttctcctctg 
ccaggaaatg 
ggatttgaag 
aaggaaaacg 
aaaaccttgg 
attcagaggc 
tttgtcaatc 
ttgccaacaa 
gaaagcacag 
gaactgagtg 
cctgaaccag 
ctgatttggc 
ctgacaagtc 
gacttttgca 
cagtactata 
ttcactgtat 
tggcacacca 
ctgattatgc 
gtcagcaatfc 
caagtctata 
tgctacatta 
acaaagattg 
atctcttttt 
aaagttttac 
atattcacta 
aaacgtcggg 
aatggct'tca 
tgtcaaggta 



gccccggcc.c 
ggatagaagc 
ccaaaaatct 
tgagcatctg 
aatcaaattt 
cttttcaagg 
aagtacaaag 
tacatctgga 
atatttcttc 
taattgpcac 
tcctggaggc 
aagaadagaa 
taagga^agt; 
gct#gg^cta 
atgctfcttaa'. 
tgattaatat 
gttacaaact 

"tgg"gffctcta;. 

.accatgccat 
tcgeaagtga 
tcacctatgc 
ttggaggatg 
acatgaaggt 
fcattaaccat 

aaatttattt- 

. ■ . ' V ■■' 

ctaagaaaa.t. 
ttgccatctc 
tggbt^t'fetfc:'. 
agacattcca 
ctgaacttta- 
- .ctggatcaaa 
..cagctdtcct 



cacggccggt 
■taatgccttt 
gagatacatt 
taacacaggc 
cattctggaa 
. gatgaataat 
Hcatgcaitc 
gaagatgcac 
caccaaafctg 
gtcatcctat 
cacgttgact. 
tttttcacat 
gagtaacaaa- 
tgaatatgr^ft" 
tccctgtgaa 
tctagccatb 
tacagtgcct 
tctgctgctc 
agactggcag 
actttctgtc 
tattcacctg ' 
gctcttttct. 
cagtatttgc 
:cctgattctc 
tgcagttcga 
ggcaatcctc 
agctgccttc 
ttatccc^tic* 
aagagatttc 
tagaaggaaa 
taagcctfcct 
agacaa^ac.t 



ctcactcgac 
gacaacctcc 
gagcccggag 
atcagaaagt 
atttgtgata 
gaatctgtaa 
aatgggacga 
aatggagcct 
caggccctgc 
tctctaaaaa 
taccccagcc 
tccatttctg 
acactttatt 
ttctgcttac 
gaca.tta.tgg 
atgggaaaca 
cgttttctca 
atagcctcag 
acagggagtg 
tacaccctca 
' gaccaaaagc 
tctctaattg 
ttccccatgg 
.aatgtggtgg 
aacccagaat. 
atcttCaccg 
aaagtacctc 
aattcttgtg 
tttcttttgc 
gatttttcag 
caatccacct 
cgctacacag 



ttgaaatctc 
tcaatttgtc 
catttataaa 
ttccagatgt 
acttacacat 
cactcaaact 
cactgacttc 
tccgtggggc 
cgagctatgg 
aattgccatc 
actgctgtgc 
aaaacttttc 
cttccatgct 
ccaagacacc 
gctatgactt 
tgactgttct 
tgtgcaatct 
ttgattccca 
ggtgcagcac 
ccgtcatcac 
tgcgattaag 
ctatgttgcc 
atgtggaaac 
ccttcttcat 
. taatggctac 
atttcacctg 
ttatcacagt 
ccaatccatt 
tgagcaaatt 
cttacacctc 
tgaagttgtc 
agtgttaa 



tcagattgat 
tgaaatactg 
tcttcccgga 
tacgaaggtc 
aaccaccata 
atatggaaat 
actggagcta 
cacagggccg 
cctagagtcc 
aagagaaaca 
ttttagaaac 
caaacaatgt 
tgctgagagt 
ccgatgtgct 
ccttagggtc 
ttttgttctc 
ctcctttgca 
aaccaagggc 
tgctggcttt 
tctagaaaga 
acatgccatt 
ccttgtcggt 
cactctctca 
aatttgtgct 
caataaagat 
catggcacct 
aaccaactct 
• tctgtatgca 
tggctgctgt 
caactgcaaa 
cacattgcac 



X80 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
114 0 
1200 
1260 
1320 
1380 
1440 
1S00 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2028 



<210> 298 - • , •" m • 

. <2ii> 2625-. • . \V . 

<2i2> dna;. ...Vv-r 

<213> Artificial/^ sequence 
<220> 



<223> A novel; pre^c ted alternative; spliced variant 
<400> 298 »;-v. ' " ' ' . •.•* -' : . ' 

atgaagcagc ggt'tctcggc gctgcagctg' ctgaagctgc tgctgctgct gcagccgccg. 



60 
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ctgccacgag cgctgccrcga'ggcgctctgc cctgagccct gcaactgcgt gcccgacggc 


120 


gccctgcgct ' gcccccfgccc- cabggccggt ctcactcgac tatcacttgc ctacctccqt 


180 


gtcaaagtga tcccatctca "agc.tttcaga ggacttaatg aggtcataaa aatactgatc 


240 


cagaacaccai aaaatctgag atacattgag cccggagcat ttataaatct tcccggatta 


300 


aaatacttga gcatctgtaa- cacaggcatc agaaagtttc cagatgttac gaaggtcfctc 


360 


tcctctgaat caaatttcafc tctggaaatt tgt'gataact tacacataac caccatacca 


420 


. ggaaatgctt ^ 'ttcaagg^at - gaataatgka • tctgtaacac t.caaactata tggaaatgga 


480 


tttgaagaag tacaaagfcca i;gcattcaat- ' gggacgacac tgacttcact ggagctaaag 


540 


gaaaacgta'c atctggagaa gatgcacaat ggagccttcc gtggggccac agggccgaaa 


600 


accttggata ttfccttccac caaatfcgcag gccctgccga gctatggcct agagtccatt 


660 


cagaggctaa. ttgecacgtc .atcctattct ctaaaaaaat tgccatcaag agaaacattt 


720 


gtcaatctcc tggaggccac . gttgacttac cccagccact . gctgtgcttt tagaaacttg 


780 


ccaacaaaag aacagaafctt- fetcacattcc atttctgaaa acttttccaa acaatgtgaa 


640 


agcacagtaa g^aagtgag" taax^aaaca ctttattctt ccatgcttgc tgagagtgaa 


900 


ctgagtggct gggactafc^a-. aLtatggtttc tgcttaccca agacaccccg atgtgctcct 


960 


gaaccagatg 7cttfctai=itcc' ctgfegaagac attatgggct atgacttcct tagggtcctg 


1020 


atttggctga ttaatatttJt;. agcc4'tcatg ggaaacatga ctgttctttt tgttctcctg 


1080 


acaagtcgtt Jacaaacttac agtgcctcgt tttctcatgt gcaatctctc ctttgcagac 


1140 


ttttgcatgg sgct£tatc£ .gctgcjt.cata gcctcagttg attcccaaac caagggccag 


1200 


tactataacc . atgccataga . ctggc'agaca. . gggagtgggt gcagcactgc tggctttttc 


1260 


actgtattcg caagrtgaact ttctgtctac accctcaccg tcatcactct agaaagatgg 


1320 


cacaccatca cctetgctat . tcacctggac caaaagctgc gattaagaca tgccattctg 


1380 


attatgcttg gaggatggct • cttttct'tct" cta^ttgcta tgttgcccct tgtcggtgtc 


1440 


agcaattaca . tgaaggtcag fcatttgcttc cccatggatg tggaaaccac tctctcacaa 


1500 


gtctatatat taaecatcct gattctcaafc gtggtggcct tcttcataat ttgtgcttgc 


1560 


tacattaaaa. tt'tafcttigcV ag'ttcgaaac ccagaattaa tggctaccaa taaagataca 


1620 


aagattgcta agaa^atggc -aatcctcatc ttcaccgatt . tcacctgcat ggcaccfcatc 


1680 


tctttttttg ccatct'cagc tgccttcaaaj gtacctctta tcacagtaac caactctaaa 


1740 


gttttactgg ttctt^t^ta; tccpatcaat tcttgtgcca atccatttct gtatgeaata 


1800 


• ttcactaaga cabtcq^^g^.ag^t^tdttt' ettttgetga gcaaatttgg ctgctgtaaa . 


1860 


' cgtcgggctg aacjttt. atkef- aaggaaagat ttt.tcagctt acacctccaa ctgcaaaaat 


1920 


ggcttcactg gatcaaataa- gcqttctcaa tccaccttga agttgtccac attgeactgt' 


1980 


caaggtacag • ctctcctaga * caagactcjgc tacacagagt gttaa 


202S 
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' <220> " * •. . ■ • *V' "«' 
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ctgccacgag cgctgcgcga ggcgctctgc cctgagccct gcaactgcgt gcccgacggc 


120 


gccctgcgct gcqccggccc cacggccgirt ctcactcgac tatcacfctgc ctacctccct 


180 


gtcaaagtga tcccatctca. agctttcaga ggacttaatg aggtcataaa aattgaaatc 


240 


tctcagattg afctccctgga aaggatagaa gctaatgcct ttgacaacct cctcaatttg 


300 


tctgaaatac tgatccagaa caccaaaaat ctgagataca ttgagcccgg agcatttata 


360 


aatcttcccg gattaaaata cttggaaatt . tgtgataact tacacataac caccata'cca 


420 


ggaaatgctt ttcaagggat gaataatgaa tctgtaacac tcaaactata tggaaatgga 


480 


tttgaagaag tacaaagtca . tgeattcaat gggacgacac tgacttcact ggagctaaag 


540 


gaaaacgtac atctggagaa gatgcacaat* ' ggagccttcc gtggggccac agggccgaaa 


600 


' accttggata tttctfcccac caaattgcag gcqctgccga gcfcatggcct agagtccatt 


660 


cagaggctaa ttgccacgtc atcctatfcct ctaaaaaaat tgccatcaag agaaacattt 


720 


gtcaatctcc tggaggccrac" gttgaqttac cccagccact gctgtgcttt tagaaaettg 


780 


ccaacaaaag aacagaattt ttcacattcc atttctgaaa- acttttccaa acaatgtgaa 


840 


agcacagtaa ggaaagtgag' taacaaaaca ctttattctt ccatgcttgc tgagagtgaa 


900 


ctgagtggct gggactatga atatggtttc tgcttaccca agacaccccg atgtgctcct 


960 


gaaccagatg cttttaatcc ctgtgaagac attatgggct atgacttcct tagggtcctg 


1020 


atttggctga ttaatattct agccatcatg ggaaacatga ctgttctttt tgttctcctg 


1080 


acaagtcgtt acaaacttac agi^cctcgt tttctcatgt gcaatctctc ctttgcagac 


1140 


ttttgcatgg ggcfectatct gctgctcalta gcctcagttg attcccaaac caagggccag. 


1200 


. tactataacc atgccataga ctggcagaca gggagtgggt gcagcactgc tggctttttc 


1260 


actgtattcg caagtgaact ttctgtctac accctcaccg tcatcactct agaaagatgg 


1320 


cacaccatca cctatgctat tcacctggac caaaagctgc gattaagaca tgccattctg 


1380 


attatgcttg gaggatggct . cttttcttcfc ctaattgcta tgfctgcccct tgtcggtgtc 


1440 


agcaattaca tgaaggtcag. tatttgcttc cccatggatg tggaaaccac tctctcacaa 


1500 


gtcfcatatat taaqca.tcctj.SRttctcaat gtggtggcct tcttcataat ttgtgcttgc 


1560 


tacattaaaa tttattttgc :. agttcgaaac ccagaattaa tggctaccaa taaagataca 


1620 


aagattgcta. agaaaal;^ci^aatcctcatc ttcaccgatt tcacctgcat ggcacctatc 


1680 


tctttttttg ccatctckg^; tgc'cttcaaa gtacctctta tcacagtaac caactctaaa 


1740 


gttttactgg ttqtttttta t.cccatcaaf tcttgfcgcca atccatttct gtatgcaata 


1800 


ttcactaaga. cattccVaacr aga'tttcttt- cttttgctga gcaaatttgg ctgctgtaaa 


1860 


cgtcgggctg. aacettata^r -"'aagcfaaagat ttttcagctt acacctccaa ' ctgcaaaaat ■ 


1920 


ggcttcactg ^tcaaataa gccEtctqaa tccaccttga agttgtccac attgcactgt 


1980 


caaggtacag ctctlccjba'ga-.caagactcgc ta.cacagagt. gttaa 


2025 
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<220> ■ A.,":: '»: • "V!V % *. : '■ .. .' 

<223> A " novel « predicted ^alternative . spliced variant 
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atgaagcagc ggttctcggc gctgcagctg ctgaagctgc tgctgctgct gcagccgccg 


60 


ctgccacgag cgctgcgcga: ggcgctctgq cctgagccct gcaactgcgt gcccgacggc 


120 


gccctgcgct gccccggccc. cacggccggt ctcactcgac tatcacttgc ctacctccct 


180 


gtcaaagtga tcc.catc^fca agctttcaga ggacttaatg aggtcataaa aattgaaatc 


240 


tctcagattg attccct^ga aaggatagaa gctaatgcct ttgacaacct cctcaatttg 


300 


tctgaaatac .tgatccagaa caccaaaaat ctgagataca ttgagcccgg agcatttata. 


360 


aatcttcccg.gattaaaata cttgaigcatc tgtaacacag gcatcagaaa gtttccagat 


420 


gttacgaagg tcttctcctc tgaateaaat ttcattctca aactatatgg aaatggattt 


480 


gaagaagtac aaagtcatgc attcaatggg acgacactga cttcactgga gctaaaggaa 


540 


aacgtacatc tggagaagat . gcacaatgga gccttccgtg gggccacagg gccgaaaacc 


600 


ttggatattt ctt'ccaccaa attgcaggcc ctgccgagct atggcctaga gtccattcag 


660 


aggctaattg ccacgtcatb ctattctqta aaaaaattgc catcaagaga aacatttgtc 


720 


aatctcctgg aggccacgtt . gacttacqcc agccactgct gtgcttttag aaacttgcca. 


780 


acaaaagaa'c. agaatttttc" acattccatt tctgaaaact tttccaaaca atgtgaaagc 


840 


acagtaagga aagtgagtaa caaaacactt tattcttcca tgcttgctga gagtgaactg 


900 


agtggctggg actatgaata. tggtttctgc ttacccaaga caccccgatg tgctcctgaa 


960 


ccagatgctfc ttaa : tccctg : tgaagacatt atgggctatg acttccttag ggtcctgatt 


1020 


tggctgatta atattctagc' catcatggga aacatgactg ttctttttgt tctcctgaca 


1080 


agtcgttaca aacttacagt gcctcgtttt ctcatgtgca atctctcctt tgcagacttt 


1140 


tgcatggggc tctatctgct gctcatagcc tcagttgatt. cccaaaccaa gggccagtac 


1200 


tataaccatg ccatagaatg gcajjacaggg agtggcftgca gcactgctgg ctttttcact 


1260 


gtattcgcaa .gtgaacttfcc tgtctacacc ctcaccgtca tcactctaga aagatggcac 


1320 


accatcacct atgctatt.ca cctggaccaa : aagctgcgat fcaagacatgc cattctgatt 


1380 


atgcttggag gatggctctt ttcttctcta attgctatgt tgccccttgt cggtgtcagc 


1440 


aattacatga aggtcagtat ; ttgc.ttc.cec atggatgtgg aaaccactct ctcacaagtc 


1500 


tatatattaa'ccatcdtgat*tctcaatgtg gtggccttct tcataatttg tgcttgctac 


1560 


attaaaattt attt'tgcagrt^tcgaaaccca .gaattaatgg ctaccaataa agatacaaag 


1620 


attgctaaga aaatggcaat , cctcatcttc accgatttca cctgcatggc acctatctct 


1680 


ttttttgcca " tctcagctgc- cttcaaagta cctcttatca cagtaaccaa ctctaaagtt 


1740 


ttactggttp- ttfctttatc.c .catcaattct tgtgccaatc ' catttctgta tgcaatattc 


1800 


actaagapat . tccaaagaga , -itttctttctt ttgctga^ca aatttggctg ctgtaaacgt 


I860 


cgggctgaac- ttt^a.tagaag : <jaaagatttt tcagcttaca cctccaactg caaaaatggc 


1920 


ttcactggat. . caaataagccr. ttctcaatcc . acctcgaagc cgtccacatt gccicuy i-ucttx 


1980 


ggtacagctc tcctagacaa . gacfecgctac acagagtgtt aa 

." • *"._•' '-■.". '•.-'.*' 


2022 
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600 
660 
720 
780 



<400> 301 

atgaagcagc ggttctcggc gctgcagctg ctgaagctgc tgctgctgct gcagccgccg 60 

ctgccacgag cgctgcgcga ggcgctctgc cctgagccct gcaactgcgt gcccgacggc 120 

gccctgcgct gccccggccc cacggccggt ctcactcgac tatcacttgc ctacctccct 180 

gtcaaagtga tccoatctca agctttcaga ggacttaatg aggtcataaa aattgaaatc 240 

tctcagattg attccctgga aaggatagaa' gctaatgcct ttgacaacct cctcaatttg 300 

tctgaaatac tgatccag'aa- caqcaaaaat ctgagataca ttgagcccgg agcatttata 360 

aatcttcccg gat'taaaata ct'tgagcatc tgtaacacag gcatcagaaa gtttccagat 420 

gttacgaagg tcttctcctc . tgaatcaaat ttcattctgg aaatttgtga taacttacac 480 

ataaccacca taccaggaaa tgcttttcaa gggatgaata atgaatctgt aacactggag 540 
ctaaaggaaa* acgt^catct ggagaagratg cacaatggag ccttccgtgg ggccacaggg 
ccgaaaacct tggatatttc. ttccaccaaa ttgcaggccc tgccgagcta tggcctagag 
tccattcaga ggctaattgc cab^tcatcc tattctctaa aaaaattgcc atcaagagaa 
acatttgtca atctcctgga ggccacgt;'tg .acttaccqca gccactgctg tgcttttaga 

aacttgccaa caaaagaaca' gaatttttca cattccattt ctgaaaactt ttccaaacaa 840 

tgtgaaagca. dagtaag : gaa: agtgagtaac aaaacacttt attcttccafc gcttgctgag 900 

agtgaactga gtggctggga ctatgaatat ggtttctgct • tacccaagac accccgatgt 960 

gctcctgaac cagatgcttt. taatccctgt gaagacatta tgggctatga cttccttagg 1020 

gtcctgattt ggctga*t:'taa tafctctagcc atcatgggaa acatgactgt tctttttgtt 1080 

ctcctgacaa gtcgttacaa, act;.tacagtg" cctcgttttc tcatgtgcaa tctctccttt ■ 1140 

gcagactttt gcatggrggct ' ctatctgctg ctcatagcct cagttgattc ccaaaccaag 1200 

ggccagtact ataaccat£c catagactgg cagacaggga. gtgggtgcag cactgctggc 1260 

tttttcactg/tattcgcaag tgaacttfcc^ gtctacaccc tcaccgtcat cactctagaa 1320 

agatggcaca-ccatcaqqfca tgctattcac ctggaccaaa agctgcgatt aagacatgcc 1380 

attctgatta tgcttg^agg. atggctcfctt tcttctctaa ttgctatgtt gccccttgtc 1440 

ggtgtcagca attacat^aa. ggtdagtabt tgcfctcccca tggatgtgga aaccactctc 1500 

' tcacaagtct .ateta'ttaac : catcct^att ctcaatgtgg tggccttctt cataatttgt 1560 

gcttgctaca t^aattta/ttttgcagtt .cgaaacccag aattaatggc taccaataaa 1620 

gatacaaaga ttgqtaagaa\.aatggcaatc. ctcatcttca ccgatttcac ctgcatggca 1680 

cctatctctt ttfcttgccat . ctcagctgcc ttcaaagtac ctcttatcac agtaaccaac 1740 

tctaaagttt. tact^gttct.tttttatccc atcaattctt gtgccaatcc atttctgtat .1800 

gcaatattca- ctaaga<catt ccaaagagat ttctttcttf tgctgagcaa atttggctgc 1860 

tgtaaacgtc g^gctgaact Vttatagaagg aaagattttt cagcttacac ctccaactgc 1920 

aaaaatggct- tcactggatq aaataagcct tctcaatcca ccttgaagtt gtcqacattg 1980 

' cactgtcaag. qtaragctcfc.' cctagacaag.. actcgctaca cagagtgtta a 2031 

<210> 302 { v " *:*: . 

<2ix> 2019 ":;.■..■;*.'*■ 

<2i2> . dna *•• ;;•*;•; '::/..[ ''.;. ' 

<2 13 > Arti^C iciai; sequence * 

<220>/ -■' * ' •". • ' ' "' 

<223> A ^bvel predicted .alteriiative -spliqed variant 
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.<400> 302 . 

atgaagcagc- ggttctcggc gctgcagcfcg ctgaagctgc tgctgctgct gcagccgccg 60 

ctgccacgag cgctgcgcga ggcgctctgc cctgagccct gcaactgcgt gcccgacggc 120 

gccctgcgct gccccggccc cacggccggt ctcactcgac tafccacttgc ctacctccct 180 

gtcaaagtga tcccatctca agctttcaga ggacttaatg aggtcataaa aattgaaatc 240 

tctcagattg attccctgga aaggatagaa . gct'aatgcct ttgacaacct cctcaatttg 300 

tctgaaatac tgatccagaa cacpaaaaat ctgagataca ttgagcccgg agcatttata 360 

aafcctfccccg gattaaaata cttgagcatc tgtoaacacag* gcatcagaaa gtttccagat 420 

gttacgaagg tctitctcctc tgaatcaaat ttcat.tctgg aaatttgtga taacttacac 480 

"ataacqacca taccagga'aa,. tgcfcfcttcaa gggatgaata atgaatctgt aacactcaaa 540 

ctatatggaa atggatttga agaagtacaa agtcatgcat tcaatgggac gacactgact 600 

tcactggagc taaaggaaaa. cgtacatctg gagaagatgc acaatggagc; cttccgtggg 660 

gccacagggc cgaaaacctfc ' ggafcatttct tccaccaaat tgcaggccct gccgagctat 720 

ggcctagagt c.cafctcagag gctaattgcc acgtcatcct attctctaaa aaaattgcca 780 

tcaagagaaa catttgt,Gaa, tctcptggag . gccacgttga ctfcaccccag ccactgctgt 840 

gcttttagaa . act tgqcaac aaaagattat tcttccatgc ttgctgagag tgaactgagt 900 

ggctgggact atgaatatgg tttctgctta cccaagacac cccgatgtgc tcctgaacca 960 

gatgctttta atccctgtga« aga'cattatg ggctatgact tccttagggt cctgatttgg 1020 

ctgattaata ttctagccafc catgggaaac atgactgttc tttttgttct cctgacaagt 1080 

.cgttacaaac ttacagfcgcc tcgttttctc atgtgcaatc. fccfccctttgc agacttttgc 1140 

atggggctct .atcfcgotgct. cat&gcctca gttgattccc aaaccaaggg ccagtactat 1200 

aaccatgcca tagactggca gacagggagt gggtgcagca ctgctggctt tttcactgta 1260 

ttcgcaagtg .aactttcijgt ■ ctacaccotc accgtcatca" ctctagaaag atggcacacc 1320 

atcacctatg-.ctattcacct ggaccaaaag ctgcgattaa gacatgccat tctgattatg 1380 

cttggaggat ; ggctctjtttc. ttctct'aat't gctatgttgc cccttgtcgg tgtcagcaat 1440 

tacatgaagg tcagtatttg "cttccccatg gatgtggaaa ccacfcctctc acaagtctat 1500 

atattaacca tcct^t^ct ; caat^jggt'g gccttcttca taatttgtgc. ttgctacatt 1560 

aaaatttatt .ttgcagfctcg aaaeccagaa ttaatggcta ccaa^aaaga tacaaagatt 1620 

gctaagaaaa tggcaatcctf catcttcacc gattitcacct .gcatggcacc tatctctttt 1680 

ttt^ccatct cagctgcctfc • caaagtacct.' cttatcacag taaccaactc taaagtttta 1740 

ctggttcttt- tttktcccat caattcttgt. gccaatccat ttctgtatgc aatattcact 1800 

aagacattcc aaagagattt,. ctttcttfctg ctgagcaaat ttggctgctg taaacgtcgg 1860 

gctgaacttt atagaaggaa' agat;ttttca gcttacacct ccaactgcaa aaatggcttc 1920 

actggatcaa afcaagccttc tca^tccacc ttgaagttgt ccacattgca ctgtcaaggt 1980 

. acagctctcc tagjacaaga.c • tcgctacaca gagt^ttaa • 2019 

<210> '3 03 i'\y'.' : ■>-.••*."."" : 

<211> "21BBc\ v:V" v-\ ■'{'■' 

.<212> DNA' ■ '"-v '-^Or-rt- ' 'y*\ : ''>•'. -*: . ' ..*•' " 
.' <213> iuf^£icj^iv^ei^^ce.-' . , ' 

<220> ■' * ; • ■ .-. .<•' 
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<223> A novel predicted alternative spliced variant 
<400> 303 . - 

atgaagcagc ggttctcggc gctgcagctg ctgaagctgc tgctgctgct gcagccgccg 60 

ctgccacgag cgctgcgcga ggcgctctgc cctgagccct gcaactgcgt gcccgacggc 120 

gccctgcgcf gccccggccc cacggccggt ctcactcgac tatcaettgc ctacctccct 180 

gtcaaagtga tcccatctca agctttcaga ggacttaatg aggtcataaa aattgaaatc 240 

tctcagattg attccctgga aaggatagaa gctaatgcct. ttgacaacct cctcaatttg 300 

tctgaaatac - tgatcca^aa- caccaaaaat ctgagataca ttgagcccgg agcatttata 360 

aatcttcccg ^attaaaata ', : cttgragcatc tgtaacacag gcatcagaaa gtttccagat 420 

gttacgaagg. t'cttctcctc tgaatcaaat ttcattctgt aagtaccagg ctgattgcta 480 

tgcataacag tttcctattt gcagctaaaa tttagaaagt aaatatttct catttctttc S40 

ctcaagggaa atttgtgata acttajcacat aaccaccata ccaggaaatg cttttcaagg 600 

gatgaataat gaatctgtaa cactcaaact atatggaaat ggatttgaag aagtacaaag 660 

tcatgcattc. aatgfggacga- cactgacttc actggagcta aaggaaaacg tacatctgga 720 

gaagatgcac ;aatggagcct' tGcgtggggc' cacagggccg aaaaccttgg atatttcttc 780 

caccaaattg caggcc^tg^.cgagcta^gg. cctagagtcc attcagaggc taattgccac 840 

gtcatcctat jfcctctaaaaa; aattgccatc aagagaaaca tttgtcaatc tcctggaggc 900 

cacgttgact tac.ccckgcc " actgctgfcgc, ttttagaaac ttgccaacaa aagaacagaa 960 

tttttcacat tccatttctg. aaaacttttc caaacaatgt gaaagcacag taaggaaagt 1020 

gagtaacaaa acactttatt cttpcatgct tgctgagagt gaactgagtg gctgggacta 1080 

tgaatatggt ttctgcttac ccaagacacc ccgatgtgcfc cctgaaccag atgcttttaa 1140 

tccctgtgaa gadattatgg. gctatgaett ccttagggtc . otgatttggc tgattaatat 1200 

tctagccatc atggjgaaaca 'tgac^gttct. ttttgttctc ctgacaagtc gttacaaact 1260 

tacagtgcot cgttttctca /tg^gcaafect ctcctt;tgca gacttttgca tggggctcta 1320 

tctgctgqtc atagcc tcag: ttgattccca aaccaagggc cagtactata accatgccat 1380 

agactggcag '■■ aca^ggagtgr .jggfcgcagcac tgctggcttt ttcactgtat tcgcaagtga 1440 

actttctgtc-'itacad^ tctagaaaga tggcacacca tcacctatgc 1500 

tattcacctg gaccaaaagci .tgqgattaag acatgccatt ctgattatgc ttggaggatg 1560 

gctctttt'ct tcbct^^^lot^t^tigcc ccttgtcggt gtcagcaatt- acatgaaggt 1620 

cagtatttgc ttccccatgg, atgtggaaac cactctctca caagtctata tattaaccat 1680 

cctgattctc a.atgtg^tggr. ccttcttcat . aatttgtgct tgctacatta aaatttattt 1740 

tgcagttcga ,aaccca£aat- : taa'tggctac'caataaagat acaaagattg ctaagaaaat 1800 

ggcaatcctc atcttcaccg' atttcacctg- catggcacct atctcttttt ttgccatctc 1860 

agctgccttc Magtaqcto^ttatcacagt aaccaactct aaagttttac tggttctttt 1920 

ttatccaatc aattcttgt'g' ccaatccatt tctgtatgca atattcacta agacattcca 1980 

aagagatttc/tttcttttgc.'tgag^ tggctgctgt aaacgtcggg ctgaacttta 2040 
. tagaag/gaaa •gatfctt^cacj.; cttaCacctc caa.ctgcaaa-. aatggcttca ctggatcaaa.. 2100 

. taagccttc £ ;.caatccacc t; ;; v tgaa£ ttgtc; ' cacattgcac tgtcaaggta cage tctcc t 2160 
agacaagact.cgctaq^^^ '2188 
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60 
120 
180 
240 
300 



,<210> ' 304- 

<211> 567 
' <212> DNA 

<213> Artificial ' sequence- - 

<220> 

<223> A novel predicted alternative spliced variant 
<400> 304. 

atggcggcgc tggccaigtag cctgatccgg cagaagcggg a^gtccgcga gcccgggggc 
agccggccgg tgtcgg.cgca gcggcgcgtg tgtccccgcg gcaccaagtc cctttgccag 
aagcagctcc tcatcctgct gtccaaggtg cgactgtgcg gggggcggcc cgcgcggccg. 
gaccgcggcc . cggcccactt.caacctgatc cctgtgggcc tccgtgtggt caccatccag 
agcgccaagc. tgggtcacta catggccatg aatgctgagg gactgctcta cagttcgccg 
catttcacag rct^gtgt.cg ctttaaggag tgtgtctttg agaattacta cgtcctgtac 360 
gcctctgctc/'tct^cc^ ggccgggcct ggtacctcgg cctggacaag 420 

gagggccagg tcatgaaggg' aaaccgagtt aagaagacca aggcagctgc ccactttctg 480 
cccaagctcc tggaggtggc catgtaccag gagccttctc tccacagtgt ccccgaggcc 540 
tccccttcca gtcc'ccc^gc.' cccctga .. 567 

<210> 305 ' 1 

<211> .62.1 i 

<212> DNA V • 

<213> Artificial' sequence " 

<220> • i* ■ ' 

<223> A novel predicted alternative spliced- variant 



<400> 305- 

atggctgcgg -cgatagccag.. ctccttgatc cggcagaagc ggcaggcgag ggagtccaac 
agcgaccgag tgtcggcctc .caagcgccgc tccagcccca gcaaagacgg gcgctccctg 120 
tgcgagaggc acgt'cctcgg.: ggtgttcagc aaagtgcgct tctgcagcgg ccgcaagagg 180 
ccggtgaggc ggagaccagc tctcttcaat- ctaattcccg tgggcctgcg tgtagtggcc 240 
atccaaggdg- tgaagggtag. cctctat;gtgr gccatgaatg gtgaaggcta tctctacagt 300 
tcagatgttt 'tcactcckga iatgcaaattc tgtttgaaaa ctactatgtg 360 

atctattctt ccaeacX^a- .ccgicaagCaa- gaatcaggcc gagcttggtt tctgggactc 420 
•aataaagaag:'' gtcaaafetaV gaaggggaatc agagtgaaga aaaccaagcc ctcatcacat 480 
tttgtaccga /aaccta^t^a' agtgt:ort^tg ta'cagagaac catcgctaca tgaaattgga 
gaaaaacaag /ggcgttcaa^ gaaaagttct .ggaacaccaa ccatgaatgg aggcaaagtt 
gtgaatcaag '.attc'aacata* g -<••>... 

<210> 3 06 . ." V. •* . • < "■- :.- 
<211> 435 
<212> DNA. • 

<213> Artificial sequence : - 
<220> ' ; * * 

<223> A novel' predicted alternative spliced variant 
<40Q> '306 

atggagagca aagptoi:.ctt.-caatctaatt cccgtgggcc tgcgtgtagt ggccatccaa 60 
ggagtgaagg qt^^t.cta^ aakgrgtgaag ' gctatctcta cagttcagat ' . 120 

. gttttcactc • ca^ 180 



60 



540 
600 
621 
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tcttccacac tgtaccgcca; gcaagaatca .ggccgagc.tt ggtttctggg actcaataaa 240 

gaaggtcaaa ttatgaaggg gaacagagtg . aagaaaacca agccctcatc acattttgta 300 

ccgaaaccta ttgaagtgtg 1 tatgtacaga gaaccatcgc tacatgaaat tggagaaaaa 360 

caagggcgtt caaggaa'aag ' ttctggaaca ccaaccatga atggaggcaa agttgtgaat 420 

caagattcaa catag 435 

<210> 307 .. ." 
<211> 627 
<212> " DNA 

<213> Artificial, -sequence 
<220> .' ; ■ • / .* 

<223> A novel/predicted, alternative' spliced variant 
<400> 307 "*.. -. 

atggcggcgg ctategOcaig ctcgctcatc cgtcagaaga ggcaagcccg cgagcgcgag 60' 
aaatccaacg cctgcaa^rtg . tgtcagc^gc cccagcaaag gcaagaccag ctgcgacaaa 120 
aacaagttaa atgtcttttc ccgg§6caaa ctcttcggct ccaagaagag gcgcagaaga 180 
•agaccagctc' t^fctaacct catccctgtg ggtctgcgag tggtggctat ccaaggagtt 240 
caaaccaagc tgtacttggc aatg^acagt gagggatact tgtacacctc ggaacttttc 300 
acacctgagt gcaaattcaa agaatcagtg .tttgaaaatt attatgtgac atattcatca 360 
atgatatacc gtcagcagca' gtcaggcciga gggtggtatc tgggtctgaa caaagaagga 420 
gagatcatga •aWggcaacca tgtgaagaag ' aacaagcctg cagctcattt tctgcctaaa 480 
ccactgaaag tg^ccatgta caaggagcca tcactgcacg atctcacgga gttctcccga 540 
tctggaagcg ggaccccaac. caagagcaga agtgtctctg gcgtgctgaa cggaggcaaa 600 
fcccatgagcc acaatgaatc aacgtag 



627 



<210> 30.8. 
<211> 468 

<2i2> ;dna -.■■..*; ; . : 

<213> - Artificial '.-sequence- 

<22o> .■*. * <.-../. '. : '- • - 

<223> A. novel" predicted alternative: spliced variant . 

<400> 308. ': V- : v • 
. atggctttgt taaggaagtc gtattcagtat ctgtttaacc tcatccctgt gggtctgcga 60 

gtggtggcta tccaaggacft* tcaakccaag ctgtacttgg caatgaacag tgagggatac 120 

ttgtacacct cggaaclrttt cacacctgag tgcaaattca aagaatcagt gtttgaaaat 180 

tattatgtga catattcatc .aatgatatao cgtcagcagc agtcaggccg agggtggtat 240 

ctgggtctga -pLcaaagaagg - agagratcatg aaaggcaacc atgtgaagaa gaacaagcct 3 00 

- gcagctcatt - ttctgcctaaVac^ acaaggagcc atcactgcac 360 

gatctcacgg agttctcccg atctggaagc gggaccccaa • ccaagagcag aagtgtctct 420 

ggcgtgctga acggaggcaa atccatgagc cacaatgaat caacgtag 468 

<210> 309 ■ • 
<211> 634 . ,; ; 
<212> DNA' ' :-V . 

<213> " Artificial./sequence. 

<220> .. ' -\ _.'*.' 

,.<223> A nOvel predicted- alternative spliced variant 
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<400> 309 " " 

atggcggcgg ctatcgccag ctcgctcatc cgtcagaaga ggcaagcccg cgagcgcgag 60 

aaatccaacg cctgca^^tg. tgtcagcagc cccagcaaag gcaagaccag ctgcgacaaa 120 

aacaagttoa;atgt*cttttc .ccgggt:ca.aa ctc.ttcggct ccaagaagag gcgcagaaga 180 

agaccagagc ctcagcttaa gggtatagtt accaagctat acagccgaca aggctaccac 240 

ttgcagctgc aggcggatgg aaccattgat ggcaccaaag atgaggacag cacttacaga 300 

acttttcaca cctgagtgca. aattcaaaga atcagtgttt gaaaattatt atgtgacata 360 

ttcatcaatg atataccgtc agcagcagtc aggecgaggg tggtatctgg gtctgaacaa 420 

agaaggagag atcatgaaag. gcaaccatgt gaagaagaac aagcctgcag ctcattttct 480 

gcctaaacca ctgaaagtgg ccafcgtacaa ggagccatca ctgcacgatc tcacggagtt 540 

ctcccgatct ggaagcg^ga ccccaaccaa gagcagaagt gtctctggcg tgctgaacgg 600 

aggcaaatcc * atga'gccaca ; atgaatcaac gtag; - 634 

<210> 3 It).. • 
<211> 475 V y : ':*\Z : "V!* 
<212> DNA/ y ' ' ■ 
. <213> Artificial-: sequence.. . 

<220> ..'*.■ * " J, ". 

<223> A novel > predic ted," alternative spliced variant 

<400> 310 ; • * ' ■"" ' 

* atggcttt^/taa^gaagtc" gtatt'cagag cctcagctta agggtatagt taccaagcta 60 

tacagccgac aaggctacca cttgcagctg - caggcggatg gaaccattga tggcaccaaa 120 

gatgaggaca gcaattacag aacttttcac acctgagtgc aaattcaaag aatcagtgtt 18 0 

tgaaaattat tatgtgacat attcatcaat gatataccgt cagcagcagt caggccgagg 240 

gtggtatctg ggtctgaaca aagaaggaga gatcatgaaa ggcaaccatg tgaagaagaa 3 00 

caagcctgca gctcattttc ' tgcctaaacc actgaaagtg gccatgtaca aggagccatc 360 

actgcacgat ctckcggagt tctcccgatc tggaagcggg accccaacca agagcagaag 420 

tgtctctggc gtgctgaacg ; gaggcaaatc catgagccac aatgaatcaa cgtag 475 

<210> 3li . . " t :fw ■ ." 
<211> .552 ' j 

<2i2> .' dna ; l "i-.v/"-":'./ " • '\- 
. <213> Arti'r^ciaXvsea^enpe-. 

<22o> • ■ s \ : ; k . :v v" . • - 

<2 2 3 > A* novel .'predicted alternative spliced variant 

<400> 31T/;- : •V^-^v-':/ '.A ' ' . . 

atggagttcc..tctgggcccp. tctct'tgggt ctgtgctgca gtctggccgc tgctgatcgc 60 

cacaccgtct tctggaacag ttpaaatccc aagttccgga atgaggacta caccatacat 120 

gtgcagctga atgacta'ccft . ggaektc^tc ' tgtccgcact atgaagatca ctctgtggca 180 

gacgctgcca fcggagcagta catapt^tac ctggtggagc atgaggagta ccagctgtgc 240 

cagccccagfc . craag^ cagtgcaacc ggcccagtgc caagcatggc 3 00 

ccggagaagc tgtptgagaa gttccagc.gc ttcacacctt tcaccctggg caaggagttc 3 60 

aaagaagga*c.acagctacta;:ctacatctct cacagtcctc aggcccatgt caatccacag 420 

gagaagagac ttgcagcaga - tgacccagag gtgcgggttc tacatagcat cggtcacagt 4 80 

gctgccccac gcc.tcttccci acttgcctgg. actgtgctgc tccttccact tctgctgctg 540 
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caaaccccgt ga ... "V"..' 552 

<210> 312 
<211> 651 
<212> DNA 

<213> Arti'f icial sequence 
<220> 

<223> A novel predicted alternative, spliced variant 
<400> 33.2 .: . 

atggcggcgg 'ctccgctgct gctgctgctg ctgctcgtgc ccgtgccgct gctgccgctg 60 
ctggcccaag ggcccggagg ggcgctggga aaccggcatg cggtgtactg gaacagctcc 120 
aaccagcacc tgcggcgaga gggctacacc gtgcaggtga acgtgaacga ctatctggat 180 
atttactgcc cgckctacaa ;cagctcgggg gtgggccccg gggcgggacc ggggcccgga 240 
ggcggggcag agcagtacgt^ gctgtacatg gtgagccgca acggctaccg cacctgcaac 3 00 
gccagccagg gcttcaagcg ctgggagtgc- aac.qggccgc acgccccgca cagccccatc 3 60 
aagttctcgg 'agaagttcca.'gcgctaca^c gccttctctc tgggctacga gttccacgcc 420 
ggccacgagt actactapat" ctcatcgcac tccggggaga agccggtccc cactctcccc 480 
cagttcacca' tgggccccaa tgtgaagatc aac'gtgctgg aagactttga gggagagaac 540 
'.cctcaggtgc ccaagottfcga 'gaaga'ijcatc agcgggacca gccccaaacg ggaacacctg 600 
cccctggccg..tgggcaj:cgc..cttcttcctc atgacgttct tggcctccta g 651 



<210> 313 . ~- :;*:-■■."• 
<2ll> 639 ' ~" 
<212> DNA 

<213> Artificial. -sequence 
<220> 

<223> A novel -predicted alternative spliced variant 
<400> 313 

atggcggcgg ctccgctgct- gctggtgctg ctgctcgtgc ccgtgccgct gctgccgctg 60 
ctggcccaag ggcccggagg . ggcgctggga aaccggcatg cggtgtactg gaacagctcc 120 
aaccagcacc tgcggcgaga. gggctacacc gtgcaggtga acgtgaacga ctatctggat 180 
atttactgcc cgca'ctacaa: ' cagctcgggg gtgggccccg gggcgggacc ggggcccgga 240 
ggcggggcag agcagtacgt;". gctgtacatg gtgagccgca acggctaccg ■ cacctgcaac ' 300 
gccagccagg -gcttcaagcg ctgggagtgc aaccggccgc acgccccgca cagccccatc " 360 
aagttctcgg" agaa^tqca,. gcgctacagc gccttctctc tgggctacga gttccacgcc 420 
ggccacgagt /actactacat ctccacgccc actcacaacc tgcactggaa gtgtctgagg 480 
atgaaggtgt- tcgfept^ctg . cgcctccaaa gactt'tgagg gagagaaccc tcaggtgccc 540 
aagcttgaga agagcatcag. cgggaccagc. cccaaacggg aacacctgcc cctggccgtg 600 
ggcatcgcct tcttcctcat gacgttctt^ : gcctcctag 639 

<210> 314 " ' ... 

<211> 621 • .*"•..."." 

<212> DNA v.-./ v.". S . . ■ 

<213> Artificial' sequence - 

<220> • \ ■ V; • - ' ."*."*■ ,; - * 

'.<223> A novel : predicted- • alternative spliced variant 
<400> • 314 - 



WO 2005/071059 



480 



PCT/1L2005/000107 



atgttgcacg tggagatgtt. gacgctggtg tttctggtgc tctggatgtg tgtgttcagc 60 

caggacccgg gctccaaggc. cgtcgccgac cgctacgctg tctactggaa cagcagcaac 120 

cccagattcc * agaggggtga ctaccatatt gatgtctgta tcaatgacta cctggatgtt 180 

ttctgccctc actatgagga ctccgtccca gaagataaga ctgagcgcta tgtcctctac 240 

atggtgaact ttgatggcta- cagtgcctgc gaccacactt ccaaagggtt caagagatgg 300 

gaatgtaacc ggcctcactc tccaaatgga ccgctgaagt tctctgaaaa attccagctc 360 

ttcactccct tttatctagg .atttgaattc aggccaggcc gagaatattt ctacatctat 420 

agctgtatga aaactatagg tgttcatgafc cgtgttttcg atgttaacga caaagtagaa 480 

aattcatt'ag aacpagcaga tgacaccgta catgagtcag ccgagccatc ccgcggcgag 540 

aacgcggcac aaacacqaag gatacccagc cgccttttgg caatcctact gttcctcctg 600 

gcgatgcttt tgacattata g ; 621 

<210> 315- ' . ' . • y 

<2ii> 6.06 

<212> DNA ;: 

<213> Artificial" sequence . 

<22o> ' ■. • ■'. ' '>:■' . 

<223> A'novel predicted alternative spliced variant 
<400> 315 . 7. .'• \ 

atgttgcacg tpggagatgtf gacgctggtg tttctggtgc tctggatgtg tgtgttcagc 60 

caggacccgg gctc"aaag : gc . cgtcgccgac cgctacgctg tctactggaa cagcagcaac 120 

cccagattcc- agaggggtga ctaccatatt gatgtctgta tcaatgacta cctggatgtt 180 

ttctgccctc- actatgagga- ctccgtccca gaagataaga ctgagcgcta tgtcctctac 240 

atggtgaact ttgatggcta cagtgcctgc gaccacactt ccaaagggtt caagagatgg 300 

gaatgtaacc ggcctcactc. tccaaatgga ccgctgaagt tctctgaaaa attccagctc 360 

ttcactccct tttctctagg atttgaattc aggccaggcc. gagaatattt ctacatctcc 420 

tctgcaatcc cagataatgg aagaaggtcc . tgtctaaagc tcaaagtctt tgtgagacca 480 

acaaatgaca ccgtacatga gtcagcc'gag .ccatcccgcg gcgagaacgc ggcacaaaca 540 

ccaaggatac .ccagccgp'ct tttggcaatc ctactgttcc tcctggcgat gcttttgaca 600- 

ttatag - { ■. • •* *- . ; - * 606 

<2io> 3 1*6.'..? ;V . 

<211> 718'. v • ■. \ m "- 
<212> JDNA " \\ r .;/. •.' 
<213> Artif icial sequence,'; 

<220> ■ " ; ' ; . . • 

<223> ■ A npveiv predicated- alternative spliced variant 
<400> 316"' V-..". 

atggctgtga gaagggacftc''. cgtgt;ggkag tactgctggg gtgttttgat ggttttatgc 60 

agaactgcga tttccaaatc gatagtttta. gagcctatct attggaattc ctcgaactcc 120 

aactacatca* aat'gggtctt;" ; tg : gagggcct. ggataaccag gagggagggg tgtgccagac 180 

aagagccatg' aagfatcctca: tgaaagttgg acaagatgca agttctgctg gatcaaccag . 240 

gaataaagat cca&caagac.' gtccagaact agaagctggt acaaatggaa gaagttcgac 300 

. aacaagtccc' tttgtaaaac . caaatgcagg ttctagcaca gacggcaaca . gcgccggaca . 360 

ttcggggaac •.aaca"tc.c,tcg '^t'ccgaagt - ggccttattt gcagggattg cttcaggatg ' 420 
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• catcatcttc "atcgtcatca'^tcatcacgct ggtggtcctc ttgctgaagt accggaggag 480 

acacaggaag cactcgccgc' agcacacgac* cacgctgtcg ctcagcacac tggccacacc 540 

caagcgcagc ggcaacaaca acggctcaga gccqagtgac attatcatcc cgctaaggac 600 

tgcggacagc gtcttctgcc- ctcactacga- gaaggtcagc ggggactacg ggcacccggt 660 

gtacatcgtc caggagatgc ccccgcagag cccggcgaac atttactaca aggtctga 718 

<210> 317 

<211> 909 ... 
<212> ■ DNA 

<213> Artificial . sequence 

<22o> • ' \' >' "- '[ ' : 1 

<223> A novel predicted alternative, spliced variant 
<400> 317 ' . ' 

atggctgtga gaaggcf^btc . cgtgt^gaag tactgctggg. gtgttttgat ggttttatgc 60. 

agaactgcga tttccaaatc gatagttt ta gagoctatct attggaattc ctcgaactcc 12 0 - 

aaatttctac . ctggacaacfg actiggtacta- tacccacaga taggagacaa attggatatt" 180 

atttgcccca. aagtgga;ctc. taaaactgtt ggc.cagtatg. aatattataa agtttatatg 240 

gttgataaag accaagcaga cagatgcact attaagaagg aaaatacccc tctcctcaac 300 

tgtgccaaac cagaccaaga- tatcaaat't'c accatcaagt ttcaagaatt cagccctaac 3 60 

ctctggggtc ;.tagaatttca' gaagaacaaa gattattaca ttatatatgc aagttctgct 420 

ggatcaacca ggaataaaga : . tccaacaaga .cgtccagaac .tagaagctgg tacaaatgga 480 

agaagttcga caacaagt cc ctttgtaaaa ccaaatccag gttctagcac agacggcaac 540 

agcgccggac attcggggaa caacatcctc "ggttccgaag tggccttatt tgcagggatt 600 

gcttcaggat gcatcatctt catcgtcatc atcatcacgc tggtggtcct cttgctgaag 660 
taccggagga gacacaggaa gcactcgccg cagcacacga ccacgctgtc gctcagcaca . 720 

ctggc cacao ccaagcgcag cggcaacaac aacggctcag agcccagtga cattatcatc 780 

ccgctaagga ctgcggacag.- "cgtcttctgc cctcactacg. agaaggtcag cggggactac 840 

gggcacccgg tgtacatcgt ccaggagatg cccccgcaga gcccggcgaa catttactac 900 

aaggtctga , .' '. 909 - 



<2io> 30,8 • ; 

<2ii> 888. ■ • 

<2i2> 

<213> A^i^iciai ,r seqiience- - [':'. * 

<220> .'. „ .v ■ - - ■ • 

<223> A novel- predicted alternative* spliced variant 

<400> 318 '!. -/>. *. * : \ "•*'•*!■",•" ** 

atggctgtga "gaagggact:c .cgt'gt'ggaag tactgctggg gtgttttgat 

agaactgcga tttccaaatc ; gatagtttt]a gagcctatct attggaattc 

aaatttctac .ctggacaagg actggtactd taaccacaga taggagacaa 

atttgcccca aagtggactc taaaactgtt- ggccagtatg aatattataa 

gttgataaag accaagcaga-;cagatgcact attaagaagg aaaatacccc 

tgtgccaaac .cagac'caa^a 'tatcaaattc accatcaagt ttcaagaatt 

ctctggggtc t'acjaafetbcaV .gaagaacaaa gattattaca ttatatctac 



ggttttatgc 
ctcgaactcc 
attggatatt 
agtttatatg 
tctcctcaac 
cagccctaac 
atcaaatggg 



60 
120 
180 
240 
300 
360 
420 
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tctttggagg 
ctcatgaaag 
aacatcctcg 
atcgtcatca 
cactcgccgc 
ggcaacaaca 
gtcttctgcc 
caggagatgc 



gcctjggataa 
ttggacaagg 
gttccgaagt. 
tcatcacgct 
agcacacgac 
acggctcaga 
ctcactacga 
ccccgcagag;. 



ccaggaggga 
ttctagcaca 
ggccttatfct 
ggtggtcctc 
cacgctgtcg 
gcccagtgac 
gaaggtcagc 
cccgg.cgaac 



ggggtgtgcc 

gacggcaaca 
gcagggattg 
ttgctgaagt 
ctcagcacac 
afctatcatcc 
ggggactacg 
atttactaca 



agacaagagc 
gcgccggaca 
cttcaggatg 
accggaggag 
tggccacacc 
cgctaaggac 
ggcacccggt 
aggtctga 



catgaagatc 
ttcggggaac 
catcatcttc 
acacaggaag 
caagcgcagc 
tgcggacagc 
gtacatcgtc 



<210> 319 * 
<211> 2893 

<212> DNA .\ 
,<213> • Artificial .sequence . • 

<220> • ■ - : . 

<223> .A novel predicted alternative spliced variant 

<400> 319- 1 {'./• ... 

atggctggga ttttctaitt.cgdcctattt tcgtgtctct tcgggatttg 

acaggttcca gggtataccc cgcgiatgaa- gtgggaggaa gtgagtatca 

aaatacacca. atccgaa;cc'fc. accaagtgjbg caatgtgatg gaacccagcc 

gctacgaact gattggatca cccgagaagcf ggctcagagg gtgtatattg 

caccttgagg. gactgqaata- gtcttcccfgg cgtcatgggg acttgcaagg 

cctgtactac .tatgaat'cag, acaacgacaa. agagcgtttc atcagagaga 

caaaattgac accattijptg; ctgatgagag cttcacccaa gtggacattg 

catgaagctg aacaccgagartcdgggafcgt agggccatta agcaaaaagg 

ggcttttcag" gatgtggggg cctgcatcgc. cctggtatca gtccgtgtgt 

gtgtccactc acagtcdgca atctggccca gtttcctgac accatcacag 

gtcttccctg gtggaagittc gaggctcctg tgtcaacaac tcagaagaga 

aaaaatgtaa tgtggggcag atg^tgaatg gctggtaccc attggcaact 

. cgctgggcat gag^agegga. gag^agaatg ccaagcttgc-. aaaattggat 

tctctccacg '.gatgccacct ^gtgccaag^g. cccaccccac agctactc tg 

agccacctcg tgcacct^tg/acc^gg.cjbt tttcagagct gacaacgatg 

gccctgcadc cgtccaccat , c^gctccdct . gaacttgatt tcaaatgtca 

tgtgaacfctg gaafcggagjba gcccfceagaa tacaggtggc cgccaggaca 

tgtggtatgc aagaaatgt^'gagc ccccagcaag tgccgaccct 

ggtccactac accccacagc aga'atggctt gaagaccacc aaagtctcca 

cctagctcat acca-att^ca" cctt6£aaafc cfcgggctgtg aatggagtgt 

ccctaaccca '•gaccaatcag. tttctigtcac tgtgaccacc aaccaagcag 

cattgctttg gtccaggcta -.aagaa^cad/aa^'feacagt -gtggcactgg 

accagatcgg ,cccaatg;ggg k% taatcctgga- atatgaagtc aagtattatg 

gaatgagcga agcfcatcgtta " tagttcggac agctgccagg aacacagata 

gaaccctctc act:tcctatg>;ttttccacgfc- gcgagccagg acagcagctg 

cttcagt^ag .cccttg'gagg' "ttacaaccaa cacagtgcct tcccggatca 



cgacgctgtc 

tggatgaaaa 

agaataactg 

agattaaatt 

agacgtttaa 

accagtttgt 

gtgacagaat 

ggttttacct 

tctataaaaa 

gggctgatac 

aagatgtgcc 

gcctatgcaa 

attacaaggc . 

tctgggaagg 

ctgcctctat 

acgagacatc 

tttcctataa 

gtggaagtgg 

tcactgacct 

ccaaatataa 

caccatcatc 

cttggctgga 

agaaggatca 

tcaaaggcct 

gctatggaga 

ttggagatgg 



480 
540 
600 
660 
720 
780 
840 
888 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
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ggctaactcc . acagtccfctc tggtctctgt ctcgggcagt gtggtgctgg tggtaattct 162 0 

cattgcagct tttgtca'fcca gccggagafcg gagtaaatac agtaaagcca aacaagaagc 1680 

ggatgaagag aaacatttga atcaaggtgt aagaacatat gtggacccct ttacgtacga 1740 

agatcccaac .caagck^t'src/ gagagtttgc caaagaaatt gacgcatcct gcattaagat 1800 

tgaaaaagtt ataggagttg gtgaatttgg tgaggtatgc agtgggcgtc tcaaagtgcc 1860 

tggcaagaga gagratctgtg-- tggctatcaa. gactctgaaa gctggttata cagacaaaca 1920 

gaggagagac fctcctgagtg 1 aggccagrcat' catgggacag tttgaccatc cgaacatcat 1980 

tcacttggaa ggcgtgcrtca ctaaatgtaa accagtaatg atcataacag agtacatgga 2040 

gaatggctcc ttggatgcafc tcctcaggaa aaatgatggc agatttacag tcattcagct 2100 

ggtgggaatg cttcgtggca ttgggtctgg gatgaagtat ttatctgata tgagctatgt 2160 

gcatcgtgat ctggccgcac ggaacatcct ggtgaacagc aacttggtct gcaaagtgtc 2220 

tgattt'tggc atgtpcc^ag. tgcttgagga tgatccggaa gcagcttaca ccaccagggg.- 2280 

tggcaagatf ' cctatccggt' ggacfcgcgcc agaagcaatt gcctatcgta aattcacatc 2340 

agcaagtgat . gtatgga^ct. atggjiat^gt tatgtgggaa gtgatgtcgt acggggagag 2400- 

gccctattgg jjatatgjtcjca !atcaagatgt gafctaaagcc attgaggaag gctatcggtt 2460 

accccctcca atg^ctgcc -ccattgcgct ccaccagctg atgctagact gctggcagaa 2520 

.ggagaggagc- gacaggccta aatttgggca gattgtcaac atgttggaca aactcatccg 2580 

caaccccaac agcttgaaga ggacagggac ggagagctcc agacctaaca ctgccttgtt 2640 

ggatccaagc tcccctgaat' fccfectgctgt ggtatcagtg ggcgattggc tccaggccat 2700 

taaaatggac dggtataagg ataacttbac . agctgctggt tataccacac tagaggctgt 2760 

ggtgcacgtg .aaccaggagg acctggcaag- aattggtatc acagccatca cgcaccagaa 2820 

taagattttg 'agcagtgicc aggcaatgcg aacccaaatg cagcagatgc acggcagaat 2880 

ggttcccgtc tga • 2893 



<210> 320 : 

<211> '2297 " ' . • 

<212> DNA . l\ 7\ 

<213> Artificial, 'sequence 

<220> .* ■ "."(• . :■ ■ 

<223> A* novel; ^re^cted/.aXternative . spliced variant 
<400> -320 ; ''\\ . " 

atggctggga.- ttttctdt^t/cgccctat'tt tcgtgtctct tcgggatttg 
acaggttcca •ggg^ataccc ■;■ cgcgaatjgfra • gttaccttat tggattccag 
ggagaacfctig g^ggatagc./aagdectct:^- gaaggagggc ttgcaaaatt 
. aggctctctc c^cg^fe^cc* acctgfcgcca agtgcccacc ccacagctac 
aaggagccac ctc^gcacq : 'tgfcgaccgag gc'tttttcag agctgacaac 
ctatgccctg -cacccgt'Cca'. ccatctgctc .ccctgaactt gatttcaaat 
catctgtgaa .'.cttggaafcgg agtagccctc* ■ agaatacagg tggccgccag 
ataatgtggt atgcJaaga^^ gtgaccccag . caagtgccga 

gtggggtcca 'ctacMcceca ' cagca^aatg gcttgaagac caccaaagtc 
acctcctagc tca^accaat;. .tacacctttg aaatptgggc t'gtgaatgga 



cgacgctgtc 
atctgttcag 
ggatattaca 
tctgtctggg 
gatgctgcct 
gtcaacgaga 
gacatttcct 
ccctgtggaa 
tccatcactg 
gtgtccaaat 



60 
120 
180 
240 
300 
360 
420 
480 
'540 
600 
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ataaccctaa 
catccattgc. 
tggaacca.ga- 
atcagaatga 
gcctgaaccc 
gagacttcag 
atggggctaa 
ttctcatfcgc 
aagcggafcga 
acgaagatcc 
agattgaaaa 
tgcctggcaa 
aacagaggag 
tcattcactt 
tggagaatgg 
agctggtggg 
atgtgcatc'g- 
tgtctgattt; 
ggggtggcaa. 
catcagcaag 
agaggcccta. 
ggfctaccccc 
agaaggagag 
tccgcaaccc 
tgttggatcc 
ccattaaaat 
ctgtggtgca 
agaataagat 
• gaatggttcc 



cccagaccaa 
tttggbcjbag 
tcggcccaat 
gcgaagctat. 
tctcacttcc 
tgageccfctg. 
ctccacagtc 
agcttttgtc ', 
agagaaaeat- 
caaccaagca 
agttatagga 
gagagagatc. 
agacttcctg 
ggaHgg<igtg 
ctccttggat- 
^at'gQtibgt 
tgatcfcggcc ; 
tg^cktgtbc . 
<^ttcct"atcv 
tgatgtat'gg . 
ttgggatatg/ 
tccaatggac. 
gagcgacagg. 
caacagcttg 
aagctcccct 
ggaccg^at' 
cgtgaaccag 
tttgagcagib 
cgtctga' • 



tcagfcttctg 
gctaaagaag 

ggggtaat cc 
cgtafcagttc 
tatgttttcc 
gagjrttacaa 
cttctggfcct 
atcagccgga 
ttgaatcaag 
gtgcgagagt 
gttgg.tgaat 
tgtgtggcta 
agtgaggcca 
gtca'ctaaat 
gca'ttcctca 
ggcattgggt 
gcacggaaca 
qgagfcgcfctg 
cggtggactg 
, age ta. t ggaa 
tccaatcaag 
tgccccattg 
cctaaatttg 
aagaggacag- 
gaattctctg. 
aaggataact 
gaggacctgg 
"gtccaggcaa 



tcactgtgac 
tcac'aagata- 
tggaatatga 
ggacagctgc 
aegtgegage 
ccaacacagt 
ctgtctcggg 
gaeggagtaa 
gtgtaagaac 
ttgecaaaga 
ttggtgaggt 
tcaagactct 
gcatcatggg 
gtaaaccagt 
ggaaaaatga 
c t gggat gaa 
tcctggtgaa 
aggatgatcc 
cgc.cagaagc 
tcgttatgtg 
atgtgattaa 
cgctccacca 
ggcagattgt 
ggaeggagag 
ctgtggtatc 
tcacagctgc 
caagaattgg 
tgcgaaccca 



caccaaccaa 
cagtgtggca 
agtcaagtat 
caggaacaca 
caggacagca 
gccttcccgg 
cagtgtggtg 
atacagtaaa 
atatgtggac 
aattgacgea 
atgcagtggg 
gaaagctggt 
acagtttgac 
aatgatcata 
tggcagattt 
gtatttatct 
cagcaacttg 
ggaagcagct 
aattgectat 
ggaagtgatg 
agecattgag. 
getgatgeta 
caacatgttg 
ctccagacct 
agtgggcgat 
tggttatacc 
tatcacagcc 
aatgcagcag 



gcagcaccat 
ctggcttggc 
tatgagaagg 
gatatcaaag 
gctggctatg 
atcattggag 
cfcggtggtaa 
gecaaacaag 
ccctttacgt 
tectgeatta 
cgtctcaaag 
tatacagaca 
catccgaaca 
acagagfcaca 
acagtcattc 
gatatgagct 
gtctgcaaag 
tacaccacca 
egtaaattea 
tegtaegggg 
gaaggctatc 
gaetgetgge 
gacaaactca 
aacactgcct 
tggctccagg 
acactagagg 
atcacgcacc 
atgeaeggea 



<2io> 321 ■ . ' - •:/ 

<211> 2805/ . . . v - 

<2i2> dna. • .*; ' ' • 

<213> Artificial' sequence"-' 
<220> ■'/" * ' : / ' 

<223> A novel- 'jpre^cted alternative spliced variant 
<400> 321 \- A 

atggctggga ttt^ctattfc cgccctattt tcgtgtctct tegggatttg cgacgctgtc 
acaggttc'ca' .gggtataCcc^ tggattccag atctgttcag 

ggagaacttg -ggtggatagc^ aagcc'ctctg' gaagg[agggt gggaggaagt gagtatcatg 
gatgaaaaaa &tacac caafc : ccgaac ct'ac • ' caagt g t gca • atgtgat gga acccagccag 
aataactggc .tacgaact^" 'ttg^tcacc' cgagaagggg ctcagagggt gtatattgag 



660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2297 



60 
120 
180 
240 
300 



WO 2005/071059 



485 



PCT/1L2005/000107 



attaaattca ccttgaggfga ctgcaatagt 
acgtttaacc tgtactacfca -.tgaa'tcacfac 
cagtttgtca aaattgacac. cattcfctgct 
gacagaatca tgaagctgaa caccgagatc 
ttttacctgg cttttcagga- tgtgggggcc 
tataaaaagt gtccactcac agtccgcaat 
gctgatacgt cttccctggt.' ggaacrtt'cjga 
gatgtgccaa aaatgtact'g tggggcagat 
ctatgcaacg ctgggcatga ggag.cggagc- 
ctgaacttga .fcttcaaafcgt caacgagaca 
aatacaggtg gccgccagga catttcctat- 
gaccccagca agtgccgacc-. ctgtg/gaagt 
ttgaagacca ccaaagtctc' catoactgac 
afcctgggctg tgaatcrgagt. gtccaaatat 
actgtgacca ccaaccaagc. agcaccatca 
acaagataca gtgtggcact' .ggcttggctg 
gaatatgaag tcaagtatta " tgagaagfgat. 
acagcfcgcca ggaacacaga tatcaaaggrc 
gtgcgagcca ggacagcagc vtggcfcatgrga. 

. aacacagtgc • cttcccggat catfeggagat 
gtctcgggca gtgtggtgct ggtggtaatt 
cggagtaaat acagtaaagc ! caaacaagaa . 
gtaagaacat atgtpggaccc- ctt£acgtac. 

. gccaaagaaa fctgacgcatc ctgcattaag 
ggtgaggtat gcajgjbgggcg 1 tctcstaagtg 
aagactctga aagctggtta tacagacaaa' 
atcatgggac agtttgacca > tccgaacatc. 
aaaccagtaa tgatca'taac agagtacatg 
aaaaatgatg gcagatttac ; agtcattgag 
gggatgaagt atfctatct:£a- . tatg?igc tat 
ctggtgaaca gcaacttgijfc -ctgcaaagtg. 
gatgatccgg.- aagcagctt'a/' cacpa^cagg 
ccagaagcaa '.ttgcctatcg •; taaattcaca • 
gttatgtggg aagtgajtgtc ^tacggggag 

• gtgattaaag ccatfcgagga' aggctafccgg 
ctccaccagc tga.tgct£<ja ctgctgg^aa; 
cagattgtca' .^acatgttg^a : , caaactcata . 
acggagagct "ccagacctaa- cactg;ccttg . 



cttccgggcg tcatggggac 
aacgacaaag agcgtttcat 
gatgagagct tcacccaagt 
cgggatgtag ggccattaag 
tgcatcgccc tggtatcagt 
atggcccagt ttcctgacac 
ggctcctgtg tcaacaactc 
ggtgaatggc tggtacccat 
ggagaatgcc aaggtccacc 
tctgtgaact tggaatggag 
aatgtggtat gcaagaaatg 
<jgggtccacfc acaccccaca 
ctcctagctc ataccaatta 
aaccctaacc cagaccaatc 
tccafctgctt' t'ggtccaggc 
gaaccagatc ggcccaatgg 
cagaatgagc gaagctatcg 
ctgaaccctc tcacttccta 
gacttcagtg agcccttgga 
ggggctaact .ccacagtcct 
ctcattgcag cttttgtcat 
gcggatgaag agaaacattt 
gaagatccca accaagcagt 
atfc'gaaaaag ttataggagt 
cctggcaaga gagagatctg 
cagaggagag acttcctgag 
attcacttgg aaggcgtggt 
gagaatggct ccttggatgc 
ctggtgggca tgcttcgtgg 
gtgcatcgtg atctggccgc * 
tctgattttg gcatgtcccg 
ggtggcaaga ttcctatccg 
tcagcaagtg atgtatggag 
aggccctatt gggatatgtc 
ttaccccctc caatggactg 
aaggagagga gcgacaggcc 
cgcaacccca acagcttgaa 
ttggatccaa gctcccctga 



ttgcaaggag 


360 


cagagagaac 


420 


ggacattggt 


480 


caaaaagggg 


S40 


ccgtgtgttc 


600 


catcacaggg 


660 


agaagagaaa 


720 


tggcaactgc 


780 


atctgctccc 


840 


tagccctcag 


900 


tggagctggt 


960 


gcagaatggc 


1020 


cacctttgaa 


1080 


agtttctgtc 


114 0 


taaagaagtc . 


1200 


ggtaatcctg 


1260 


tatagttcgg 


1320 


tgttttccac 


1380 


ggttacaacc 


1440 


tctggtctct 


1500 


cagccggaga 


1560 


gaatcaaggt 


1620 


gcgagagttt 


1680 


tggtgaattt 


1740 


tgtggctatc 


1800 


tgaggccagc 


1860 


cactaaatgt 


1920 


attcctcagg 


1980 


cattgggtct 


2040 


acggaacatc : . 


2100 


agtgcttgag 


.2160 


gtggactgcg 


2220 


ctatggaatc 


2280 


caatcaagat 


2340 


ccccattgcg 


2400 


taaatttggg 


2460 


gaggacaggg 


2520 


attctctgct 


2580 
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gtggtatcag tgggcgattg gctccaggcc attaaaatgg accggtataa ggataacttc 2640 

•acagctgctg gt'tatac.cac actagagigct gtggfcgcacg tgaaccagga ggacctggca. 2700 

agaattggta tcacagcc'at'icacgcaccag. aataagattt tgagcagtgt ccaggcaatg 2760 

cgaacccaaa tgca;gcaga*t.' gcacggca'ga atggttcccg tctga 2805 

<210> 32.2 . .> 
<211> 2899" 
<212> DNA - 

<213> Artificial sequence 
<220> ' , • - 

<223> A novel .predicted, alternative spliced variant 
<400> 322 ■ , 

atggctggga fctttctattt cgccctattfc. tcgtgtctct tcgggatttg cgacgctgtc 60 

acaggttcca gggtataccc cgcgaatgaa gtfcaccttat tggattccag atctgttcag 120 

ggagaacttg 'ggtggatagc' aagccctctg gaaggagggt gggaggaagt gagtatcatg 180 

gatgaaaaaa atacaccaat; ccgaacctac' caagtgtgca atgtgatgga acccagccag 240 

aataactggc tacgaactga* • ttggatcacc cga-gaagggg ctcagagggt gtatattgag 3 00 

attaaattca -ccttgaggga ctgcaatagt cttccgggcg tcatggggac ttgcaaggag 360 

acgtttaacc tgtactacfca tgaatcagac aacgacaaag agcgtttcat cagagagaac 420 

cagtttgtca aaattgacac; cattgct'gct gatgagagct tcacccaagt ggacattggt 480 

gacagaatca .tgaagctgaa-cacc^ragatc* cgggatgtag .ggccattaag caaaaagggg 540 

ttttacctgg. cttttc^gga tgtggggg'cc tgcatcgccc tggtatcagt ccgtgtgttc 600 

tataaaaagt gtccactcac .agtccgcaat ctggCccagt ttcctgacac catcacaggg 660 

gctgatacgrt cttccctggt.ggaagttcga ggctcctgtg tcaacaactc agaagagaaa 720 

gatgtgccaa' .aaatgtactg' tggggcagat ggtgaatggc tggtacccat tggcaactgc 780 

ctatgcaacg ctgggcatga ggagcggagc ggagaatgcc aagcttgcaa aattggatat 840 

tacaaggctc tctccacgga tgccacctgt gccaagtgcc caccccacag ctactctgtc 900 

tgggaaggag ccacctcgtg caqctgtgac- cgaggctttt tcagagctga caacgatgct 960 

gcctctatgc c'ctgcacccg. ^tccaccatct gctcccctga acttgatttc aaatgtcaac 1020 

gagacatctg tgaacttgga. atggagtagc. cctcagaata caggtggccg ccaggacatt 1080 

tcctataatg tggtatgcaa, gaaat;gtgga' gctggtgacc ccagcaagtg ccgaccctgt 1140 

" ggaagtgggg tccactacac occacagcag aatggcttga agaccaccaa agtctccatc 1200 

actgacctcd Mtagctcatac.- caattacacc tttgaaatct gggctgtgaa tggagtgtcc 1260 

aaatataacc ctaacccaga.ccaatcagtt tctgtcactg tgaccaccaa ccaagcagca 1320 

ccatcatcca ttgctttg^- : -b^ gatacagtgt . ggcactggct ' . 1380 

tggctggaa'c ca^tcggqc ; caa£ggggfca ; atcctggaat atgaagtcaa gtattatgag 1440 

aaggatcaga at^gc^aacjv ct^cgtaW gttcggacag ctgccaggaa cacagatata. 1500 

aaaggcctga accctctcac ttcctat^fet. ' tfcccacgtgc gagccaggac agcagctggc 1560 

.tatggagact; t.ca^gagcc'Ccttggaggtt acaaccaaca cagtgccttc ccggatcatt 1620 

ggagatgggg. .ctaactccac .agtcchtctg gtctatgtct cgggcagtgrt ggtgctggtg 1680 

gtaattctca ttgcagcttt tgtcatcagc cggagacgga gtaaatacag taaagccaaa 1740 

. caagaagcgg -at^aagagka -acatfctgaat *caag£tgtaa gaacatatgt ggaccccttt 1800 
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acgtacgaag atcccaacca. agcagtgcga gagtfctgcca aagaaattga cgcatcctgc I860 

attaagafctg aaaaagfctat aggagttggt gaatttggtg aggtatgcag tgggcgtctc 1920 

aaagtgcctg gcaa^gaga..'gafcc.t|jtgtg gctatcaaga ctctgaaagc tggttataca 1980 

gacaaacaga ggagagactt cctgagtgag. gccagcatca fcgggacagtfc tgaccatccg 2040 

aacatcattc acttggaacr'g. cgtg^tcact aaataaaaat gatggcagat ttacagtcat 2100 

tcagctggtg ggcatgc^tc ^.g#cattgg' gtctgggatg aagtatttat ctgatatgag 2160 

ctatgtgcat cgtgatqt^g. x:cgbacgcraa catcctggtg aacagcaact tggtctgcaa 2220 

agtgtctgat tttggcatgrt:' cccgagtgct tgaggatgat ccggaagcag cttacaccac 2280 

caggggtggc aagattccta tccggtggac tgcgccagaa gcaattgcct atcgtaaatt 2340 

cacatcagca agtgatgtat ggagctatgg aatcgttatg tgggaagtga tgtcgtacgg 2400 

ggagaggccc tattgggata tgtccaatca ■ agatgtgatt aaagccattg aggaaggcta 2460 

tcggttaccc cctccaatgg .actgccccat' tgcgctccac cagctgatgc tagactgctg 2520 

gcagaaggag 'ag<jagcgaca ggcctaaatt tgggcagatt gtcaacatgt tggacaaact 2580 

catccgcaac cccaacagct tgaagaggac agggacggag agctccagac ctaacactgc 2640 

" cttgttggat ccaagctccc 'ctgaattctc fcgctgtggta tcagtgggcg attggctcca 2700 

ggccattaaa atggaccggb: jdtaaggataa ctfccacagct gctggttata ccacactaga 2760 

ggctgtggtg cacgtgaacc. aggaggacct ggcaagaatt ggtatcacag ccatcacgca 2820 

ccagaataag attttgagrca • gtgtccaggc aafcgcgaacc caaatgcagc agatgcacgg 2880 

cagaatggtt cccgtctga •■ ■' ■ • • 2899 

<210> 323 ■ v ; • .". 

<211> 2958 ' : 7 

<2i2> pna; '■■ ";/;-.'•-.• 

<213> Artificial sequence. 
<220> ■ '.*'. -'. 

<223> A novel predicted alternative s spliced variant 
<400> 323 ' .. .. • ' ; : " ' 

atgcggggct 'cggggccccg- gggtgcggga -caccggccfgc ccccaagcgg .cggcggcgac 60 

acccccatca ccccagcgte . qctggccggc ■ tgc.tactctg cacctcgacg ggctcccctc 120 

tggacgtgcc ttctcctcp:g cgrccgcactc cggaccc'tcc ■ tggccagccc cagcaacgaa 1B0 

gtgaatttat tggattcaccj cactgtcatg ggggacctgg gatggattgc ttttccaaaa 240 

aatgggtggg , aagagafctgg. tgaagtggat gaaaattatg cccctatcca cacataccaa 300 

gtatgcaaag tgatggaaca . gaatcagaaf aactggcttt tgaccagttg gatctccaat 3 60 

gaaggtgctt ccagaatctt catagaactc aaatttaccc .tgcgggactg caacagcctt 420 

cctggatjgac tggggas?c^tg ; " taaggaaacc tttaatatgt attactttga gtcagatgat 480 

. cagaatggga gaaacatdaa . tjgaaaaccaa tacatcaaaa ttgataccat • tgctgccgat 540 

gaaagcttta VcagaacttgaVtctfcggtgac cgtgttatga aactgaatac agaggtcaga 600 

gatgtaggac- ctct'aagcaa; aa^gggafett tafec.ttgctt ttcaagatgt tggtgcttgc 660 

attgctctgg^tttc^ cttctgtggt acgacacttg 720 

gctgtcttcc ctgacac'cat'-cactggagct gattcttccc aattgctcga agtgtcaggc 780 

tcctgtgtca accattctgt' gaccgatgaa cct c.ccaaaa tgcactgcag cgccgaaggg 84 0 
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gagtggctgg tgcdcatcgg gaaatgcatg fcgcaaggcag gatatgaaga gaaaaatggc 900 

acctgtcaag gacqccccfcc .tgctcctcgg. aatgccatct caaatgttaa tgaaactagt 960 

gtctttctgg aatggattcc gcctgctgac acfcggtggaa ggaaagacgt gtcatattat 1020 

attgcatgca agaagtgcaa ctcccatgca ggfcgtgtgtg aggagtgtgg cggtcatgtc 1080 

aggtaccttc ccqggcaaag;.cggcctgaaa aacacctctg tcatgatggt ggatctactc 1140 

gctcacacaa acfcatacctt ;• tgacyatfcgag. gcagtgaatg gagtgtccga cfctgagccca 1200 

ggagcccggc agtatgtpgt'c: tgtaaatgta accacaaatc aagcagctcc atctccagtc. 1260 

aqcaatgtga aaaaaggcfea \ aa.ttgcaaaa aacagcatc t c 1 1 tgtcttg gcaagaacca 13 2 0 

gatcgtccca atggaatcat - : cctagagtat gaaatcaagc attttgaaaa ggaccaagag 1380 

accagctaca egattatpaa atctaaagag acaactatta ctgcagaggg cttgaaacca 1440 

gctfccagfctt atgtcttcca aattcgagca cgtacagcag caggctatgg tgtcttcagt 1500 

cgaagatttg agttt^aac . ca^qccagtg -tttgcagcat ccagcgatca aagccagatt 1560 

cctgtaattg cit^gtptgt /ga'ca^agga' gtca'ttttgt tggcagtggt tatcggcgtc 1620 

ctcctcagtg gaagttgctg-vcgaatgtggc tgtgggaggg cttcttccct gtgcgctgtt 1680 

gcccatccaa tcctaafcatg gcggtgtggc. tacagcaaag caaaacaaga tccagaagag 1740 

gaaaagatgc att.ttc&t.aa, -tgggcacatt aaactgccag gagtaagaac ttacattgat 1800 

ccacatacct atgaggatcc'- caatcaagct gtccacgaat ttgccaagga gatagaagca 1860 

tcatgtatca qcatfcgagrag.' agt'tat^gg a gcaggtgaat ttggtgaagt ttgtagtgga 1920 

cgtttgaaac taccaggaaa ' aagagaatta cctgtiggcta tcaaaaccct taaagtaggc 1980 

tatactgaaa agqaacgcag- agatttccta. ggtgaagcaa gfcatcatggg acagtttgat 2040 

catcctaaca tcatccatVt. 'aga^ggtgtsr gtgaccaaaa -gtaaaccagt gatgatcgtg 2100 

acagagtata- tggagaatg<r ctcttta'$at acatttttga agaaaaacga tgggcagttc 2160 

actgtgattc agcfctgtt'g^g _ catgctga'ga ' ggtatctctg caggaatgaa gtacctttct 2220 

gacatgggct' at;gtgcatag :agatcttgct gccagaaaca tcttaatcaa cagtaaccfct 2280 

gtgtgcaaag tgtctgactt .tggactttcc cgggtactgg aagatgatcc cgaggcagcc 2340 

tacaccacaa ggggaggaaa aattccaatc .agatggactg ccccagaagc aatagctttc 2400 

cgaaagttta cttctg'ccagYtga^g^ctgg agttatggaa tagfcaatgtg ggaagttgtg 2460 

tc t tatggag agagaqccta qtgggagatg ' acqaat caag a t gtgat taa agcggtagag 2520 

gaaggctaf c /^tctgccaag l ccccat£<jat tgtcctgcfcg ct ctctatca gttaatgctg 2580 

gattgctggc agaaagkgcg aaatagcagg- cccaagttfcg atgaaatagt caacatgttg 2640 

gacaagctga . tacgtaaccc; aagtagtctg aagadgctgg ttaatgcatc ctgcagagta 2700 

tctaattfcat tggcag^aca * :tagct?cacta' ggatctgggg. cctacagatc agtaggtgaa 2760 

tggctagagg caatcaagct:- "gggccggtat. acagagattt tcatggaaaa tggatacagt 2820 

tcaatggacg ct^g^jcfcca.. ggt^accttg gaggatttga gacggcttgg agtgactctt 2880 

. gtcggtcac'c agaagaageit . catgaacagc cttcaagaaa tgaaggtgca gctggtaaac . 2 940 

ggaatggtgc VcattgtMav * * • ' / ' \ . 2958 

<210> 324 ;.-r \: : r'^'AK • 

<2ii> '2778V / •'' C ;./V ; .;. : ""'.:*' 

<2 12 > rftui • v * : •[ ; ;/ . . . •:• > ■ :* ■ *' \ 
<213> totif±ci"al; : 3^ 
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<220> /, -v - 

<223> A nc>vei. jpredic ted alternative spliced variant 
<400> 324.' 

atgcggggct cgg^gccccg gggtgcggga caccggcggc ccccaagcgg cggcggcgac 
acccccatca ccccagcgtc.- cctggccggc tgctactctg cacctcgacg ggctcccctc 
tggacgtgcc ttctcctgtgr cgc.cgcactc cggaccctcc tggccagccc cagcaacgaa 
gtgaatttat tggattcacg, cactgtcatg ggggacctgg gatggattgc ttttccaaaa 
aatgggtggg - aagagattgg » tgaagtggafc- gaaaattatg cccctatcca cacataccaa 
gtatgcaaag- tgatsggaaca- gaaticagaat aactggcttt tgaccagttg gatctccaat 
gaaggtgctt cfaagaatctt catagaactc aaatttaccc tgcgggactg caacagcctt 
cctggaggac tgg^gacctg.-.taaggaaacc tttaatatgt attactttga gtcagatgat 
cagaatggga Jjaaacatcaa g^aaaccaa tacatcaaaa ttgataccat tgctgccgat 
gaaagcttt'a cagaac.ttga .tcttggtgad cgtgttatga aactgaatac agaggtcaga 
gatgtaggac -ctctaagcaa . aaagggattt • tatcttgctt ttcaagatgt tggtgcttgc 

. attgctctgg -tt^tgtgcg'. : tgtatactat* aaaaaatgcc cttctgtggt acgacacttg 
gctgtcttcc ctgacaccat 'cactggagct gattcttccc aattgctcga agtgtcaggc 
tcctgtgtca acpattctgt gaccgatgaa cctcccaaaa tgcactgcag cgccgaaggg 
gagtggctgg tgcccatcgg . gaaatgcatg tgcaaggcag gatatgaaga gaaaaatggc 
acctgtcaag tgtgcatjacc tgggttcttc aaagcctcac ctcacatcca gagctgcggc 
aaatgtccac ctckcagtta .tacccatgag gaagcttcaa cctcttgtgt ctgtgaaaag 
gattatttca ggagagagtc. tgatccaccc acaatggcat gcacaactcc atctccagtc 
accaatgtga aaaaag^gaa; aattgcaaaa aacagcatct ctttgtcttg gcaagaacca 
gatcgtccca at^gaatcat ' cctagagtat gaaatcaagc attttgaaaa ggaccaagag 
accagc taca ' c^ttafccaSi- atctaaagag acaac tatta ctgcagaggg cttgaaacca 
gcttcagttt atgtcttcca 'aat'tcga^rca' cgtacagcag caggctatgg tgtcttcagt 
.cgaagatttg. agtttgaaac\'cacc.cicagtg tttgcagcat ccagcgatca aagccagatt 
cctgtaattg .ctg^gt^idtgii. .gacjagta^ga gtcattttgt tggcagtggt tatcggcgtc 
ctcctcagtg- gaagttgctg cgaatgtggc tgtgggaggg cttcttccct gtgcgctgtt 
gcccatccaa ■ tcctaatatg gcggtgtggc tacagcaaag caaaacaaga .tccagaagag 
gaaaagatgc attttca.taa t^ggcacatt- aaactgccag gagtaagaac ttacattgat 
ccacatacct ."atgaggatcq rcaatcaagc't gtdcacgaat ttgccaagga gatagaagca 
tcatgtatca ccafttga'gag agttattgga- gcaggtgaat ttggtgaagt ttgtagtgga 
cgtttgaaac. taccaggaaa^aaj^agaafcta .cctgtggcta tcaaaaccct taaagtaggc 
tatactgaaa agqaacgca^ " agatttccta ggtgaagcaa gtatcatggg acagtttgat 

• catcc taaca tcatccatit£ \ agaaggtgtg. gtgaccaaaa gtaaaccagt gatgatcgtg 
acagagtata tg^a'gaa^grg ctctt.tagat acatttttga agaaaaacga tgggcagttc 

. actgtgattc agctfcg^Vgg." qatgdtgaga ggtat.ctctg caggaatgaa gtacctttct 
gacatgggct : ^tgtgc.at'a|f : - • agatcttgct gccagaaaca tcttaatcaa cagtaacctt 
gtgtgcaaa^r tgtctg^ctit". tggra.bfctjtcc cgggfcactgg aagatgatcc cgaggcagcc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
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2100 
2160 
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tacaccacaa ggggaggaaa aattccaatc agatggactg ccccagaagc aatagctttc 2220 

cgaaagttta • c.ttctgccag [. tgatgtctgg agttatggaa tagtaatgtg ggaagttgtg 2280 

tcttatggag agagacccta . ctgggagatg accaatcaag atgtgattaa agcggtagag 2340 

gaaggctatc gtctgccaag ccccatggat tgtcctgctg ctctctatca gttaatgctg 2400 

gattgctggc agaaagagcg aaatagcagg cccaagtttg atgaaatagt caacatgttg 2460 

gacaagctga tacgtaaccc. aagtagtctg aagacgctgg ttaatgcatc ctgcagagta 2S20 

tctaatttat tggcVgaaca- tagcccacta ggatctgggg cctacagatc agtaggtgaa 2580 

tggctagagg caatcaagfat ggpccggtiit acagagattt tcatggaaaa tggatacagt 2640 

tcaatggacg btgtggctca ggtgraccttg gaggatttga gacggcttgg agtgactctt 2700 

gtcggtcacc agaagaagat catgaacagc cttcaagaaa. tgaaggtgca gctggtaaac 2760 

ggaatggtgc cattgtaa. 2778 

<210> 325 : '. : "'" 
<211> 3011 * V" 

<2i2> dna • •■ \ .• r; ' * 

. <213> Artificial- flieguen.cW.. ;" : ,*7. 
<220> .'. "; *••• .', \.y * * » 

< 2 2 3 > A novel; predicted . alternative . spli ced variant 
<400> 3.25 . ; ! * ■ " 

atgcggggct cggggcecjcg'. gggtgcggga.caccggcggc ccccaagcgg cggcggcgac 60 

acccccatca- ccccagcgtc . cctggccggc tgctactctg cacctcgacg ggctcccctc 120 

tggacgtgc.c ttctcptgtg- cgccgcactc cggaccctcc tggccagccc cagcaacgaa 180 

gtgaatttat- tggattcacg * cactgtcatg ggggacctgg gatggattgc ttttccaaaa 240 

aatgggtggg aagagattgg- tgaagtggat gaaaattatg cccctatcca cacataccaa 3 00 

gtatgcaaag tgatggaaca gaatcagaat aactggcttt tgaccagttg gatctccaat 360 

gaaggtgct't. cc^gaatctt catagaactc . aaa'tttaccc tgcgggactg caacagcctt 420 

cctggaggac tgg^gacqtg taaggaaacc tttaatatgt attactttga gtcagatgat 480 

cagaatggga gaaacatcaa/ ggaaaaccaa tacat'caaaa ttgataccat tgctgccgat 540. 

gaaagcttta-'/cagaacttga tcttggtjgac. cgtgttatga aactgaatac agaggtcaga 600 

gatgtagga'c. ctbtaa^c'^ tatcttgctt ttcaagatgt tggtgcttgc 660 

attgctctgg tttctgtg<3^ tgtatactat' aaaaaatgcc cttctgtggt acgacacttg 720 

gctgtcttcc ctgacaccat,.cactcfgagct gatt;cttccc aattgctcga agtgtcaggc 780 

tcctgtgtca accattctgt' gaccgafcgaa cctcccaaaa tgcactgcag cgccgaaggg 840 

gagtggctgg tgcccat'cgg. gaaafcgcatg .tgcaaggcag gatatgaaga gaaaaatggc 900 

acctgtcaag tsftgcagacd. .tgggttcttciaaagcctcac ctqacatcca gagctgcggc .960 

aaatgtccac* ctcaca^ta tacccatgag. gaa^cttcaa cctcttgtgt ctgtgaaaag 1020 

gattatttca" gga^gagrtc i tgatccaccc acaatggcat gcacaagacc cccctctgct 1080 

cctcggaatg ccatcfccaaa'tgttaatgaa actagtgtct ttctggaatg gattccgcct 1140 

gctgacactg gtggaaggaa agacgtgtca" tattata.ttg catgcaagaa gtgcaactcc 1200 

catgcaggtg t^tgtgagcfa. gtirtggcggt catgtcaggt accttccccg gcaaagcggc . 1260 

' ctgaaaaaca - cctqtgtfaat'v gat^gtggat - ctactcgctc acacaaacta tacctttgag " 1320 

attgaggcag jtgaatiggagt | ,gtc'agact;tg -agcccaggag cccggcagta tgtgtctgta 1380. 
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aatgtaacca 
gcaaaaaaca 
gagtatgaaa 
aaagagacaa 
cgagcacgta 
ccagtgtttg 
caatcctaat 
tgcattfctca 
cctatgagga 
tcaccattga 
aactaccagg. 
aaaagcaacg 
aca tcatcca ; 
. atatggagaa 
ttcagcttgt 
gctatgtgca 
aagtgtctga 
caaggggagg 
ttacttctgc . 
gagagagacc 
atcgtctgcc 
ggcagaaaga 
tgatacgtaa 
tattggcaga 
aggcaatcaa 
acgctgtggc- 
accagaagaa: 
tgccattgta . 



caaatcaagc 
gcatctcttt. 
tcaagcattt 
ctattactgc 
cagcagcagg 
ctgcga.atcjfc' 
atggcggtgt 
taatgg'gcaq 
tcccaatcaa 
gagagttatt 
aaaaaga'gaa 
cagaga 1 1 1 c 
tttagaaggt^ 
fcggcitcttta 
tggcatgotg. 
•tagagatctt" 
ctttggaqtt: 
aaaaattcca- 
cagtgatgtc 
ctactgggag 
aagccccatg" 
gcgaaatagc' 
cccaagtagt 
acatagccca- 
gatggg : €?cgg 
.tcaggtgacc 
gatcatgaac 



agctcc'atct 
gtcttggcaa 
tgaaaaggac 
agagggcttg 
ctatggtgtc 
ggctgtggga 
ggctacagca 
attaaactgc 
gcfcgtccacg 
ggagcaggtg 
ttacctgigg 
ctaggtgaag 
gtggtgacca 
gatacatttt 
agaggtatct 
gct.gqca.gaa 
tcccgggjfcaa 
atcagatgga. 
tggagttatg. 
atgaccaatc 
•gattgtcctg 
aggcecaagt 
ctgaaga.cgc 
ctaggatctg 
tatacagaga 
. ttggaiggatt 
.agccttcaag 



ccagtcacca 
gaaccagatc 
caagagacca 
aaaccagctt 
ttcagtcgaa 

gggctit cttc 
aagcaaaaca 
caggagtaag 
aatttgccaa 
aafcttggtga 
ctat'caaaac 
caagtatcat 
aaagtaaacc 
tgaagaaaaa 
ctgcaggaat 
acatcttaat 
-tggaagatga 
ctgccccaga 
gaatagtaat 
aagatgtgat 
ctgctctcta 
ttgatgaaat 
tggl^fcaatgc 
gggcctacag 
ttttcatgga 
tgagacggct 
aaatgaaggt 



atgtgaaaaa 
gtcccaatgg 
gctacacgat 
cagtttatgt 
gatttgagtt 
cctgtgcgct 
agatccagaa 
aacttacatt 
ggagatagaa 
agtttgtagt 
ccttaaagta 
gggacagttt 
agtgatgatc 
cgatgggcag 
gaagtacctt 
caacagtaac 
tcccgaggca 
agcaatagct 
gtgggaagtt 
taaagcggta 
tcagttaatg 
agtcaacatg 
atcctgcaga 
atcagtaggt 
aaatggatac 
tggagrtgact 
gcagctggta 



agggaaaatt 
aatcatccta 
tatcaaatct 
cttccaaatt 
tgaaaccacc 
gttgcccatc 
gaggaaaaga 
gatccacata 
gcatcatgta 
ggacgtttga 
ggctatactg 
gatcatccta 
gtgacagagt 
ttcactgtga 
tctgacatgg 
cttgtgtgca 
gcctacacca 
ttccgaaagt 
gtgtcttatg 
gaggaaggct 
ctggattgct 
ttggacaagc 
gtatctaatt 
gaatggctag 
agttcaatgg 
cttgt'cggtc 
aacggaatgg 



<210> -326- - 

<211> 304.6 ■.':*•*■:. ' 

<212> DNA V :.;V : '. *;-'; (V ' 

<213> Artificial" sequteac'e '' — n . 

<22 0> ' * 

<223> A" hovel predicted alternative spliced variant 

<400> 326 , .". ,«■ 

atgcggggct • cggggccccg. gggtgcggga.'caccggcggc ccccaagcgg cggcggcgac 
acccccatca' cccdasfcgtc -.cctggccggc tgcfcactctg cacctcgacg ggctcccctc 
tggacgtgcc ttc£cctgtg cgcpgcactc. cggaccctcc tggccagccc cagcaacgaa 
gtgaatttafc tggattcacg "cactgticatg ggggacctgg gatggattgc ttttccaaaa 
aatgggtggg aagagattgg. • tgaagtggat gaaaattatg . cccctatcca cacataccaa . 



1440 

1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3011 



60 
120 
180 
240 
300 
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gtatgcaaag tgatggaaca gaatcagaat 
gaaggfcgctfc ccagaatptfc. cafcagaactc 
cctggaggac tggggacctg:' taaggaaacc 
cagaatggga gaaacatcaa ' ggaaaaccaa 
gaaagcttta cagaacttga. tcfctggtgac 
gatgtaggac ctctaagcaa aaagggattt 
afctgcfcctgg jtttctgtgcg; tgtatactat 
gctgtctfccc* ctgacaccafc cactggagct 
tcctgtgtca accattcfcgt. gaccgatgaa 
gagtggcfcgcf fcgeccatecgg gaaatgcatg 
acctgtcaag . tgtgpagacc • tgggfcfccttc 
aaatgtccac ctcacagftta tacacatgag 
gattatttca. .ggagaga'gfcc tgatccaccc 
cctcggaatg ccatfctcaaa tgfctaatgaa 
gctgacactg ( gtggaaggaa; agacgtgtca 
catgcaggtg tgt^tgasrga gtgtggpggt 
ctgaaaaaca ccttitgtcat- gatggtggat 
attgaggcag ;.tgaa i tgg 1 agt : ' gtccgactfcg 
aatgtaacca caaatcaagc agctccatct 
gcaaaaaaca gcatctofctt: . gtcttggcaa 
gagtatgaaa tcaagcafctt ■ tgaadaggac 
aaagagacaa ctafctacfcgc. agagggcttg 
cgagcacgta cagcagcagg- ctatggtgtc 
ccagtgtttg cagcafcccag cgat;caaaigc 
gtaggagtca ttttgttggc agtggttatc 
tgtggctgtg ggagggctiitc 'ttccctgtgc 
actgccagga gtaagaactt /acat;tgatfcc 
ccacgaattt • gccaaggatfa.. tagaagca.tc 
aggtgaattt - ggtgaacr^tt .gta'gtgga'cg 
tgtggctatc - aaaaccctfca. aagfcaggrcta 
tgaagcaagt atcatggcjac: agtttgatca 
gaccaaaagt aaac'dagfcga' tgatagtgac 
atttttgaag .aaaaacgat'c^ ggcajgfttcac 
tatctctgea ggaatgaagt: .acctttctga 
cagaaacatc . ttaktcaaca gtaaccttgt- 
ggtactggaa gatgatcccg aggcagecta- 
atggactgcc ecagaageaa ■ : tagctttcccj 
ttatggaata staatgt.gg'g aagttgtgtc 
caatcaagat gtgat taaag , eggtagagga 
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aactggcttt 


tgaccagttg 


gatctccaat 


aaattfcaccc 


tgcgggactg 


caacagcctt 


tttaatatgt 


attactttga 


gtcagatgat 


tacatcaaaa 


ttgataccat 


tgetgecgat 


cgtgttatga 


aactgaatac 


agaggtcaga 


fcatcttgett 


ttcaagatgt 


tggtgcttgc 


aaaaaatgee 


cttcfcgfcggt 


acgacacttg 


gattcttccc 


aattgetega 


agtgtcaggc 


cctcccaaaa 


tgcactgcag 


cgccgaaggg 


tgcaaggcag 


gatafcgaaga 


gaaaaatggc 


aaagcctcac 


ctcacatcca 


gagctgegge 


gaagcttcaa 


cctcttgtgt 


ctgtgaaaag 


acaafcggcat 


gcacaagacc 


cccctctgct 


actagtgtct 


ttctggaatg 


gattccgcct 


tattatattg 


catgeaagaa 


gtgcaactcc 


catgtcaggt 


accttccccg 


geaaagegge 


ctactcgctc 


acacaaacta 


tacctttgag 


ageccaggag 


cccggcagta 


tgtgtctgta 


•ccagt caeca 


atgtgaaaaa 


agggaaaatt 


gaaccagatc 


gtcccaatgg 


aatcatccta 


caagagacca 


gctacacgat 


tatcaaatct 


aaaacagcfct 


cagtfctatgt 


cttccaaatt 


ttcagtcgaa 


gattfcgagtt 


tgaaaccacc 


cagattcctg 


taattgctgt 


gtctgtgaca 


ggcgtcctcc 


tcagtggaag 


ttgctgcgaa 


gctgttgccc 


atccaatcct 


aatatgttaa 


acatacctat 


gaggatccca 


atcaagctgt 


atgtatcacc 


attgagagag 


ttatt'ggagc 


tttgaaacta 


ccaggaaaaa 


gagaattacc 


tactgaaaag 


caaegcagag 


atttcctagg 


tcctaacatc 


atccatttag 


aaggtgtggt 


agagtatatg 


gagaatggct 


ctttagatac 


tgtgattcag 


cttgttggca 


tgctgagagg 


catgggctat 


gtgeatagag 


atettgetge 


gtgcaaagtg 


tctgactttg 


gactttcccg 


caccacaagg 


ggaggaaaaa 


ttccaatcag 


aaagtttact 


tetgecagtg 


afcgtctggag 


ttatggagag 


agaccctact 


gggagatgac 


aggctatcgt 


ctgccaagcc 


ccatggattg 
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360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 

f 

2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
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tcctgctgct ctctatcagt taatgctgga ttgctggcag aaagagcgaa atagcaggcc 2700 

caagtttgat gaaatagtca acatgttgga caagctgata cgtaacccaa gtagtctgaa 2760 

gacgctggtt aatgcatcct gcagetgtatc .taatttattg gcagaacata gcccactagg 2820 

atctggggcc taca'gatcag taggtgaatg ;. gctagaggca atcaagatgg gccggtatac 2880 

agagattttc atggaaaatg gatacagttc aatggacgct gtggctcagg tgaccttgga 2940 

ggatttgaga cggcttggag tgactcttgt cggtcaccag aagaagatca tgaacagcct 3000 

tcaagaaatg aaggtgcagc. tggtaaacgg aatgg^gcca ttgtaa 3046 

<210> 327 , 
<211> 2904 
<212> DNA. 

<213> Artificial sequence 

<220> " ' 

<223> A noveX predicted, alternative spliced variant 

<400> 327 "V-. * - 

atgcggggct cggggcpccg gggtgcggga caccggcggc ccccaagcgg cggcggcgac 60 

acccccatca ccccagcgtc ' cctggccggc tgctactctg gacctcgacg ggctcccctc ■ 120 

tggacgtgcc ttctcctgtg cgccgcactc cggaccctcc tggccagccc cagcaacgaa 180 

gtgaatttat tggattcicg cactgtcatg ggggacctgg gatggattgc ttttccaaaa 240 

aatgggtggg aagagattgg tgaagtggat gaaaattatg cccctatcca cacataccaa 300 

gtatgcaaag tgatggaaca gaatcagaat. ■ aactggcttt tgaccagttg gatctccaat 360 

gaaggtgctt ccagaafcctt . catagaactc aaat'ttaccc tgcgggactg caacagcctt 420 

cctggaggac tggggacctg- taaggaaacc tttaatatgt attactttga gtcagatgat 480 

cagaatggga gaaacatcaa ggaaaaccaa. tacatcaaaa ttgataccat tgctgccgat 540 

gaaagcttta cagaacttga- tcttggtjjac cgtgttatga aactgaatac agaggtcaga 600 

gatgtaggac ctctaagcaa aaag^gattt tatcttgctt ttcaagatgt tggtgcttgc 660 

attgctctgg tttctgtgcg ;tgtatactat aaaaaatgcc cttctgtggfc acgacacttg 720 

gctgtcttcc ctgacaccat- cact'ggagct gattcttccc aattgctcga agtgtcaggc 780 

tcctgtgtca accattctgt" graccgatgaa ccbcccaaaa tgcactgcag . cgccgaaggg . 840 

gagtggctgg tgcccatCgg r^aaatgcatg : tgcaaggcag gatatgaaga gaaaaatggc 900 

acctgtcaag -" t^^ci^cc';. tgc^tcfctq aaagcgtcac ctcacatcca gagctgcggc 960 

aaatgtccac ctc^cagjb'ta . tacccatgag ' gaagcttcaa cctcttgtgt ctgtgaaaag 1020 

.gattatttca ggagagagtc' .tgatccaccc acaatggcat gcacaagacc cccctctgct 1080 

cctcggaatg.ccatctcaaci. tgttaatgaa actagtgtct ttctggaatg gattccgcct 1140 

. gctgacactg g^ggaaggaa agacgtgfcca tattatattg catgcaagaa gtgcaactcc • 1200 

eatgcaggtg tgtgtgagga gtgtggc^gi: catgfccaggt accttccccg .gcaaagcggc 1260 

• ctgaaaaaca cctc.tgtcat gatggtggat?* ctactcgctc acacaaacta tacctttgag 1320 

attgaggcag . tgaatggagt . gtccgacttg agcccaggag cccggcagta tgtgtctgta 1380 

aatgtaacca caa'ateaKgc agctccatct cca : gtcacca atgtgaaaaa agggaaaatt 1440 

gcaaaaaaca gcatctcttt :gt'cttggcaa gaaccagatc gtcccaatgg aatcatccta 1500 

gagtatgaaa tcaagcattt fcgaaaaggac caagagacca . gctacacgat tatcaaatct 1560 
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aaagagacaa ' cfcatfcacfcgc agagggcttg * aaaccagc tt cagtttafcgt ct t ccaaatt 


1620 


. cgagcacgta cagcagcagg -ctatggtgtc' ttcagtcgaa gatttgagtt tgaaaccacc 


1680 


ccagtgtttg cagcafcccag cgatcaaagc. cagattcctg taattgctgt gtctcftgaca 


1740 


. gtaggagtca ttttgttggc agtggttatc ggcgtcctcc tcagtggaag ttgctgcgaa 


1800 


tgtggctgtg ggagggcttc ttccctgt'gc -gctgttgccc atccaatcct aatatggcgg 


1860 


tgfcggctaca gcaaagcaaa acaagatcca ■ gaagaggaaa agatgcattt tcataatggg 


1920 


cacattaaac tgccaggagfc aagaacttac attgatccac atacctatga ggatcccaat 


1980 


caagctgtcc acgaatttgc caaggagata- gaagcatcat gtafccaccat tgagagagtt 


2040 


attggagcag gtgaatttgg tgaagttfcgt agtggacgtt tgaaactacc aggaaaaaga 


2100 


gaattacctg tggatatcaa aacccfcfeaaa gtaggctata ctgaaaagca acgcagagat 


2160 


ttcctaggtg aagcaagtat catgggacag tttgatcafcc ctaacatcat ccatttagaa 


222 0 


ggtgtggtga ccaaaagtaa, accagtgatg atcgfcgacag agfcafcatgga gaatggctct 


2280 


ttagatacat tttt'gaaggg aggaaaaatt- ccaatcagat ggactgcccc agaagcaata 


2340 


gctttccgaa agttbach'tc.* tgccagtgat gtctggagtt atggaatagt aatgtgggaa 


2400 


. gttgtgtctt- atggagajgag acgctactgg gagatgacca atcaagatgt gattaaagcg 


2460 


gtagaggaag gctatcgtcfc gccaagcccc atggattgtc ctgctgctct ctatcagfcta 


2520 


atgctggatt gctggcagaa agagcgaaat agcaggccca agtttgatga aatagtcaac 


2580 


atgt tggaca agctgafcapg'. taacccaagt agtc.tgaaga cgctggt taa tgcatcctgc 


2640 


agagtatcta atttattggc agaacatagc ccactaggat ctggggccta cagatcagta 


2700 


ggtgaatggc tagaggcaat \ caagatgrggc "cggtatacag agattttcafc ggaaaatgga 


2760 


tacagttcaa tggacgctgt ggrctcafcfgtg * acctfcggagg atttgagacg gcttggagtg 


2820 


actcttgtcg . gtcaccagaa gaagatcatg aacagccttc aagaaatgaa ggtgcagctg 


2880 


gtaaacggaa tggftgccatt gtaa • 


2904 


<210> 328 




<211> 2920 




<212> DNA 




<213> Artificial- sequence- 




<220> . : •; "V. 




- <223 > - A novel predicted alternative . Spliced, variant 





atgcggggct cggggcc^cg- gggtgcggga caccggcggc ccccaagcgg cggcggcgac 60 

acccccatca ccccagc.g'tc cctggccggc tgctactctg cacctcgacg ggctcccctc 120 

tggacgtgcc ; ttctcctgtg cgccgcactc. cggaccctcc tggccagccc cagcaacgaa 180 

gtgaatttat tggattcaqg /cactgtcatg ggggacctgg gatggattgc ttttccaaaa 240 

aatgggtggrg.'aagagattgg. tgaagtggat gaaaa'ttatg cccctatcca cacataccaa 3 00 

gtatgcaaag .tgafeggaaca gaatcagaat :aa.ctggcttt tgaccagttg gatctccaat 360 

gaaggtgctt ccagaatctt ,. cataLgaactc aaati'taccc tgcgggactg caacagcctt 420 

cctggaggac tggggacdtg- taa^gaaacc tttaatatgt attactttga gtcagatgat 480 

cagaatggga • gaaacatra'aVggaaaacgaa . tacatcaaaa ttgataccat tgctgccgat 54 0 

gaaagcttta cagaacfctga tciitggtgac' cgtgttatga aactgaatac agaggtcaga. 600 

gatgtaggac ctptaagcaa.: aaagsfgatfct t'atcttgctt ttcaagatgt tggtgcttgc 660 
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attgctctgg fctfcctgtgcg .tgtdf actafc aaaaaatgcc 
gctgtcttcc . ctgapaccat cactggagcfc gatfccfctccc 
tcctgfcgtca accajtfccttjt* gaccgatgaa cctcccaaaa 
gagtggctgg fcgcccatcgg gaaatgcatg tgcaaggcag 
acctgtcaag tgtgrcagacc tgggttcfctc aaagcctcac 
aaatgtccao qtcacagtta'. tacccatgag "gaagqttcaa 
. gatfcatttca ggagagagtc tgatccaccc" acaatggcat 
cctcggaatg ccatctcaaa fcgrttaatgaa actagtgtct 
gctgacactg gtggaaggaa agacgtgt;ca tattatattg 
catgcaggtg tgtgtgagga.: gtgtggcggt catgtcaggt 
ctgaaaaaca. cctctgtcat gatggtggat ctactcgctc 
attgaggcag tgaatggagt'..gtccgacttg : agcccaggag 
aatgtaacca caaatcaagc agptccatct ccagt caeca 
gcaaaaaaca gcatctcttt .gtcbtggcaa gaaccagatc 
gagtatgaaa tcaagcattit ■ tgaaaagcjac caagagacca 
aaagagacaa etafctafctge. agagggcttg aaaccagctt 
egagcaegta > cagcagcjagg cfcatggtg£c ttcagtcgaa 
ccagtgtttg cagcaitccag.; ^cgatcaaagc cagattcefcg 
gtaggagtca ttttgttggc agt£gttat;c . ggcgtcctcc 
tgtggctgtg ggagggcttc tfcccctg€g:c gctgttgccc 
tgtggcfcaca gcaaagc^aa . ac'aagatcca gaagaggaaa 
cacattaaac fcgqcaggagt.- aagaa'cttac afctgatccac 
caagctgfccc aegaatttge. caaggagata.gaagcatcat 
attggagcag gtgaatttgg tgaagttfcgt .agfcggacgtt 
gaattacc tg tggctatcaa aaccct taaa gtaggctata 
ttcctaggtg aagcaa^at, catgggacag ttfcgatcatc - 
ggtgtggtga ccaaaagfcaa axscagtgatg: atccftgacag 
ttagatacat. ttttga^gaa; aaac£atggg cagtt'cactg 
ctgagaggta tct<itgq^gg.vaa^gaagtac^ ctttctgaca 
cttgctgcca gaaacatqfct aatcaacagt aaccttgtgt 
ctttcccggg fcactggaaga-.tgatcccgag gcagc'ctaca 
ccaatcagat; ggactgcccc agaagcaata. gctttccgaa 
gtcfcggagtt ;a'£g^atl^gt "aatgtgggaa gttgtgtctt 
gagatgacca 'atcaagataig' tatc.taatrtt-' attggcagaa 
ggectacaga tcagtaergtg. aatggq'taga ggcaajtcaag 
tttcatggaa .aatggataca ■ gttcaafcggaf cgctgtggct 
gagaeggett ggagftgreLctc ' tt^c'ggtca .ccajgaagaag 
aatgaaggtg cagc'tggtaai;. aoggaatggt: v gcc'at:tgtaa 



cttctgtggt 
aafcfcgctcga 
tgcactgcag 
gatatgaaga 
ctcacatcca 
cctcttgtgt 
gcacaagacc 
ttctggaatg 
catgeaagaa 
accttccccg 
acacaaacta 
cccggcagta 
atgtgaaaaa 
gtcccaatgg 
gctacacgat 
cagtttatgt 
gatttgagtt 
taatfcgctgt 
tcagtggaag 
atccaatcct 
agatgeattt 
atacctatga 
gtafceaccat 
tgaaactacc 
ctgaaaagca 
ctaacatcat 
agtatatgga 
fcgattcagct 
tgggctatgt 
gcaaagtgtc 
ccacaagggg 
agtttacttc 
atggagagag 
catagcccac 
atgggccggt 
caggtgacct 
atcatgaaca 



acgacacttg 
agtgtcaggc 
cgccgaaggg 
gaaaaatggc 
gagctgegge 
ctgtgaaaag 
cccctctgct 
gattccgcct 
gtgcaactcc 
geaaagegge 
tacctttgag 
fcgtgtctgta 
agggaaaatt 
aatcatccta 
tatcaaatct 
cttccaaatt 
tgaaaccacc, 
gtctgtgaca 
ttgctgcgaa 
aatatggcgg 
tcataatggg 
ggatcccaat 
tgagagagtfc 
aggaaaaaga 
aegcagagat 
ccatttagaa 
gaatggctct 
tgttggcatg 
gcatagagat 
tgactttgga 
aggaaaaatt 
fcgccagtgafc- 
accctactgg 
taggatctgg 
atacagagat 
tggaggattt 
gecttcaaga 



720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2920 
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<210> 329 . 
<211> 29.58 
<212> ' DNA 

<213> Artif icial ^sequence •• 
<220> . * / . ' .'. . 

<223> A novel predicted ■ alternative spliced variant 
<400> 325 . - . " . ' • \ 

atgcggggct cggggccccg gggtgcggga caccggcggc ccccaagcgg cggcggcgac 
acccccatca ccccagcgtc cctggccggc tgctactctg cacctcgacg ggctcccctc 
tggacgtgcc ttc'tcctgtg." cgccgcactc cggaccctcc tggccagccc cagcaacgaa 
gtgaatttat tggattcacg cactgtcatg ggggacctgg gatggattgc ttttccaaaa 
aatgggtggg aagagat.tgg - tgaagtggat. gaaaattatg cccctatcca cacataccaa 
gtatgcaaag tgafcggaaca gaatcagaat. aactggcttt tgaccagttg gatctccaat 
gaaggtgctt ccagaatct:t catagaactc, aaafettaccc tgcgggactg caacagcctt 
cctggaggac tggggacctg taaggaaacc tttaatatgt attactttga gtcagatgat 
cagaatggga gaaacatcaa. 'ggaaaaccaa' tacatcaaaa ttgataccat tgctgccgat 
gaaagcttta cagaacttga. tcttggtgaa cgtgfctatga aactgaatac agaggtcaga 
gatgtaggac ctcteagpaa aaagggattt tatcttgctt ttcaagatgt tggtgcttgc 
attgctctgg tttctgtifcfcg tgtatactat aaaaaatgcc. cttctgtggt acgacacttg 
gctgtcttcb .ctgacaccat ;cactggagct gat'tcttccc aattgctcga agtgtcaggc 
tcctgtgtCa. accattctgt- gaccgatgaa cctcccaaaa tgcactgcag cgccgaaggg 
gagtggctgg . tgcccatcgg.-gaaatgcatg tgcaaggcag gatatgaaga gaaaaatggc 
acctgtcaag tgtgcaga'cc. tgggttctje*aaagcctcac ctcacatcca gagctgcggc 
aaatgtccac ctcacagtta- tacccatga'g gaagcttcaa cctcttgtgt ctgtgaaaag 
gattatttca ggagagagtc. tgatccaccc acaatggcat gcacaagacc cccctctgct 
cctcggaatg ccatctcaaa-tgttaatgaa.actagtgtct ttctggaatg gattccgcct 
gctgacactg gtggaaggaa" agacgtgtca * tattatattg catgcaagaa gtgcaactcc 
catgcaggtg tgtgtgag^a; gtgtggcggt. catgtcaggt accttccccg gcaaagcggc 
ctgaaaaaca cctctgtca't :gatggtggat ctactcgctc acacaaacta tacctttgag 
attgaggcag tgaatggagt- gtccgacttg agcqcatrgag cccggcagta tgtgtctgta 
aatgtaacca ■ caaatcaagc. agctccatct cca'gtcacca atgtgaaaaa agggaaaatt 
. gcaaaaaaca gcatcicttt- gtcjttggcaa gaaccagatc gtcccaatgg • aatcatccta . 
gagtat'gaaa .tcaagd^ttt tgaaaaggac:' caagagacca gctacacgat tatcaaatct 
aaagagacaa cta'ttacfigq .agagggcfctg aaaccagctt cagtttatgt cttccaaatt 
cgagcac^a: : cagcagc%g..cta^cf^^tc. tt'ca'gtcgaa gatttgagtt tgaaaccacc 
ccagtgtttg • cagcatc'ea^ .cgabqaaagc." cagattcctg taattgctgt gtctgtgaca 
gtaggagtca> tttjtgttggd; agtggttafcc ggcgtcctcc tcagtggaag ttgctgcgaa 
tgtggctgtg ggagggcttc* ttccctgtgc gct'gttgccc atccaatcct aatatggcgg 
tg^ggctaca .gcaa^gc^aa; ac'aagatcca gaagaggaaa agatgcattt tcataatggg 
cacattaaac 'tgccaggagt- aag^acti'tac- att^atccac atacctatga ggatcccaat 
caagctgtcc .aQ^atjbtgc' :caaggagata *gaagcat.cat gtatcaccat tgagagagtt 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780. 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620. 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
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attggagcag gtgaatttgg tgaag^ttgt agtggacgtt tgaaactacc aggaaaaaga 2100 

gaattacctg ■■ tggctatcaa aac'ccttaaa gtaggctata ctgaaaagca acgcagagat 2160 

ttcctaggtg aagcaagtat catgggacag tttgatcatc ctaacatcat ccatttagaa 2220 

ggtgtggtga .ccaaaagtaa . accagtgatg afccgtgacag agtatatgga gaatggctct 2280 

ttagatacat . ttttgaagaa aaapgatggg cagttcactg tgattcagct tgttggcatg 2340 

ctgagaggta. tctc'tgcagg. aatgaagtac ctt'tctgaca tgggctatgt gcatagagat 2400 

cttgctgcca gaaacatptt aatcaacagt aaccfctgtgt gcaaagtgtc tgactttgga 2460 

ctttcccggg tactggaaga tgatccCgag gcagcctaca ccacaagggg aggaaaaatt 2520 

ccaatcagat ggactgcccc. agaagcaata. gctttccgaa agtttacttc tgccagtgat 2580 

gtctggagtt atggaatagt aatgtgggaa gttgtgtctt atggagagag accctactgg 2640 

gagatgacca atcaagatgt gattaaagcg gtagaggaag gctatcgtct gccaagcccc 2700 

atggattgtc ctgctgctct • ctatcagtta atgctggatt gctggcagaa agagcgaaat 2760 

agcaggccca agtttgatga" aatagtcaac atgttggaca agctgatacg taacccaagt 2820 

agtctgaaga cgctggttaa tgcatcctgc agggatttga gacggcttgg agtgactctt 2880 

gtcggtcacc agaagaagat cat'gaacagc cttcaagaaa tgaaggtgca gcfcggtaaac 2940 

•ggaatggtgc cattgtaa ■ • , 2958 

<210> 330 .":'. " '. . 

<211> 2871'- m ■ :.. 

<212> DNA ■ " ■-. " 

<213> Artificial', sequence.' 

<22o> * 

<223> A xiayel predicted alternative spliced variant 
<400> 330 • ■ 

atggtttttc aaaqtcggta cccttcatgg attattttat gctacatctg gctgctccgc 60 

tttgcacaca .caggggaggc" gcaggctgcg aaggaagtac tactgctgga ttctaaagca 120 

caacaaacag agttggagt'g. .gatttcctct ccacccaatg ggtgggaaga aattagtggt 180 

ttggatgaga actatacdcc ^atacgaaca taccaggtgfc gccaagtcat ggagcccaac 240 

caaaacaact .^gctgc^gac/ taactg^tt tccaaaggca atgcacaaag gatttttgta 300 

. gaattgaaat ' tcaccctgag ' ggatfcgtaac- agtcttcctg gagtactggg aacttgcaag 360 

gaaacat'tta atttgtacta '.ttatgaaaca gactatgaca ctggcaggaa tataagagaa 420 

aacctctatg .taaaaa'taga caccattgct gcagatgaaa gttttaccca aggtgacctt 480 

ggtgaaagaa agatgaagct taacactgag gtgagagaga ttggaccttt gtccaaaaag 540 

ggattctatc ttgcctttca ggatgtaggg gcttgcatag - ctttggtttc tgtcaaagtg 600 

tactacaaga .agtgctgertdvCafctattgag. aacttagcta tctttccaga tacagtgact 660 

ggttcagaat/tttcctcttt/agtc^ggtt cgagggacaf gtgtcagcag tgcagaggaa 720 

gaagcggaaa ' .acgcccccag '■ gatgcactgc • agtgcagaag gagaatggtt agtgcccatt . 780 

. ggaaaatgta tctgca , aagc^.aggctacca^ , caaaafciggag acacttgtga accctgtggc 840 

cgtgggttct acak^cttc': ctcfccaa^at cttcagtgct .ctcgttgtcc aactcacagt 900 

ttttctgata aiaga^ggrctc ctccagatgt gaatgtgaag atgggtatta cagggctcca 960 

tctgacccac catacsttgc atgcacaagg .cctccatctg caccacagaa" cctcattttc 1020 
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aacatcaacc .aaaccacagt aagtttggaa tggagtcctc ctgcagacaa tgggggaaga 


1080 


aacgatgtga cctacagaat attgtgtaag cggtgcagtt gggagcaggg cgaatgtgtt 


1140 


cccfcgtggga gtaacat.tgg ' atacatgccc cagcagacfcg' gattagagga taactatgtc 


1200 


actgtcatgg acctgcta,*gc ccacgctaat tatacttttg aagttgaagc tgtaaatgga 


1260 


gtttctgact taagcqgatc ccagaggctc tttgctgctg tcagtatcac cactggtcaa 


1320 


gcagctccct cgcaagtgag-' cggagtaatg aaggagagag tactgcagcg gagtgtcgag 


1380 


. ctttcctggc aggaaccacja. gcatcccaat ggagtcafcca cagaatatga aatcaagtat 


1440 


tacgagaaag atcaaaggga acggacctac tcaacagtaa aaaccaagtc tacttcagcc 


1500 


tccattaata atctgaaacc aggaaca^rtg tatgttfctcc agattcgggc ttttactgct 


1560 


gctggttatg gaaattacag-. tcccagactt .gatgttgcta cactagagga agctacaggt 


1620 


aaaatgtttg aagctacagc- tgtctcqagt . gaacagaatc ctgttattat cattgctgtg 


1680 


gttgctgtag ctgggaccat :cattttcfgtg ttcatggtct ttggcttcat cattgggaga 


1740 


aggcactgtg gttatagcaa agctgaccaa gaaggcgatg aagagcttta ctttcattga 


1800 


gaattcggtg aagtctgcag- tggccgtttg aaacttccag ggaaaagaga tgttgcagta 


1860. 


gccataaaaa ccctgaaagt' : tggttacaca. gaaaaacaaa ggagagactt tttgtgtgaa 


1920 


gcaagcatca tggggc'agtt. tgaccaccca aatgttgtcc atttggaagg ggttgttaca 


1980 


agagggaaac cagtcatgat agtaatagag ttcatggaaa atggagccct agatgcattt 


2040 


ctcaggaaac atgatgggca- atttacagtc attcagttag taggaatgct gagaggaatt 


210Q 


gctgctggaa tgagata'ttt: -ggctgatatg ggatatgttc acagggacct tgcagctcgc 


2160 


aatattcttg fccaacagc^ia. tctcgtttgt aaagtgtcag attttggcct gtcccgagtt 


2220 


atagaggatg atccagaagc fcgtcfcata/ca actactggtg gaaaaattcc agtaaggtgg 


2280 


acagcacccg aagccatcca gtaceggaaa ttcacatcag ccagtgatgt atggagctat 


2340 


ggaatagtca tgtgggaagt tatgtcttat ggagaaagac cttattggga catgtcaaat 


24 00 


caagatgtta taaaagcaat agaagaaggt tatcgtttac cagcacccat ggactgccca 


2460 


gctggccttq accagctaat* igttggattgt tggcaaaagg agcgtgctga aaggccaaaa 


2520 


tttgaacaga tagttggaat; tctagacaaa • atgattcgaa acccaaatag tctgaaaact 


2580 


cccctgggaa cttgtagtag. -.gccaataagc cctcttctgg • atcaaaacac tcctgatttc 


2640 


actaccttbt gttcagttgg agaatggcta. caagctatta agatggaaag atataaagat 


2700 


aatttcacgg cagctggc.ta'. caattccctt gaatcagtag ccaggatgac tattgaggat 


2760- 


gtgatgagtt tagggatcac actgcjttggt- caticaaaaga aaatcatgag cagcattcag 


2820 


actatgagag qacaaatgct acafcttacat' ggaactggca ttcaagtgtg a 


2871 



<2io> ; 331 •.. ' : --;-v ■..!*>.; ■ .7 

' <2UL> • 2803 . " ; ' " * • . '. V. 

<212> DNA . - - . ' 

<213> Artificial sequence v 

<220> ■" . " ; 

<223> A -novel precticted -alternative' spliced variant 

<400> 331 > .> V. .' ". Jl Jy-f 

• atggtttttc aaactcg^a ' '.ccc ttcatgg' attattttat gctacatctg gctgctccgc 60 

" tttgcacaca ..caggggag;ga,.gcaggptgcg. aaggaagtac tactgctgga ttcta'aagca 120 

caacaaacag. agttggaigtg gatttqctct .ccacccaatg ggtgggaaga aattagtggt 180 
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ttggatgaga actatacccc gatacgaaca taccaggtgt gccaagtcat ggagcccaac 240 

caaaacaact ggctgcggac taactggatt tccaaaggca atgcacaaag gatttttgta 300 

gaattgaaat tcac.cctgag ggafctgtaac agtcttcctg gagtacfcggg aacttgcaag 360 

gaaacatt.ta atttgtacta ttatgaaaca. gactatgaca ctggcaggaa tataagagaa 420 

aacctctatg taaaaataga cacgattgct gcagatgaaa gttttaccca aggtgacctt 480 

ggtgaaagaa agatgaagct taacacfegag gtgagagaga ttggaccttt gtccaaaaag. 540 

ggattctatc ttgcctttca ggatgtaggg gcttgcatag ctttggtttc tgtcaaagtg 600 

tactacaaga agt;gctggfcc cattattgag aacttagcta tctttccaga tacagtgact 660 

ggttcagaat tttcctcfctt agtcgaggtt cgagggacat gtgtcagcag tgcagaggaa 720 

gaagcggaaa acgcccccag gatgcactgc agtgcagaag gagaatggtt agtgcccatt 780 

ggaaaatgjta tctgcaaagc' aggctaccag caaaaaggag acacttgtga accctgtggc 840 

cgtgggttct acaagtctte qtctcaagafc* ctt;cagtgct ctcgttgtcc aactcacagt 900 

ttttctgata aagaaggc.tc ctcpagatgt gaatgtgaag atgggtatta cagggctcca 960 

tctgacccac cafcacgfctgc atgcacaagg- cctccatctg caccacagaa cctcattttc 1020 

aacatcaacc aaaccacagt aagtttggaa tggagtcctc ctgcagacaa tgggggaaga 1080 

aacgatgtga cctacagaat . attgtgtaa^ cggtgcagtt gggagcaggg cgaatgtgtt 1140 

ccctgtggga gtaacattgg; atacatgccc cagcagactg gattagagga taactatgtc 1200 

actgtcatgg acctgcJjtagc' ccacgctaat tatacttttg aagttgaagc tgtaaatgga 1260 

gfcttctgact taagccgatc ccagaggctc tttgctgcfcg tcagtatcac cactggtcaa 1320 ' 

gcagctccct cgcaagtgag" cggagtaatg aaggagagag tactgcagcg gagtgtcgag 1380 

ctttcctggc agga'adcaga gcatcccaat ggagtcatca cagaatatga aatcaagtat 1440 

tacgagaaag . atcaaaggga acggacctac tcaacagtaa aaaccaagtc tacttcagcc 1500 

tccattaata atctgaaacc'.aggaapagtg tatgttttcc agattcgggc ttttactgct 1560 

gctggttatg gaaattacag; tcccaga<?tt gatgttgcta cactagagga agctacaggt 1620 

aaaatgtttg aagctacagc tgtctceagt gaacagaatc ctgttattat cattgctgtg 1680 

gttgctgtag ctgggacdat . catttfcggtg ttcatggt<ct ttggcttcat cattgggaga 1740 

,aggcactgt;g «gttktagcaa a^ctga^caa- gaaggcgatg aagagcttta ctttcatttt 1800 ■ 

aaatttccag.gcaccaaaac ctacattg^c cctgaaacct atgaggaccc aaatagagct 1860 

gtccatcaat tcgccaagga gctagatgcc tcctgtatta aaattgagcg tgtgattggt 1920 

gcaggagaat. tcgrgtgaagt • ctgcagtggc .cgtttgaaac ttccagggaa aagagatgtt 1980 

gcagtagcca taaaaaccct gaaagttggt tacacagaaa . aacaaaggag agactttttg 2040 

tgtgaagcaa goajtcatggg! gcag'tttgac- cacccaaatg ttgtccattt ggaaggggtt 2100 

gttacaagag ggaaadcagt* ' catgatagta atagagttca tggaaaatgg agccctagat 2160 

gcatttctca ggaaaca'tiga,. tgrggcaa^tt acagtcattc agttagtagg ■ aatgctgaga - 2220 

ggaattgctg ctggaat^ag- atkttfcggct gatatgggat atgttcacag ggaccttgca 2280 

gctcgcaata ttcttg.tc^a. cagcaatbtc gtttgtaaag tgtcagattt tggcctgtcc 2340 

cgagttatag ; gg^t^tSpc " agaagctgtc tatacaac ta ctggtggaaa aattccagta . 2400 

aggtggaQa;g..cac.c i c^agc Ncatcqagtap cg<gaaattca catcagccag tgatgtatgg 2460 
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agctatggaa tagtcatgtg ggaagttatg tcttatggag aaagacctta ttgggacatg 2520 

"tcaaatcaag- atgccaataa gc'cctcttct ggatcaaaac actcctgatt tcactacctt 2580 

ttgttcagtt ggagaatggc tacaagctat taagatggaa agatataaag ataatttcac 2640 

ggcagctggc tacaattccc ttgaatcagt agccaggatg actattgagg atgtgatgag 2700 

tttagggatc acactggttg. gtcatcaaaa gaaaatcatg agcagcattc agactatgag 2760 

agcacaaatg ctacatttad atggaactgg- cattcaagtg tga 2803 



<210> 332 • 

<211> 2830 

<212> DNA 

<213> Artificial* sequence 

<220> - - % ;. " ... \ . <' 

. <223> A novel; predicted' alternative spliced variant 

<400> 332 . ^ . • " " . 

atggccctgg attatctact actgctcctc ctggcatccg cagtggctgc 
acgttaatgg acaccagaac \ ggctac'tgca gagctggget ggacggccaa 
gggtgggaag aagtcagtgg ctacgatgraa aacctgaaca ccatccgcac 
tgcaatgtct tcgagcccaa ccagaacaat tggctgctca ccaccttcat 
ggggcccatc gcafcc ta'cac agagatgcgc " . ttcactgtga gagac tgcag 
aatgtcccag. gatcctgc'aa-. ggagacct tc aact.tgtatt actatgagac 
at tgc caeca, agaagtcagc cttctggtct gaggccccct acctcaaagt 
getgeagatg agagcttctc.ccaggtggac* tttgggggaa ggctgatgaa 
gaagtcagga getttgggee tcttactdgg aatggttttt acctcgc.ttt 
ggagcctgta tigtctc^tct-.ttcfegtcc^t gtcttcttca aaaagtgtcc 
caaaattttg cagtgtttcc" agacjactatg acaggggcag agagcacatc 
geteggggea cat£ca£c<ic ■ caaegcagag gaagtggacg. tgcccatcaa 
aacggggatg igggaatggat ggtgccta'tt*. gggegatgea cctgcaagcc 
cctgagaaca grc^rtgg : ba,tg caaggctfcgc ectgeaggga cattcaaggc 
gctgaaggct gctcccactg; cccctccaac • agccgctccc ctgeagagge 
tgcacctgtc ggaccggtta; ttacqgagcg gacttfcgacc ctccagaagt 

• agcgtcccat .caggtcccqg.- c^tstfcatc tccatcgtca atgagacgtc 

• gagtggcacc 'ctccaaggga. gacaggtg[gg .egggatgatg tgacctacaa 
aaaaagtgcc 3g^cagac"cg;.ccggagctgc. tcccgctgtg accjacaatgt 
cccaggcagc tgggectgae , ggagtgccgc .gtct'ccatca gcagcctgtg 
ccctacacct ttgacatcca - ggccatcaat ggagtctcca gcaagagtcc 
cagcacgtct ctgtcakcat Icaccacaaac caagceggaa* cacaatgagt 
catggccagg.agtcagacca- acjacagcaacr- gattgatggg ctgcggcctg 
tgtggtacag .gtgrc^tge^c gcactgttgc tggctaeggc. aagttcagtg 

" cttccagact .ctgaetgaegi ktgaitt agggagcagc 

• tgctggcfccg .gca , gcg/g.Qcg : / ^g^c^fi(t:t cgttgtgtcc ttggtggcca 
ctgtagcagg. aaac.g^ ggctgtgtac- agegataage 
cagcacaggc . cgag^c.tqcc; cag^gatsaa- gatctacatt gaccccttca 



gatggaagaa 
tcctgcgtcc 
ctaccaggtg 
caaccggcgg 
cagcctccct 
tgactctgtc 
agacaccatt 
ggtaaacaca 
tcaggattat 
cagcattgtg 
tctggtgatt 
actctactgc 
tggctatgag 
cagecaggaa 
gtctcccatc 
ggcatgeact 
catcattctg 
catcatctgc 
ggagtttgtg 
ggcccacacc 
cttcccccca 
tcaactcctc 
gcatggtata 
gcaagatgtg 
tgcccctgafc 
tetctategt 
tccagcatta 
cttatgagga 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620. 
1680 
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tcccaacgaa gctgtccggg. agtttgccaa ggagattgat. gtatcttttg tgaaaattga 1740 

agaggtcatc ggagca^ggg. agttfcggaga agtgtacaag gggcgtttga aactgccagg 1800 

caagagggaa atctac^tgg ccat.caagac cctgaaggca gggtactcgg agaagcagcg 1860 

• tcgggacttt ctcragtg^gg cgagcatcat gggccagttc gaccatccta acatcattcg 1920 
cctggagggt-.gtggtcacca agacjticggCc tgtcatgatc atcacagagt tcatggagaa 1980 
tggtgcattg gatfcctfcfccc- tcaggcaaa!a tgacgggcag ttcaccgtga tccagcttgt 2 040 
gggtatgctc aggggca.tcg ctgctggcat gaagtacctg gctgagatga attatgtgca 2100 
tcgggacctg gct^ctagga- acattctg^rt caacagtaac ctggtgtgca aggtgtcega 2160 
ctttggcctc tcccgctacc ' tccaggatga cacctcagat cccacctaca ccagctcctt 2220 
gggagggaag atccctgtga. gatggacagc tccagaggcc atcgcctacc gcaagttcac 2280 
ttcagccagc gacgtt;tgga gctatgggat. cgtcatgtgg gaagtcatgt catttggaga 2340 
gagaccctat tgggatatgt ccaaccaaga tgtcatcaat gccatcgagc aggactaccg 2400 

" gctgccccca cccatgganti-gticcagctgc tctacaccag ctcatgctgg actgttggca 2460 

gaaggaccgg aacagccggcf- cccggtttgc ggagattgtc aacaccctag ataagatgat 2520 

ccggaacccg gcaagtctca "agactgtggc aaccatcacc gccgtgcctt cccagcccct 2580 

.gctcgaccgc tqcatcdcag actt'cacggc ctttaccacc- gtggatgact ggctcagcgc 2640 

catcaaaatg ^ccagta'ca g^gacagctt cctcactgct ggcttcacct ccctccagct 2700 

ggtcacccag atgacatcag . aagacctcot gagaataggc atcaccttgg caggccatca 2760 

gaagaagatc ctgaaciagea ttcafefcctafc gagggtccag ataagtcagt caccaacggc 2820 

aatggcatga' * . 2830 

<210> 333 ' " / ( 
<211> 2846 

• <212> DNA- ' ■ / 
<213> Artificial [sequence*-. ." ' '" • 

<220> ; V / . ' 

<223> A novel predicted alternative spliced variant 
<400> 333 . ; - - ." •' ; ';".;:•*:"./", - . ' 

atggccctgg .at tat c tact- actgqtcctc-' ctggcatccg cagtggctgc gatggaagaa 60 

acgttaatgg acaccagaac. ggctalctgca- gagctgggct ggacggccaa tcctgcgtcc 120 

. SjgSJtggga-ag aagtcagfcgg.;ctacgatgaa aacctgaaca ccatccgcac ctaccaggtg 180 

tgcaatgtct .tcgagcccaa ccagaacaat tggctgctca ccaccttcat caaccggcgg 240 

ggggcccatc gcatctacac.. agagatgcgc- ttcactgtga gagactgcag cagcctccct 300 

. aatgtc'ccag gat.c.ctgcai. ggagaccttd aacttgtatt actatgagac tgactctgtc . : 360 

att'gccacca;;agaagtc^gc;;ctt^ acctcaaagt agacaccatt 420 

gctgcagatg/agagrct^ctc.'ccaggtggac tttgggggaa ggctgatgaa ggtaaacaca 480 

gaagtcag^.gct'ttgggcc.: tcttact^gcf aatcfgttttt acctcgcttt tcaggattat 540 

ggagcctgta tgtctcttct. .ttct^tccgt. gtcttcttca aaaagtgtcc cagcattgtg 600 

caaaattttg 'ca^tgttfcc'c;^ acaggggcag agagcacatc tctggtgatt 660 

gctcggggca catgcatccc ; caacgrcagag gaajgtggacg tgcccatcaa actctactgc 720 

aacggggatg -gss^^g^tCs^S^M^^ ^Q^^^S^ 3 - cctgcaagcc tggctatgag 780 
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cctgagaaca gcgtggcatg caaggcttgc cctgcaggga cattcaaggc cagccaggaa 840 

gctgaaggct • gctcccactg cccctccaac agdcgctccc ctgcagaggc gtctcccatc 900 

-tgcacctgtc ggaccggtta ttaccgagcg gaqt'ttgacc ctccagaagt ggcatgcact 960 

agcgtcccat caggtccdcg caatgttatc tccatcgtca atgagacgtc catcattctg 1020 

gagtggcacc ctccaaigrgga gacaggfcggg cgggatgatg tgacctacaa catcatctgc 1080 

aaaaagtgc'c gggcagaccg . ccggagctgc . tccqgctgtg acgacaat gt ggagtttgtg 114 0 

cccaggcagc • tgggcct^c sgagtgcqgc gtctccatca gcagcctgtg ggcccacacc 1200 

ccctacacct. ttgacatcca- ggccatcaat ggagtctcca gcaagagtcc cttcccccca 1260 

cagcacgtct ctgtcaacat cac'cacaaac caagccgccc cctccaccgt tcccafccatg 1320 

caccaagtca .gtgccactat' gaggagcatpc accttgtcat ggccacagcc ggagcagccc 1380 

aatggcatca ' tcctggacta tgagatccgg tactatgaga aggaacacaa tgagttcaac 1440 

tcctccatgg c.cagga^tca" gaccaacaca. gcaaggattg atgggctgcg gcctggcatg 1500 

gtatatgtgg tacaggjtjg'cg* tgcccgcact- gttgctggct acggcaagtt cagtggcaag 1560 

atgtgcttcc agactqtgac/ tgacggaaac gggcttatag caaagaggct gtgtacagcg 1620 

ataagctcca gcattacagc .acaggccgag gctccccagg gatgaagatc tacattgacc 1680 

ccttcactta tgaggatccc' aacgaagctg tccgggagtt tgccaaggag attgatgtat • 1740 

cttttgtgaa aattgaagag . gtcatcggag caggggagtt tggagaagtg tacaaggggc 1800 

gtttgaaaqt gqqaggqaag . agggaaatsct acgtggccat caagaccctg aaggcagggt • 1860 

act'cggagaa ^gcagcgtcgg'.gactttctga gtgaggcgag catcatgggc cagttcgacc 1920 

atcctaacat cattcgcctg . gagggtgt'gg tcaccaagag tcggcctgtc atgatcatca 1980 

cagagttcat ggagaatggt gcattggatt . ctttcctcag gcaaaatgac gggcagttca 2040 

ccgtgatcca gcttgtgggt: ;.atgct;caggg. gcatcgctgc tggcatgaag tacctggctg 2100 

agatgaatta- tgtgcafecgg; gacfctggqtg ctaggaacat tctggtcaac agtaacctgg 2160 

tgtgcaaggt gtccgdfcttt ggcqtctccc gctacctcca ggatgacacc tcagatccca 2220 

cc.tacaccag .ctccttggga; gggaagatqc ctgtgagatg gacagctcca gaggccatcg 2280 

cctaccgcaa gttcacttca gccagcgacg;. tttggagcta tgggatcgtc atgtgggaag 2340 

tcatgt qat,t -tggagagaga- ^ccctat tg : gg • atatgtccaa ■ ccaagatgtc at caatgcca 2400 

tcgagcagga ♦ctaepggctg cccccaccca tggactgtcc agctgctcta caccagctca 2460 

,tgctggact<j" fctgg-cagaag- gaccggaaca' gccggccccg gtttgcggag attgtcaaca 2520 

ccctagataa gatgatccgg -aacccggcaa. gtctcaagac tgtggcaacc atcaccgccg 2580 

tgccttccca gcccctgctc gaccgctcca tcccagactt cacggccttt accaccgtgg 2640 

atgactggct cagagqcatc .aaaa,tggtqq agtacaggga qagcttcqtq aqtgqtggct 2700 

tcacctccct qcagbtggjtc;.acccagatga catcagaaga • cctcctgaga ' ataggcatca 2760 

ccttggcagg ccat'cagaag aagatcctga acagcattca ttctatgagg gtccagataa 2820 

gtqagtcaq'c; aacggqaa^'g gcatga ■•' 2846' 

<2io> 334-;';, s - !;>-''/•:*• ■ ■ ' ; / 

•<211> 2832 "i/^V"^"*- ■ 
<212> / DNAvV./ .,'< *\\. 
<213> . Art if ici^l" se^ence".': 

<220> • ■ \' 



WO 2005/071059 



503 



PCT/UL2005/000107 



<223> A novel predicted alternative spliced . variant 
<400> 334 

atggccctgg attatctact actgctcctc ctggcatccg cagtggctgc gatggaagaa 60 

acgttaatgg acaccagaac ggctactgca gagctgggct ggacggccaa tcctgcgtcc 120 

gggtgggaag aa^tcagtgg. ctacgatgaa aaccfcgaaca . ccatccgcac ctaccaggtg 180 

tgcaatgtct .-tcgagcccaa . ccagaacaat tggctgctca ccaccttcat caaccggcgg 240 

ggggcccatc gcatdtacac agagatg^gc ttcactgtga gagactgcag cagcctccct 300 

aatgtcccag .gatcctgcaa ggagaccttc aacttgtatt actatgagac tgactctgtc 360 

attgccacca. • agaagt'cagc .cttctggtct gaggccccct acctcaaagt agacaccatt 420 

gctgcagatg agagcttctc ; ccaggtg$ac tttgggggaa ggctgatgaa ggtaaacaca 480 

gaagtcagga gctttgggcc tcttactcgg aatggttttt acctcgcttt tcaggattat 54 0 

ggagcctgta :tgtctcttct ttctgtccgt gtc.tfcctt.ca aaaagtgtcc cagcattgtg 600 

caaaattttg cagtgtt'tco agagactatg acaggggcag agagcacatc tctggtgatt 660 
gctcggggca .catgcatccc caac^cagag gaagtggacg tgcccatcaa actctactgc ■ 720 

aacggggatg -gggraatgicjat ggtgcctatt gggcgatgca cctgcaagcc tggctatgag 780 

cctgagaaca ' gcgtggcatg caaggcttgc cctgcaggga cattcaaggc cagccaggaa 840 

gctgaaggct ^ctcccactg/cccctccaap agccgctccc ctgcagaggc gtctcccatc 900 

tgcacctgtc .ggaccggtta. ttaccgagcg gactttgacc ctccagaagt ggcatgcact 960 

agcgtcccat caggtccccgr .caatgttatc tccatcgtca atgagacgtc catcattctg 1020 

gagtggcacc ctcc'aaggga . gacaggtggg cgggatgatg tgacctacaa catcatctgc 1080 

aaaaagtgcc gggcagaccg . ccggagctgc. tcccgctgtg acgacaatgt ggagtttgtg 114 0 

cccaggcagc. tgggccjtgjac.'gga^gccgc gtctccatca gcagcctgtg ggcccacacc 1200 

ccctacacct - ttgacatcca ggccatcaat ggagtctcca gcaagagtcc cttcccccca 1260 

cagcacgtct ctgtcaacat. cacckcaaac- caagccgccc cctccaccgt tcccatcatg 1320 

caccaagtca gtgccactat gaggagaat'c accttgtcat -ggccacagcc ggagcagccc 1380 

aatggcatca tccJtggacta tgagatccgg tactatgaga aggaacacaa tgagttcaac 1440 

tcctccatgg ccaggagtca gaccaacaca .gcaaggattg atgggctgcg gcctggcatg 1500 

gtatatgtgg r.tac^'ggtgcg-tgcccgcact.gttjgctggct acggcaagtt cagtggcaag 1560 

atgtgcttcc a^actcfcgac .tgacgatgat tacaagtcag agctgaggga gcagctgccc 1620 

ctgattgctg gct^cggcagc ggccggggtc gtgttcgttg tgtccttggt ggccatctct 1680 

atcgtctgta gca^gaaacg; ggcttatagc aaagaggctg tgtacagcga taagctccag 1740 

cattaca<jca cagpccgagg *ggagtttgga' gaagtgfcaca aggggcgttt gaaactgcca 1800 

. ggcaagaggg aaatctacjjt ggccatcaag accctgaagg cagggtactc ggagaagcag 1860 

cgtcgggact ttcfcgagtga .ggcgagcatc atgggccagt tcgaccatcc taacatcatt 1920 

cgc.ctggagg ^gt^gtcac./caag^agtcgg cctgtcatga t cat cacaga . gt teat ggag 1980 

aatggtgcat • tgg^'ttcttfc v cctcaggcaa aatgaeggge agttcaccgt gatccagctt 2040 

gtgggtatgc." ^caggggcat:" cgctgct'ggc atgaagtacc tggctgagat gaattatgtg 2100 

catcgggacc £ggct£p£ag . gaacktt^tg gtcaacagta acctggtgtg caaggtgtcc 2160 

. gactttggcc;'tctcccgdta« : cctccaggat' gacacctcag atcccaccta caccagctcc 2220 
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ttgggaggga 
acttcagcca 
gagagaccct 
cggctgccce 
cagaaggacc 
atccggaacc 
ctgctcgacc 
gccatcaaaa 
ctggtcaccc 
cagaagaaga. 
gcaatggcat 



agatccctgt 
gcgacgtttg 
attgggata't 
cacccatgga 
ggaacagccg. 
cggcaagtct 
gctccatccc 
tggtccagtaL 
agatgaCatc 
tcctgaacag* 

9" a 



gagatggaca. 
gage tat ggg 
gtccaaccaa 
ctgtccagct 
gccccggttt 
caagactgtg. 
agacttcacg 
cagggacagc 
agaagacctc 
cattcattct 



gctccagagg 
ategtcatgt 
gatgtcatca 
gctctacacc 
gcggagattg 
gcaaccatca 
gcctttacca 
ttcctcactg 
ct gaga a tag 
atgagggtcc 



ccatcgccta 
gggaagtcat 
atgecatega 
agetcatget 
tcaacaccct 
ccgccgtgcc 
ccgtggatga 
ctggcttcac 
gcatcacctt 
agataagtca 



ccgcaagttc 
gtcatttgga 
gcaggactac 
ggactgttgg 
agataagatg 
ttcccagccc 
ctggctcagc 
ctccctccag 
ggcaggecat 
gtcaccaacg 



<210> 335 

<211> 6787* ."• "i;"- - 
<212> DNA 

<213> Artificial, .sequence ■ - 
<220> . 

<223> A novel predicted alternative spliced variant 
<400> 335 .:. ''. 

atgegaatec taaagcgttt cctcgcttgc attcagctcc tctgtgtttg ccgcctggat 
tgggctaatg gatactacag ' acaacagaga aaacttgttg aagagattgg ctggtcctat 
acaggagcac tgaatcaaaa- aaattgggga aagaaatatc caacatgtaa tageccaaaa 
caatctccta tcaatat:tga_ tgaagatctt acacaagtaa atgtgaatct taagaaactt 
aaatttcagg gttggga'taa-'aacatc^ttg gaaaacacat teat tea taa - cactgggaaa 
acagtggaaa ttaatctcac. " taatgactkc cgtgtcagcg gaggagtttc agaaatggtg 
. tttaaagcaa gcaagataac ttttcactgg ggaaaatgea atatgtcatc tgatggatca 
gagcatagtt tagaaggaca. aaaatttcca ettgagatge aaatctactg etttgatgeg 
gaccgatttt caagttttga .ggaagcagtc aaaggaaaag ggaagttaag agctttatcc 
attttgtttg aggttgggac. agaagaaaat ttggatttca aagegattat tgatggagtc 
gaaagtgtta gtcgttttgt\ tggctgttitt ttgtgaagtt ettacaatge aacaatctgg 
ttatgtc.atg ctgatggact ;acttaca$aa caattttcga gagcaacagt acaagttctc 
tagacaggtg '.tt^tqetcat apactg^aaa" ggaagagatt catgaagcag tttgtagttc 
agaaccagaa ."aat^tcagg;cts.a.cccaga gaattatacc agecttcttg ttacatggga 
aagacctcga gtdgfe.ttatg ataccatgat tgagaagttt gcagttttgt accagcagtt 
ggatggagag gaccaaacca' agcatgaatt .tttgacagat ggctatcaag acttgggtgc 
tattctcaat aatttgetae : ccaatatgag ttatgttctt . cagatagtag ccatatgcac 
taatggctta tat'ggaaaat acagcgacca actgattgtc gaeatgecta ctgataatcc 
tgaacttgat cttttdccitg. aattaattjgg aactgaagaa ataatcaagg aggaggaaga 
gggaaaagac attgaa ; g^tag , gcgctattgt' gaatcctggt agagacagtg • ctacaaacca . 
aatcaggaaa aaggaacccc- agatttctac cacaacacac tacaatcgea tagggacgaa 
atacaatgaa gecaag^cta, acqg^itcccc- aacaagagga agtgaattct ctggaaaggg 
tgatgttccc - aatacafcett taaattccac ttcccaacca gtcactaaat tagecacaga^ 
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2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2832 



60 
120 
180 
240 
300 
360 
420 
480 
54 0 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
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aaaagatatt tcct.tgactt ctcagactgt gactgaactg ccacctcaca ctgtggaagg 1440 

tacttcagcc. tct'ttaaatg atggctctaa aactgttctt agatctccac atatgaactt 1500 

gtcggggact gcagaatcct' taaatacagt tfcctataaca gaatatgagg aggagagttt 1560 

attgaccagt ttcaagcfctg atactggagc fcgaagattct tcaggctcca gtcccgcaac 1620 

ttctgctatc ccattcatct . ctgagaacat atcccaaggg tatatatttt cctccgaaaa 1680 

cccagagaca ataacatatg*- atgtcctfcat accagaatct gctagaaafcg cttccgaaga 1740 

ttcaacttca tcaggttcag. aagaatcact aaaggatcct tctatggagg gaaatgtgtg- 1800 

gtttcctagc tctacagaca taacagcaca gcccgatgtt ggatcaggca gagagagctt 1860 

tctccagacfc aattacactg agatacgtgt tgatgaatct gagaagacaa ccaagtcctt 1929 

fctctgcaggc ecagtgafcgt cacagggtpcr ctcagttaca gafccfcggaaa tgccacatta 1980 

ttctacctt't ..gcctacttpc. caactga^rgt aacacctcat gcttttaccc catcctccag 2040 

acaacaggat ttggtc.tcca cggtcaacgt ggtatactcg cagacaaccc aaccggtata 2100 

caatggtgag acaqcfccfctc aaccttccta cagtagtgaa gtctttcctc tagtcacccc 2160 

tttgttgctt 'gacaatcaga - tcctcaacac tacccctgct gcttcaagta gtgattcggc 2220 

cttgcatgct acgcctgfcat tfccccagtgt cgatgtgtca tttgaatcca tcctgtcttc 2280 

ctatgatggt ' gcaccttt^gc ttcca.ttttc.,ctctgpttcc ttcagtagtg aattgtttcg 2340 

ccatctgcat acagtttctc aaatacttcc acaagttact tcagctaccg agagfcgataa. 2400 

ggtgcccttg catgcttctc tgccagtggc tgggggtgat ttgctattag agcccagcct 2460 

tgctcagtat tctgafcgtgc tgtccactac tcat'gctgct- tcagagacgc tggaatttgg 2520 

tagtgaatct ggtgtt'cttt ataaaacgct tatgttttct caagttgaac cacccagcag 2580 

tgatgccatg atgcatgcac gttcfctcagg gcctgaacct tcttatgcct tgtctgataa 2640 

tgagggctcc caacacatcb; tcactgtttc ttacagttct gcaatacctg tgcatgattc 2700 

tgtgggtgta acttafccagg gfcfc'c.ctfcafct tagcggccct agccatatac caatacctaa . 2760 

gtcttcgtta ataaccccaa ctgcatcatt actgcagcct. actcatgccc tctctggtga 2820 

tggggaatgg ^ctggagcqf cttctgatsag. tgaatttctt ttacctgaca . cagafcgggct 2880 

gacagccctt^.aacatttctt cacctgttltc tgtagctgaa tttacatata caacatctgt 2940 

gtttggtgat ' gataataagcp cgcttfcctaa - aagtgaaata atatatggaa atgagactga 3000 

• actgcaaatt cctfcqtfctca;. afcgWgat^gt : ttacccttct gaaagcacag tcatgcccaa 3060 

catgtatgat' .aatgrtaaata agttgaatgc gtctttacaa gaaacctctg tttccatttc 3120 

tagcaccaag ggcat'gt'ttc. cagggtccct; tgctcatacc accactaagg tttttgatca 3180 

tgagatt'agt caa^tfccagf;aaaataactt ttcagttcaa cctacacata ctgtctctca 3240 

agcatctggt- gacacfctqgc . ttaaacctgt gcttagtgca aactcagagc cagcatcctc 3300 

tgaccctgct ' tctagtgaaa tgttatctcc ttcaactcag ctcttatttt atgagacctc .3360 

agcttcttfct- agtactgaag. tattgctaca accttccttfc caggcttctg atgttgacac 3420 

cttgcttaaa. actgttcttc cagctgt'gcc cagtgatcca atattggttg aaacccccaa 3480 

agttgataaa • att£gttcta caatgttgca tctcattgta. tcaaattctg . cttcaagitga 3540 

aaaqatgctg cactb^ ctcatatgca" 3600 

ctctgcttca cttcaaggit' tgaccat'ttc .ctatgcaagt gagaaatatg aaccagtttt 3660 
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gttaaaaagt gaaagttccc accaagtggt accfctcttfcg tacagtaatg atgagfctgtt 3720 

ccaaacggcc aatttggaga ttaaccaggc ccatqcccca aaaggaaggc atgtatttgc 3780 

tacacctgtt ttatcaattg; atgaaccatt aaatacacta ataaataagc ttatacattc 3840 

cgatgaaatt ttaacctcca . ccaaaagttc tgttactggt aaggtatttg ctggtattcc 3900 

aacagttgct tctgatacat ttgtafcctac tgatcattct gttcctatag gaaatgggca 3960 

tgttgccatt acagctpttt ctccccacag agafcggttct gtaacctcaa caaagttgct 4020 

gtttccttct aaggcaacfct - ctgagctgag tcatagtgcc aaatctgatg ccggtttagt 4080 

gggtggtggt .gaagatggtg acactgatga tgafcggtgat gatgatgatg acagagatag 4140 

tgatggctta tccattcata. agtgtatgtc . atgctcatcc tatagagaat cacaggaaaa 4200 

ggtaatgaat gattca£aca cccacgaaaa cagtcttatg gatcagaata atccaatctc 4260 

atactcacta tctgagaatt .ctgaagaaga taatagagtc acaagtgtat cctcagacag 4320 

tcaaactggt atggacaga'a gtcctggtaa. atcaccatca gcaaatgggc tatcccaaaa 43 80 

gcacaatgat. ggaa&acjagg •/ aaaatgacat tcagactggfc agtgctctgc ttcctctcag 4440 

. ccctgaatct aaa^cafeggg cagtfccfcgac aagtgatgaa gaaagtggat cagggcaagg 4500 

tacctcagat agccttaatg: agaatgagac ttccacagat ttcagttttg cagacactaa 4560 

tgaaaaagat gctgatgg^a " tcctggcagc aggtgactca gaaataactc ctggattccc 4620 

acagtcccca acatcatctg ttactagcga gaactcagaa gtgttccacg tttcagaggc 4680 

agaggccagt aatagtag-cd- atgagtctcg. tatfcggtcta gctgaggggt tggaatccga 4740 

gaagaaggca gttatacccc ttgtgatcgt gtcagccctg acttttatct gtctagtggt 4800 

tcttgtgggt attctcatct actggaggaa afcgcttccag actgcacact tttacttaga 4860 

ggacagtaca' tcccctagag. ttatatccac acctccaaca cctatctttc caatttcaga 4920 

tgatgtcgga gcaattcqaa' taaagcactt tccaaagcat gttgcagatt tacatgcaag 4980 

.tagtgggttt actgaagaat tt;£agacact gaaagagttt taccaggaag . tgcagagctg 5040 

tactgttgac ttaggtatta cagcagacag ctccaaccac ccagacaaca agcacaagaa 5100 

tcgatacata aatatcgttg ,cctatgatica tagcagggtt aagctagca'c agcttgctga . 5160 

aaaggatgg'c .aaactgaptg/attatataaa tgccaattat gttgatggct acaacagacc 5220 

aaaagcttat attgctgccc aaggcpcaet- gaaatccaca gctgaagatt tctggagaat* 5280 

gatatgggaa- cataatgtgg. aagttattgt cat'gataaca aacctcgtgg agaaaggaag 5340 

gagaaaatgt .gatcagtact; ggcctgcpga tgggagtgag gagtacggga actttctggt 5400 

cacfccagaag. agtcjtgcaagv tgct'fcgccta ttatactgtg aggaatttta. ctctaagaaa 5460 

cacaaaaata aaaaaggg^t; cc.cagaaagg aagacccagt ggacgtgtgg tcacacagta 5520 

tcactacacg ca^fcggcdtg^ acatgggagt accagagtac tccctgccag tgctgacctt 5580 

.tgtgagaaag gcagcctatg ' cdaagcgcca^ tgcagtgggg cctgttgtcg tccactgcag 5640 

tgctggagtt ggaagaacag'gcacataf-at. tgtgctagac agtatgttgc agcagattca 5700 

acacgaagga actgtcaaca.-tatttggctt cttaaaacac atccgttcac aaagaaatta 5760 

tttggtacaa act'gaggagc aat^a,tgtctt cattcatgat acactggttg aggccatact . 5820 

tagtaaagaa ■ act^aggtgc; tggacagtca ta.ttcatgcc tatgttaatg cactcctcat 5880 

tcctggacca gcaggc^aaa caaagctaga gaaacaattc. cage tec tga gccagtcaaa . 5940 

tatacagcag •.agtgacta'tt" ctg'cagccct- aaagcaatgc aacagggaaa agaatcgaac 6000 
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ttcttctatc' 
cacagactac 
• tacccagcac 
tgcccaactg 
ctggccaaat- 
agaacacaaa 
tacacaggat 
agatagcccc 
tagggatggg. 
tgctctgaca 
agccaagatg 
tctctacaaa 
tctggacagt 
agtttaa 



atc'ccitgtgg 
atcaatgcct 
cctctccttc 
gtggttatga 
aaagatgagc 
tgtctatcta- 
gattatgtac. 
attagtaaaa 
cctatgattg 
acccttatgc. 
atcaatc£ga 
gtgi'tcctca 
aatggtgcag 



aaagatcaag 
. cctatatcaf 
ataccatcaa 
ttqctgatgg. 
ctataaattg 
. atgaggaaaa 
ttgaagtgag 
c.ttttga'act* 
ttcatgatga 
accaactaga 
tgaggccagg 
gccttgtgag 
cattgcctga 



:ggttggcatt 
gggctattac 
ggatttctgg 
ccaaaacatg 
tgagagcttt 
acttataatt 
gcactttcag- 
tataagtgtt 
gcatggagga 
aaaagaaaat 
agtctttgct 
cacaaggcag. 
tggaaatata 



tcatccctga 
c'agagcaatg 
aggatgatat 
gcagaagatg 
aaggtcactc 
caggacttta 
tgtcctaaat 
ataaaagaag 
gtgacggcag 
tccgtggatg 
gacattgagc 
gaagagaatc 
gctgagagct , 



gtggagaagg 
aattcatcat 
gggaccataa 
aatttgttta 
ttatggctga 
tcttagaagc 
ggccaaatcc 
aagctgccaa 
gaactttctg 
tttaccaggt 
agtatcagtt 
catccacctc 
tagagtcttt 



<210> 336 \~ ; • 

<211> 6898 . - • ■ 

<212> DNA • ' .'+) ■ 

<213> Artificial sequence.. "-• <" 

<220> :• ' .'. .\ 

<223> A novel. .predicted .alternative' spliced variant 
<400> 336 ' V- ■■ • 

atgcgaatcc taaagcgttt cctcgctt'g'c attcagctcc tctgtgtttg 
tgggctaatg gatactacag ..acaacagaga aaacttgttg aagagattgg 
acaggagcac tgaatcaaaa aaattgggga aagaaatatc caac'atgtaa 
caatctccta tcaatattga .tgaagatctt" acacaagtaa atgtgaatct 
aaatttcagg gttgggataa aacatcattg gaaaacacat. tcattcataa 
acagtggaaa . ttaatctckc£ taatgactac. . cgtgtcagcg gaggagtttc 
tttaaagcaa gcaasataac .ttttcact^g ggaaaatgca atatgtcatc 
gagcatagtt. tag^ag^ca' .aaaatttgca cttgagatgc aaatctactg 
gaccgatttt ' caa^t.t%ga ggaa^fca^tc- aaaggaaaag ggaagttaag 
attttgtttg •aggttg^gadi.agaa^aaaX't ttgg^tttca aagcgattat 
gaaagtgtta " gfcc^ttttgg gafigcag£ct' gc tttagatc ca ttcatac t 
ctgccaaact caactgacaa. gtattacatt; taeaatggct cattgacatc 
acagacacag • ttga'ctggat-' tgttbttaaa] gatacagtta gcatctctga 
gctgtttttt ^gaagttct: tacaat^caa" -caa.tctggtt atgtcatgct 
ttacaaaaca attt tcgagaygcaapagtiac; 'aagttc tcta gacaggtgtt 
actggaaagg". aagaga t tea tgaagcagtt. ■ tgtagt tcag aaccagaaaa 
gacccagaga attataccag.Vccttc.tt.gtt acatgggaaa gacctcgagt 
accatgattgr' agaagtttgc agttttgtac cagqagttgg' atggagagga 
catgaatttt- tgacagatgg" ctatcaagac ttgggtgcta ttctcaataa 



ccgcctggat 
ctggtcctat 
tagcccaaaa 
taagaaactt 
cactgggaaa 
agaaatggtg 
tgatggatca 
ctttgatgcg 
agctttatcc 
tgatggagtc 
gttgaacctt 
tcctccctgc 
aagccagttg 
gatggactac 
ttcctcatac 
tgttcaggct* 
cgtttatgat 
ccaaaccaag 
tttgctaccc 



6060 
6120 
6180 
6240 
6300 
6360 
6420 
6480 
6540 
6600 
6660 
6720 
6780 
6787 



60 
120 
180 
240 
300 
360 
420 
480. 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 



WO 2005/071059 



508 



PCT/1L2005/000107 



aatatgagtt; . atgttcfctca gatagfcagcc "atatgcacta atggcttata tggaaaatac 
agcgaccaac. : tga'ttgtcga • cafcgcctact . gataatcctg gaggaggaag agggaaaaga 

. cattgaagaa ggcgct&ttg ;tgaafccctgg tagagacagt gctacaaacc aaatcaggaa 
aaaggaaccc' cagatttcta ccacaacaca ctacaatcgc atagggacga aatacaatga 
agccaagact aaccgatccc caacaagagg aagtgaattc tctggaaagg gtgatgttcc 
caatacat'ct- .ttaaafcfccca cttcccaacd agtcactaaa ttagccacag aaaaagatat 
ttccttgact tctcagactg tgactgaact . gccacctcac actgtggaag gtacttcagc 
ctctttaaat g=atggctcta • aaactgttct tagatctcca catatgaact tgtcggggac 
tgcagaatcc .ttaaatacag* tttctataac agaatatgag gaggagagtt tattgaccag 
tttcaagctt gatactggag ctgaagattc ttcaggctcc agtcccgcaa cttctgctat 
cccattcatc tct^gaaca-. tatcccaagg gtatatattt tcctccgaaa acccagagac 
aataacatat .gatgtcctta itaccagaatc tgctagaaat gcttccgaag attcaacttc 
atcaggttca gaagaatcac taaaggatcc ttctatggag ggaaatgtgt ggtttcctag 
ctctac'agac ataatiagcac . agccdgatgt tggatcaggc agagagagct ttctccagac 
taattacact gagatap'^tg . ttgatga.atc tgagaagaca accaagtcct ttfcctgcagg 
cccagtgatg tcacag^gt^a cctcagl;tf'ac. agatctggaa atgccacatt attctacctt 
tgcctacttc -ccaa,ctgkgg taacacctca tgcttttacc ccatcctcca gacaacagga 
tttggtc.tcc acggtc'aacg/tggti&taqtc gcagacaacc caaccggtat acaatggtga 

■ gacacctctfc caaqcfcfcccV acag.t'agt'ga agtptttcct ctagtcaccc ctttgttgct 
tgacaatcag atcctcaaca ctacccctgc tgcttcaagt agtgattcgg ccttgcatgc 
tacgcctgta -tttqcda^tcp-. tcgatigtgtc i .atttgaatcc atcctgtctt cctatgafcgg 
tgcacctttg .cttccatttfe cctctgcttq- ctfccagtagt gaattgtttc gccatctgca 
tacagtttot ca^atccttc ..cacaagt'tac ttcagcfcacc gagagtgata aggfcgccctt 
gcatgcttct ctgccagjtgg ctgggggtga tttgctatta gagcccagcc ttgctcagta 
ttctgatgtg ctgfcccacta ctcatgctge ttcagagacg ctggaatttg gtagtgaatc 
tggtgttctt tataaaacgc .ttatgttttc tcaagttgaa ccacccagca gtgatgccat 
gatgcatgca cgttcttcag- ggcetgaacc ttcttafcgcc ttgtctgata atgagggctc 
ccaacacat.c ttcactgt-tt .ct^bagttc tgcaatacct gtgcatgatt ctgtgggtgt 
aaqttatpag gg^cqt^tittigqggacc. tagccatata ccaataccta . agtcttcgtfc 
aataacccca aqtgcat;Cab ;tact§c^gcc tactcatgcc ctctctggtg atggggaatg 
gtctggagcc tcttcfegata. gt^aatttct tttacctgac acagatgggc tgacagccct. 
taacatttct \fccacctg£fefc ctgtfeigfctga atttacafcat acaacatctg tgtttggtga 
tgataataa.g ^ gcgctttcVa .aaagtgaaat' aatatatgga aatgagactg aactgcaaat 
tccttctttc aatgagatg^r tttaccctfcc tgaaagcaca gtcatgccca acatgtafcga 
taatgtaaat. aa^ttg^'atg .egtctttaca agaaacctct gtttccattt ctagcaccaa 
gggqatgttt .'jccagggtccc'-. ttgctcataq -caccactaag gtttttgatc atgagattag 
tcaagttcca gaaaata.aq^ actgtctctc aagcatctgg 

tgacacttqg btta^aqctg' ^tgqttagtgq aaactcagag qqagqatqqt qtgaqqqtgq 
ttctagtgaa atgfctatctc. ctbqaactca gqtcttattt tatgagacct qagcttqttt 



1200 
1260 
1320 
1380 
1440 
1S0O 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3 060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
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tagtactgaa . gtattgctac aaccfefccctfc tcaggcfctcfc gatgttgaca ccttgcttaa 3540 

aactgt.tctt' ccagcfcgtgcf ccagtgatcc aatattggtt gaaaccccca aagttgataa 3600 

aattagttct acaatgttge atctcattgt atcaaattct gcttcaagtg aaaacatgct 3660 

gcactctaca tctgtac.cag tttttgat^t gtcgcctact tctcatatgc actctgcttc 3720 

acttcaaggt. tfcgaccafctt cctatgcaag tgagaaatat gaaccagttt tgttaaaaag 3780 

tgaaagttcc.caccaagtgg taccttcttt gtacagtaat gatgagttgt tccaaacggc 3840 

caatttggag attaaajcaggf cccatccccc aaaaggaagg catgtatttg ctacacctgfc 3900 

tttatcaatt gatgaaccat taaatacact aataaataag cttatacatt ccgatgaaat 3 960 

tttaacctcc accaaaagrtt. ctgttactgg taaggtattt gctggtattc caacagtfcgc 4020 

ttctgataca tttgrtatota; ctgatcattc tgttcctata ggaaatgggc atgttgccat 408 0 

tacagctgtt tc.tccccaca gagatggttc tgtaacctca acaaagttgc tgtttccfcfcc 4140 

taaggcaact tctgagc£ga* .gtcajtagtgc caaatctgat gccggtttag tgggtggtgg 4200 

tgaagatggt gacactgatdg-atgatggtga tgatgatgat gacagagata gtgatggctt 4260 

atccattcat aagt^atgt-catgcfccatc ctatagagaa tcacaggaaa aggtaatgaa 432 0 

tgattcagac acccacgaaa. acagtcttat ggatcagaat aatccaatct catactcact 4380 

atctgagaat tctgaagaag ataatagagt cacaagtgta tcctcagaca gtcaaactgg 4440 
tatggaqaga agtcctggt : 4 , aatcaccatc" agcaaatggg. ctatcccaaa agcacaafcga m 4500 

tggaaaagag ^aaatgacaVttca^actgg ■ fcagtgctctg cttcctctca gccctgaatc 4560 

taaagcatgg ^cagttcffcga eaagjigatga aga'aagtgga tcagggcaag gtacctcaga 4620 

tagccttaat gagaatgaga , cttccacaga tttcagtttt gcagacacta atgaaaaaga 4680 

tgcfcgatggg atcctggcag .caggtgactc agaaataact cctggattcc cacagtcccc 4740 

aacatcatct/srtta'cfca;gc£. agaac'tcaga agtgttccac gtttcagagg cagaggccag 48 00 

taatagtagc catgagtcte .gtattggt'ct agctgagggg ttggaatccg agaagaaggc 4860 

agttataccc cttgtgatcg tgtcagccct gacttttatc tgtctagtgg. ttcttgtggg 492 0 

tattctcatc '.tact.ggaggaf aatgcttcca . gactgcacac ttfctacttag aggacagtac 4980 

atcccctaga gtta.tatpca^ .cacctcc.aac , acctatct.tt . ccaatttcag atgatgtcgg 5 04 0 

. agcaattcca atea'agcactvttdcaaagca ; tgttgcagat ttacatgcaa gtagtgggtt 5100 

tactgaagaa - tttgagi^ac; ^gaaagagtt-.'ttaccaggaa gtgcagagct gtactgttga 5160 

cttaggtatt acagca'ga'ca: gctccaacda cccagacaac aagcacaaga atcgatacat 5220 
aaatatcgtt gcctatga|:q- atagcagggt taaigctagca cagcttgctg aaaaggatgg . 5280 

caaactgact • gattatatca' atgccaatta tgttgatggc tacaacagac caaaagctta 5340 

. tattgctgcc" caaggcidac; tgakatccac agct£aagat*. fctctggagaa • tgatatggga . 5400 

acataatgtg jgaagttat'tgr ; tcatgataac. aaacctcgtg gagaaaggaa ggagaaaatg 5460 

tgatcagtac . £gg*cctgccg < atg£gag.tga ggagtacggg aactttctgg tcactcagaa 5520. 

gagtgtgcaa • • ^gc ttgfejc t.: at: ta tag tgt . gaggaatttt ac tctaagaa acacaaaaat 5580 

aaaaaagggc •■ tdc jagaipikcj ^ ^aagaccQag' tggacgfcgtg gt cacacagt atcactacac 5 64 0 

gcagtggdct',''ga<^ ctccctgcca gtgctgacct ttgtgagaaa 5700 

• ggcagcctat gepaa^cgcd: •atgcagtggg gcctgttgtc gtccactgca gtgctggagt 5760 
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tggaagaaca 
aactgtcaac. 
aactgaggag 
aactgaggtg 
agcaggcaaa 
gagtgactat 
catccctgtg 
catcaatgcc 
ccctctcctt 
ggtggttatg 
taaagatgag' 
atgtctatct 
tgattatgta 
cattagtaaa 
- gcctatgatt 
aacccttatg 
gatcaatctg 
agtgatcatc 
taatggtgca 



ggcacafcata 
atatttggcfc 
caatatgtct 
ctggacagtc 
acaaagctag 
tctgcagccc 
gaaagatcaa 
tcotatatca 
cataccatca 
atfccqtgatg 
, cctataaatt 
aatgaggaaa 
cttgaagtga- 
acttttgaac. 
gttcatgatg; 
caccaactag 
atgaggccag 
. agccttgtga 
gcattgcctg 



. ttgtgctaga 
tcttaaaaca 
tcattcatga 
atattcatgc 
agaaacaatt 
taaagcaatg 

.gggfctggcafc 

tgggctatta 
aggatttctg 
gccaaaacat 
gtgagagctt 
aactjtataat 
ggcaqtttca 
'. ttataagtgt* 
agcatgga'gg 
aaaaagaaaa 
gagtctttgc 
gcacaaggca 
atggaaatat 



cagtatgttg 
catccgttca 
tacactggtt 
ctatgttaat 
ccagctcctg 
caacagggaa 
ttcatccctg 
ccagagcaat 
gaggatgata 
ggcagaagat 
taaggtcact 
fccaggacttt 
.gtgtcctaaa 
tataaaagaa 
agtgacggca 
.ttccgtggat 
tgacattgag 
ggaagagaat 
agctgagagc 



cagcagattc 
caaagaaatt 
gaggccatac 
gcactcctca 
agccagtcaa 
aagaatcgaa 
agtggagaag 
gaattcatca 
tgggaccata 
gaatttgttt 
cttatggctg 
atcttagaag 
tggccaaatc 
gaagctgcca 
ggaactttct 
gtttaccagg 
cagtatcagt 
ccatccacct 
ttagagtctt 



aacacgaagg 5820 

atttggtaca 5860 

ttagtaaaga 5940 

ttcctggacc 6000 

atatacagca 6060 

cttcttctat 6120 

gcacagacta 6180 

ttacccagca 6240 

atgcccaact 6300 

ac tggccaaa 6360 

aagaacacaa 6420 

ctacacagga 6480 

cagatagccc 6540 

atagggatgg 6600 

gtgctctgac 6660 

tagccaagat 6720 

ttctctacaa 6780 

ctctggacag 6840 

tagtttaa 6898 



<210> 337 . ".. 

<211> 6800- .... 

<212> DNA' 

<213 > Artif icial ,seqi*enqe 
<220> \ . ". "-" ..• 

<2 23 > A novel /predicted .alternative ' spliced variant 
<400> 337-v V . :: 

atgcgaatcc. fcaaagcgtjtt cctcgcttgc. attcagctcc tctgtgtttg 
tgggctaatg. ;ga^ctiicig ;acaa"aagaga aaacttgttg aagagattgg 
acaggagcac tgaatcaaaa." aaattggsfga' " aagaaatatc caacatgtaa 
caatctccta* tcaafcattga;. tgaagatcbt acacaagtaa atgtgaatct 
aaafcttcagg gttgggataa ■ aacatcattg gaaaacacat tcattcataa 
acagtggaaa ttaatct v cac taatgactac cgtgtcagcg gaggagtttc 
tttaaagcaa ' gcaag^taacf ;.ttttcaqt*gg. ggaaaatgca atatgtcatc 
gagcatagtt*. tagaaggaca .. aaaatttcca cttgagatgc aaatctactg 
gaccgat.ttt * caagttttga .ggaagcagtc aaaggaaaag ggaagttaag 
attttgtfctg aggttgggac agaagaaaat ttggatttca aagcgattat 
gaaagtgtta gtqgttttjgg 'gaagcag'gct gctttagatc cattcatact 
ctgccaaact- ca^ictgacaa gtattacatt tacaatggct. cattgacatc 
acagacacag . tt^a'ctggat;- tgtttttaaa gatacagtta gcatctctga 
gctgtttti^t ||tg^agtt^ .caatctggtt atgtcatgct 

ttacaaaaca. attttcg-i4f gcaacagtac aagt'tctcta gacaggtgtt 



ccgcctggat- 

ctggtcctat 

tagcccaaaa 

taagaaactt 

cactgggaaa 

agaaatggtg 

tgatggatca 

ctttgatgcg 

agctttatcc 

tgatggagtc 

gttgaacctt 

tcctccctgc 

aagccagttg 

gatggactac . 

ttcctcatac 



60 
120 
180 
240 
300 
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72D 
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840 
900 
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actggaaagg aagagattca - tgraagcagtt tgtagttcag aaccagaaaa tgttcaggct 960 

gacccagaga attataccag ccttcttgtt acatgggaaa gacctcgagt cgtttatgat 1020 

accatgattg agaa^ttgc agttttgtac cagcagttgg afcggagagga ccaaaccaag 1080 

catgaatttt tgacagatgg. ctatcaagac -ttgggtgcta ttctcaataa tttgctaccc 1140 

aatatgagtt atgt.tcttca gatagtagcc atatgcacta ■ atggcttata tggaaaatac 1200 

agcgaccaac tgafctgtbga' catgcctact- gataatcctg aacttgatct tttccctgaa 1260 

ttaattggaa cfcgaagaaati aatcaaggag gaggaagagg gaaaagacat tgaagaaggc 1320 

gctattgtga atcctcrgtag agacagtgct acaaaccaaa tcaggaaaaa ggaaccccag 1380 

atttctacca caacacacta caatcgcata gggacgaaat acaatgaagc caagactaac 1440 

cgatccccaa caacfaggaag tgaattcfcct ggaaagggtg. atgttcccaa tacatcttta 1500 

aattccactfc £ccaacfc?agt: cactaaat.ta: gccacagaaa aagatattfcc cttgacttct. 1560 

cagactgtga. ctgaadtgcc 'acctcacict gtggaaggta cttcagcctc tttaaatgat 1620 

ggctc fcaaaa • c tgfetct'tag at c tccacat- atgaacttgt cggggac tgc agaatcc tta 1680 
aatacagttt cte^acaga atatgaggag gagagtttat tgaccagttt caagcttgat ' 1740 

actggagctg ^aagattc.ttc aggctccagt cccgcaactt ctgctatccc attcatctct 1800 

gagaacatat cccaagggta tatattttcc tccgaaaacc cagagacaat aacatatgat 1860 

gtccttatac cagaatcVgc. tagaaatgct. tccgaagatt caact.tcatc aggttcagaa 1920 

gaatcactaa aggatcctfcc tatggaggga .aatgtgtggt ttcctagctc tacagacata 1980 

acagcacagc ccgatgt£gg.: : atcaggcaga gagagctttc tccagactaa ttacactgag 2040 

atacgtgttg- atgaatctga gaagaaaacc aagitcctttt ctgcaggccc agtgatgtca 2100 

cagggtccct cagfctacaga tctggaaatg. ccacattatt ctacctttgc ctacttccca 2160 

actgaggtaa cacctca,t:gc tttt^acceca tcctccagac aacaggattt ggtctccacg 2220 

gtcaacgtgg tata'ctqgea s gacaaccpaa ccggtataca atggtgagac acctcttcaa 2280 

ccttcctaca ^agfcgaagt: cttfcgctcta gtcadccctt tgttgcttga caatcagatc 2340 

ctcaacacta cccctgcegc tfccaajgtagt gattfcggcct tgcatgctac gcctgtattfc 2400 . 

cccagtgtcg. atgtgtcatt ^ tgaatccatc. ctgt:cttcct atgatggtgc . acctttgctt^ 2460 

ccattttcct/rctgiptt^ ttgtttcgcc atctgcatac agtttctcaa 2520 

atccttccac* aagfctacttp;' agctac.cgagr agtgataagg tgcccttgca tgcttctctg 2580 

ccagtggc.tg jgrgg^t^at'tt/gctattagag cccagccttg ctcagtattc tgatgtgctg 2640 

tccactactc . atgctgdttc ■ agagacgctg gaatttggta gtgaatctgg tgttctttat 2700 
aaaacgctta tgttttd^caV agtjbgiadc^ .cccagcagtg atgccatgat gcatgcacgt 2760 
tcttcagggc ctgaacfctttf'^ttatgccttg tctgataatg agggctccca acacatcttc 2820 
actgtttctt . acagttctgc . aataqctgtg catgattctg tgggtgtaac ttatcagggt 2880 
tccttattta gcggccctag". ccatatacca atacctaagt cttcgttaat aaccccaact 2940 
gcatcattac tgcagc<2ta.o." '.tcatgccctc tctgtftgatg gggaatggfcc tggagcctct 3000 
tctgatagtg aatttctttt : accfegac'aca gatgggctga cagcccttaa catttcttca 3060 
cctgtttctof .tagictgaat't' taeat^ataca acatctgtgt. ttggtgatga . taataaggcg 3120 
ctt.tctaaak tgcaaattcc ttctttcaat 3180 
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gagatggttt acctittctga aagcacagtc atgcccaaca tgtatgataa tgtaaataag 3240 

ttgaatgcgt ctttacaaga aacctctgtt tccatttcta gcaccaaggg catgtttcca 33 00 

gggtcccttg ctcataccac cactaaggtt tttgatcatg agattagtca agttccagaa 3360 

aataactttt cagttcaacc tacacatact gtctctcaag catctggtga cacttcgctt 3420 

aaacctgtgc ttagtgcaaa ctcagagcca gcatcctctg accctgcttc tagtgaaatg 3480 

ttatctcctt caactcagct; cttattttat gagacctcag cttcttttag tactgaagta 3540 

ttgctacaac cttcctttca- ggcttctgat gttgaicacct tgcttaaaac tgttcttcca 3 600 

gctgtgccca gtgafcccaiat attggttgaa acccccaaag ttgataaaat tagttctaca 3660 

atgttgcatc tcattgtatc aaattctgct .tcaagtgaaa acatgctgca ctctacafcct 3720 

gtaccagttt ttgatgtgtp; "gcic'tacttct catatgcact ctgcttcact tcaaggtttg 3780 

accatttcct ^tgcaagfcga -.gaaatatgaa ccagttttgt taaaaagtga aagttcccac 3840 

caagtggtac .pttcttt^a;eagtaatc^t gagttgttcc aaacggccaa tttggagatt 3 900 

aaccaggccc atcccccaaa .aggaaggtiat gtatttgcta cacctgtttt atcaattgat 3 960 

gaaccattaa atacactaat- aaataagctt atacattccg atgaaatttt aacctccacc 4020 

aaaagttctg ttactggt'aa: ggtafcttgct ggtattccaa cagttgcttc tgatacattt 4080 

gtatctactg atcattctgft; tcctata'gcja aatgggcatg ttgccattac agctgtttct 4140 

ccccacaga'g ettggt;tctgt: ' aacctcaaca, aagttgctgt ttccttc taa ggcaac tt ct 4200 

gagctgagtc ajbagtgccaa: : atctgatgcc. ggtttagtgg gtggtggtga agatggtgac 4260 

actgatgatg .^tgigtgatga tgatgatgac agagatagtg atggcttatc cattcataag 4320 

tgtatgtcat gctcatccta tagagaatca caggaaaagg taatgaatga ttcagacacc 4380 

cacgaaaaca gtctitatgga tcagaataat ccaatctcat actcactatc tgagaattct 4440 

gaagaagata ata^agtcac aagtgtatcc tcagacagtc aaactggtat ggacagaagt 4500 

cctggtaaat caeca tcaga aaatgggcta tcccaaaagc acaatgatgg aaaagaggaa 4560 

aatgacattc agaatggtag tgetctgett cctctcagcc . ctgaatctaa ■ agcatgggca 4620 

gttctgacaa gtga>^iga : ,aagt^^tca; gggcaaggta cctcagatag ccttaatgag 4680 

aatgagactt. cqacacfatitt, cagtjtttgca gacactaatg aaaaagatgc tgatgggatc 4740 

c tggcagcag; : gtgaefceaga ;.• aatjiact pet . ggattcccac agtccccaac atcatc tgtt 4800 

actagcgaga actcagaagt : ^tecaegtt. tcagaggcag gaaatgette cagactgcac 4860 

.acttttactt 'a^g^c'a^- acatccqcfca gagttatatc cacacctcca acacctatct 4920 

ttccaatttc agatgaitgtc ggagdaattc caataaagca ctttccaaag catgttgcag 4980 

. atttacatgc aag^gtggg.^ actgaaagag ttttaccagg 5040 

aagtgcagag ctgtact^rtt- gacfcta£gta , ttacagcaga cagctccaac cacccagaca 5100 

acaagcacaa . gaafccgatacSataaatatcg • ttgee tatga . tcatagcagg gttaagc tag 5160 

cacagcttgc t'gaaaaefgat ggcaaactga ctgattatat caatgecaat tatgttgatg 5220 

gctacaacag accaaa'agct tatattgetg cccaaggccc actgaaatcc acagctgaag 5280 

atttctggag aatgfatatggvgaacataatg. tggaagttat tgtcatgata acaaacctcg 5340 

tggagaaagg .aaggaga.aaa.igt^tcagt actggqctgc cgatgggagt gaggagtacg 5400 

ggaactttct ggtcactcag' .aagacftgt^ aagtgcttgc c tat ta tact gtgaggaatt 5460 

* ttactctaag aaacacaaaa; fatkaaaaagg gctcccagaa- aggaagaccc agtggacgtg- 5520 
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tggtcacaca 
cagtgctgac 
tcgtccactg 
tgcagcagat 
cacaaagaaa 
ttgaggccat 
atgcactcct 
tgagccagtc 
aaaagaatcg 
tgagtggaga 
atgaattcat 
tatgggacca 
atgaatttgt. 
. ctcttatggc 
ttatcttaga 
aatggccaaa 
aagaagctgc 
caggaacttt 
atgtttacca 
agcagtatca 
atccatccac 
gcttagagtc 



gtatcactac 
ctttgtga'ga 
dagtgctgga 
tcaacacgaa 
fctatttggta 
acttagtaaa 
cattcctgga 
aaatatacag 
aacttctfccfc 
aggcaqagaC 
cattacccag. 
taatgcccaa • 
.ttactggbpa- 
- tgakgaacac 
agctacacag; 
tccagatagc 
caatagggat' 
: ctgtgctctg- 
g;gtagccaag; 
gtttctctac- : 
ctctctggac 
ttta'gtt.taa 



acgcagtggc 
aaggcagcct 
gttggaa'gaa. 
: g£aactgtca. 
caa'actgagg 
gaaactgagg 
.ccagcaggca 
cagagtgact 
"atcatccetg 
tacataaatg 
.caccctctcc 
ctggtggfctia 
[aataaagatg 
aaatgtctat. 
gatgatfcatg 
gcdattagta 

arggpctatga 

acaaccctta 
atgatcaatc 
aaagtgatcc 
agtaatggtg 



ctgacatggg 
atgccaagcg 
caggcacata 
acatatttgg 
agcaatatgt 
tgctggacag 
aaacaaagct 
attctgcagc 
tggaaagatc 
cctccitatat 
ttc'ataccat 
tgattcctga 
agcctataaa 
cta'atgagga 
tacttgaagt 
aaacttttga 
ttgttcatga 
tgcaccaact 
tgatgaggcc 
tcagccttgt 
cagcattgcc 



agtaccagag 
ccatgcagtg 
tattgtgcta 
cttcttaaaa 
cttcattcat 
tcatattcat 
agagaaacaa 
cctaaagcaa 
aagggttggc 
catgggctat 
caaggatttc 
tggccaaaac 
ttgtgagagc 
aaaacttata 
.gaggcacttt 
acttataagt 
tgagcatgga 
agaaaaagaa 
-aggagtcttt 
gagcacaagg 
tgatggaaat 



tactccctgc 
gggcctgttg 
gacagtatgt 
cacatccgtt 
gatacactgg 
gcctatgtta 
ttccagctcc 
tgcaacaggg 
atttcatccc 
taccagagca . 
tggaggatga 
atggcagaag 
tttaaggtca 
attcaggact 
cagtgrtccta 
gttataaaag 
ggagtgacgg 
aattccgtgg 
gctgacattg 
caggaagaga 
atagctgaga 



<210> 338 ..■>.':.. 
<2Xi> 6859 

<212> - DMA 1 ,' : y [ : , 

<213> Artificial >s^qu^nce*'' ,\ 

<22b> ' PC .■• 

<223> . A novelJ.pr epic ted aiterriative spliced variant 
<400> 33.8' ' 

atgegaatec .teaagc^tt cctdgct : J:gc - attcagctcc ipctgtgtttg ccgcctggat 
tgggctaafcg ^tactaca"g,;acaacagaga- aaacttgttg aagagattgg ctggtcctat 

• acaggagcac' tgaat.ca'a'aa.' aaatt'gggfcya aagaaatatc caacatgtaa tageccaaaa 
caatctccta t'Caatattga tgaagatcjtt acacaagtaa atgtgaatct taagaaactt 
aaatttcagg .gttgg^ta^/aacafccattg .gaaaacacat tcattcataa cactgggaaa 
acagtggaaa "ttaa'tctcac* .taatgac.tac. cgtjgtcagcg gaggagtttc agaaatggtg 

• tttaaagcaa ^"caagataac: ;tttt.cadt<jg ggaiaaatgea atatgtcatc tgatggatca 
gagcatagtt -t'agaaggaca aaaaEfctcca' ettgagatge aaatctactg etttgatgeg 
gaccgatttt caa^ttt^a^ gigaagfeagtc aaaggaaaag ggaagttaag agctttatcc 
attttgtttg aggttgggac^^ ttggktttca aagegattat tgatggagtc 
gaaagtgtta gtcgttttgg.- gaagcaggct gctttagatc cattcatact gttgaacctt 



5580 
5640 
5700 
5760 
5820 
5880 
5940 
6000 
6060 
612 0 
6180 
6240 
6300 
6360 
6420 
6480 
6540 
6600 
6660 
6720 
6780 
6800 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
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ctgccaaact caactgadaa ^gtatfcacatt tacaatggct cattgacatc tcctccctgc 
acagacacag ttgabtggat tgtttttaaa gatacagtta gcatcfcctga aagccagttg 
gctgtttttt gtcfaagttct "tacaatgcaa caat'ctggtt atgtcatgct gatggactac 
ttacaaaaca ."attttcgaga "gcaacagtac -aagttctcta gacaggtgtt ttcctcatac 
actggaaagg aagagattca tgaagcagte tgtagtfccag aaccagaaaa tgttcaggct 
gacccagaga attataccag. ccttcttgfrt acatgggaaa gacctcgagt cgtttatgat 
accatgattg agaagtttgc agttttgtac. cagcagttgg atggagagga ccaaaccaag 
catgaatttt tgacagatgg. ctatcaagac ttgggtgcta ttctcaataa tttgctaccc 
aatatgagtt atgttc.ttca * gatagtagcc atatgcacta atggcttata tggaaaatac 
agcgaccaac tgattgtcga catgcctact gataatcctg aacttgatct tttccctgaa 
ttaattggaa ctgaagaaafc aatcaagga^ gaggaagagg gaaaagacat tgaagaaggc 
gctattgtga atcctg^ag'; agacagtgct acaaaccaaa tcaggaaaaa ggaaccccag 
atttctacca Vcaac^cacVa'.!caatGgcate gggacgaaat acaatgaagc caagactaac 
. cgatccccaa- daagaggkag tgradfctctct. ggaaagggtg atgttcccaa tacatcttta 
aattccactt .cccaaccagrt cactaaatta ' gccacagaaa aagatatttc cttgacttct 
cagactgtga ctgakdfcgGC\^acctbaQact gtggaaggta cttcagcctc tttaaatgat 
ggcfcctaaaa. dtgttc£tag^ atq.tcqacat atgaacttgt cggggactgc agaatcctta 
aatacagttfc ctataa^aga atatgaggag gagagtfcfcat tgaccagttt caagcttgat 
actggagctg aagattc'tta • aggctccagt- cccgcaactt ctgctatccc attcatctct 
gagaacatat cccaagggta . tatattfctcc* tccgaaaacc cagagacaat aacatatgat 
gtccttajtac .'cagaafectgc tagaaatgct tcdgaagatt caacttcatc aggttcagaa 
gaatcactaa aggat.ccttc tatggaggga aatgtgtggt ttcctagctc tacagacata 
acagcacagc . dcgatgttgg;; atcaggcaga gagagctttc tccagactaa ttacactgag 
atacgtgttg atg^aatctga gaagacaacc' aagtqctttt ctgcaggccc agtgatgtca 
cagggtccct cagbtacaga/tctggaaatg. ccacattatt ctaccfcttgc ctacttccca 
actgaggtaa cacctcatgc. ttt€aeccca tccfcccagac aacaggattt ggtctccacg 
gtcaacgtgg ta;tactcg!bX. g^ ccggtataca atggtgagac acctcttcaa 

ccttcctaca . : ^'ta^g;^^. (bttfecctcta gtcacccctt tgttgcttga caatcagatc 
ctcaacacfca" c^cctgqt^c'. ttdaagtagt gattcggcct tgcatgctac gcctgtattt 
cccagtgtcg.at^gtc^ ctgtcttcct atgatggtgc acctttgctt 

ccattttcct .cfegctttccti cagtagtgaa ttgtttcgcc atctgcatac agtttctcaa 
atccttccac aagetactfcff.. agctapcga^. . agtgataagg tgcccttgca . tgcttctctg 
ccagtggctg ggggtgkttt-. gctattagag -cccagccttg ctcagtattc tgatgtgctg 
tc'cactactc atgetg^ttc *. agagacgctcr gaatttggta gtgaatctgg tgttctttat 
aaaacgctta tgtbttctck-'agttgaaeca cccagcagtg atgccatgat gcatgcacgt 
tcttcagggc • ctgaaccbtc /ttat<yccttg t fcctgataatg agggctccca acacatcttc 
actgtttctt. aca'gttctgc aatacctgtg' catgattctg tgggtgtaac ttatcagggt 
tccttattta - gcggccctag ; ! ccatatacca atacctaagt cttcgttaat aaccccaact 
gcatcattaq. tgcagcctajc/tcatgccctc tctggtgatg gggaatgcftc tggagcctct 



720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
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tctgatagtg aatttcttt>t'' acct^Lcacia gatgggc£ga 
cctgtttctg tagctgaatt "tacatataca acatctgtgt 
ctttctaaaa gtgaaataat atatggaaafc gagactgaac 
gagatggttt acccttctga aagcacagtc atgcccaaca 
ttgaatgcgt ctttac'aaga aacctctgtt tccatttcta 
gggtcccttg. ctcataccac . cactaaggtt tttgatcatg 
aataactttt "cigttcaacci. taca^tact gtotctcaag 
aaacctgtgc tta'gtgcaaa ctcagagcca gcatcctctg 
ttatctcctt caactcagct; cttattttat gagacctcag 
ttgctacaac cttectttca ggcttctgat gttgacacct. 
gctgtgccca gtqatccaat attggttgaa acccccaaag 
atgttgcatc tcattgtatc aaattfctgct tcaagtgaaa 
gtaccagbtt ttgatg L g fed.' gee tact tct catatgcact 
accatttcct atgcaagtga •■ gaaatatgaa ccagttttgt 
caagtggtac cttdttt^rta' ca^aatzgat gagttgttcc 
aaccaggccc. atcc'ccca&a aggaaggcat gtatttgcta 
gaaccattaa atacactaat . aaa.t&agctt atacattccg 
aaaagttct'g ttactggtaa ggtatttgct . ggtattccaa 
gtatctactg atcattctgt tcctatagga .aatgggcatg 
ccccacagag atggttctgt . aacctcaaca aagttgctgt 
gagctgagtc atagtgccaa atctgatgcc ggtttagtgg 
actgatgatg atggtgatga tgatgatgac agagatagtg 
tgtatgtcat. gctcatccta tagagaatca caggaaaagg 
cacgaaaaca. gtcttatgga. tcagaataat ccaatctcat 
gaagaagata. atag.agfccac/aagtgtatcc tcagacagtc 
cctggtaaat Gacaatba'gcr.aaatgggqta- tccdaaaagc 
aatgacattc. a^ctggta£ .tgqtctgatt cctctcagcc 
gttctgacaa ^gatgaa^aVaa^ggatca' gggcaaggta 
aatgagactt cdacagatfct" cagt^'ttgca gacactaatg 
ctggcagcag- gtg^ctca£a aataactcct' ggattcccac 
actagcgaga.actcagaagt gttccacgtt tcagaggcag 
'gagtctcgta ^tt^gtqjtagc/'tgaggggttg ga.atccgaga 
gtgatcgtgt /cagpcctgad tttta.tctgt • ctagtggttc 
■ tggaggaaat" gcttc.cagac- 'tgcaGaqttt: ^tacttagagg 
atatccacac .'ctccaacacq.- tafccfcttcca atttcagaca 
agtgcagagc tgtbaGtgttg apttaggtat tacagcagac 
caagcacaag aatcgat^^ 

acagcttgct gaaaaggatg" . gcaaactgac .tgattatatc 



cagcccttaa 
ttggtgatga 
tgcaaattcc 
tgtatgataa 
gcaccaaggg 
agattagtca 
catctggtga 
accctgcttc 
cttcttttag 
tgcttaaaac 
ttgataaaat 
acatgctgca 
ctgcttcact 
taaaaagtga 
aaacggccaa 
cacctgtttt 
atgaaatttt 
cagttgcttc 
ttgccattac 
ttccttctaa 
gtggtggtga 
atggcttatc 
taatgaatga 
actcactatc 
aaactggtat 
acaatgatgg 
ctgaatctaa 
cctcagatag 
aaaaagatgc 
agtccccaac 
aggccagtaa 
agaaggcagt 
ttgtgggtat 
acagtacatc 
ctgaaagagt 
agctccaacc 
catagcaggg 
aatgccaatt 



catttcttca 

taataaggcg 

ttctttcaat 

tgtaaataag 

catgtttcca 

agttccagaa 

cacttcgctt 

tagtgaaatg 

tactgaagta 

tgttcttcca 

tagttctaca 

ctctacatct 

tcaaggtttg . 

aagttcccac 

tttggagatt 

atcaattgat 

aacctccacc 

tgatacattt 

agctgtttct 

ggcaacttct 

agatggtgac 

cattcataag 

ttcagacacc 

tgagaattct 

ggacagaagt 

aaaagaggaa 

agcatgggca 

ccttaatgag ■ 

tgatgggatc 

atcatctgtt 

tagtagccat 

tatacccctt 

tctcatctac 

ccctagagtt 

tttaccagga 

acccagacaa 

ttaagctagc 

atgttgatgg 



3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
378.0 
3840 
3900 
3960 
4020 
4080 
4140 
4200 
4260 
4320 
4380 
4440 
4500 
4560 
4620 
4680 
4740 
4800 
4860 
4920 
4980 
5040 
5100 
5160 
5220 
5280 
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ctacaacaga ,ccaaaagctt; ' atattgc tgc' ccaaggccca ctgaaatcca cagctgaaga 
tttctggaga atgatatggg aacataatgt- ggaagttatt gtcatgafcaa caaacctcgt 
ggagaaagga aggagaaaat. ; gtgatcagta ctggcctgcc gatgggagtg aggagtacgg 
gaactttctg gtcactqaga agagtgtgca agtgcttgcc tattatactg tgaggaattt 
tactctaaga aacacaaaaa taaaaaaggg ctcccagaaa ggaagaccca gtggacgtgt 
ggtcacacag- tatcactaca cgcacftggcc tgacatggga gtaccagagfc actccctgcc 
agtgctgaac tttgtgagaa aggcagccta tgccaagcgc catgcagtgg ggcctgttgt 
cgtccactgc agtgctcfgag ttggaagaac aggcacatat attgtgctag acagtatgtt 
gcagcagatt . caacacgaag gaactgfccaa catatttggc ttcttaaaac acatccgttc 
acaaagaaat tat'fcfcggtac aaactgagga- gcaatatgtc ttcattcatg atacactggt 
tgaggccata cttagtaaag aaactgaggt gctggacagt catattcatg cctatgttaa 
tgcactcctc attcctiggac cagcaggcaa aacaaagcta . gagaaacaat tccagctcct 
gagccagtca aatatacagp agagtgacta ttctgcagcc ctaaagcaat gcaacaggga 
aaagaatcga acttcttcta. tcatccctgfc ggaaagatca agggttggca tttcatccct 
gagtggagaa ggcacagact.acatcaatgc ctcctatatc atgggctatt accagagcaa . 
tgaattcatc attaccca;gc accctctcct tcataccatc aaggatttct ggaggatgat 
atgggaccat aatgcccaac tggfcggttat gattcctgat ggccaaaaca tggcagaaga 
tgaatttgtfc tactggcqaa ataaagatga gcctataaat tgtgagagct ttaaggtcac 
tcttatggct ..gaagaacafca aatgtcttatc taatgaggaa aaacttataa ttcaggactt 
tatcttagaa gctacacagg. atgattatgtr . acttgaagtg aggcactttc agtgtcctaa 
atggccaaat ccagatagcc- ccattagfta,a .aacttttgaa cttataagtg ttataaaaga 
agaagctgcc aatagggatg . ggcctatgat: tgttcatgat gagcatggag gagtgacggc 
aggaactttc tgtgctctgsu caacccttat gcaccaacta gaaaaagaaa attccgtgga 
tgtttaccag gtagccaaga- tgatcaafcct gatgaggcca ggagtctttg ctgacattga 
gcagtatcag. tttctctaca . aagtgatcct cagccttgtg agcacaaggc aggaagagaa 
tccatccacc tctct^rgaca gtaatggtgc agcattgcct gatggaaata tagctgagag 
cttagagtct. tta&tttaa 



5340 
5400 
5460 
5520 
5580 
5640 
5700 
5760 
5820 
5880 
5940 
6000 
6060 
6120 
6180 
6240 
6300 
6360 
6420 
6480 
6540 
6600 
6660 
6720 
6780 
6840 
6859 



<216> 339 ' . . / ■' ' V 
<211> 6924. \ ■ ' " 

<212> ' DNA - •{?';':' 
<213> ; Artif icii'aiv sequence , 

<22o> ■. :■ ,v -■* ■- "." 

<223 > A novel- pre^oted . ^teijhafcive- spliced . variant 

<400> .33?:. V ... - 

atgcgaatc<?'tarig6gttt cctqgctfcgc attcagctcc tctgtgtttg 

.tgggctaat'g ^atacta^g-acaadagaga aaacttgttg aagagattgg 

acaggagcac tgaatcaaaa aaattgggga aagaaatatc caacatgtaa 

caatctccta tcaatattga tgaagat;ctt acacaagtaa atgtgaatct 

aaatttcagg ."gttgggataa • aacafcckttg gaaaacacat tcattcataa 

acagtggaaa ttaa ? tctcac. taatgactac .cgtgtcagcg gaggagtttc 

tttaaagcaa ' gcaaga^aacV.tttfccact'gg. ggaaaatgca atatgtcatc 



ccgcctggat. 
ctggtcctat 
tagcccaaaa 
taagaaactt 
cactgggaaa 
agaaatggtg 
tgafcggatca . 



60 
120 
180 
240 
300 
360 
420 



WO 2005/071059 



517 



PCT/1L2005/000107 



gagcatagtt , tagaaggaca\ aaaat.ttcca cttgagatgc aaatctactg ctttgatgcg 480 

gaccgatttt caagttttga .^gaagcagtc aaaggaaaag. ggaagttaag agctttatcc 540 

atttfcgtttg aggttgggac agaagaaaat tfcgg'atttca aagcgattafc tgatggagtc 600 

gaaagtgtta gtcgtt.ttgg gaa^caggct gctttagatc cattcatact gttgaacctt 660 

ctgccaaact -caactgacaa gtatfcacat^t tac'aatggct cattgacatc tcctccctgc 720 

acagacacag tfcgactggafc fcgfcttttaaa gatacagtta gcatctctga aagccagttg 780 

gctgtttttt gtgaagr^tct:. tacaatgcaa caatctggtt atgtcatgct gatggactac 840 

ttacaaaaca attttcgaga gcaacagtac aagttctcta gacaggtgtt ttcctcatac 900 

actggaaagg aagagattca tgaagcagfct tgtagttcag aaccagaaaa tgttcaggct 960 

gacccagaga attatac,cag ccfctcttcjtt acatgggaaa gacctcgagt cgtttatgat 1020 

accatgattg agaagtttgc agttfctgtac. cagcagttgg atggagagga ccaaaccaag 1080 

catgaatttt fcgacagatgg; .ctafccaajgad tfcgggtgcta ttctcaataa tttgctaccc 1140 

aatatgagtt atgttottca- gatagtagcc atatgcacta atggcttata tggaaaatac 1200 

agcgaccaac tgattgtpga catgcctaefc gataatcctg aacttgatct tttccctgaa 1260 

ttaattggaa ctgaagaaat . aatcaaggag gaggaagagg gaaaagacat tgaagaaggc 1320 

gctattgtga atcctg^ag'i aga'cagtgct acaaaccaaa tcaggaaaaa ggaaccccag 1380 

atttctacca caacacadt.a ..caatpgcata gggacgaaat acaatgaagc caagactaac 1440. 

cgatccccaa- caagaggkag tgaattctpt ggaaagggtg' atgttcccaa tacatcttta IS 00 

aattccactt ccdaaccagt cactaaatita gccacagaaa aagatatttc cttgacttct 1560 

cagactgtga ctgaactgtc. acctcacaat gtggaaggta cttcagcctc tttaaatgat 1620 

ggctctaaaa .ctgttctfcag .atctccacat afcgaacttgt cggggacfcgc agaatcctta 1680 

aafeacagttt ctataac.aga- atatgaggag gagagtttat tgaccagttt caagcttgat 1740 

actggagctg aagattcttc:. aggctccagt. cccgcaactt ctgctatccc attcatctct 1800 

gagaacatat c.ccaagggta tatattttcc tccgaaaacc cagagacaat aacatatgat 1860 

gtccttatac .cagaatctgc.- tagaaat^ct tccgaagatt caacttcatc aggttcagaa 1920 

• gaatcactaa ■ aggatcc.ttc , tatggaggga/aatgtgtggt ttcctagctc tacagacata 1980 

acagcacagc ccgatgttgg.vatcaggcaga gagagctttc tccagactaa ttacactgag 2040 

atacgtgttg atg^atctga- gaagacaacc aagtcctttt ctgcaggccc agtgatgtca 2100 

cagggtcccb * cagttacaga tcf ggaaatg ccacattatt ctacctttgc ctacttccca 2160 

. actgaggtaa cacc.fcc&tgc; tttitacccca tcctccagac aacaggattt ggtctccacg : 2220 

gtcaacgtgg \tata'qd^c^ ;.gaeaaccc4a. ccggtataca atggtgagac acctcttcaa 2280 

ccttcctaca /gtagtg^ tgttgcttga caatcagatc 2340 

ctcaacacta ;cccVptgct^c;ttcaagtagt . gattcggcct tgcatgcitac gcctgtattt 2400 

cccagtgtcg/'atgtgtqatfc ,tgaat:ccat6' ctgtcttcct atgatggtgc acctttgctt 2460 

.ccattttcct/ c.Wctt&ctt** cagtajgfcgaa ttgtttcgcc atctgcatac agttfcctcaa 2520 

atccttccac aagtjtacttc agctaccgag agtgataagg tgcccttgca tgcttcfcctg 2580 

ccagtggctg .iggggjfcgattV ^cta^ta^ag qccagccttg ctcagtattc tgatgtgctg 2640 

tccactactc 'atgctgcttc. agagacgdtg. gaatttggta gtgaatctgg tgttctttat 2700 
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aaaacgctta tgttttctca agttgaacca cccagcagtg atgccatgat 
tcttcagggc ctgaaccttc ttatgccttg tctgataatg agggctccca 
actgtttctt acagttdtgc aatapctgtg catgattctg tgggtgtaac 
tccttattta gcggccctag ccatatacca ataccfcaagt cttcgttaat 
gcatcattac tgc^gcctac.- tcatcfccc.tc tctgg^bgatg gggaatggtc 
tctgatagtg aatttctttt acctgacaca gatgggctga cagcccttaa 
cctgtttctg. tagctgaatt tacatatac'a acatcvtgtgt ttggtgatga 
ctttctaaaa gtgaaataat atatggaaat; gagactgaac tgcaaattcc 
gagatggttt acccttctga" aagckcagtc atgcccaaca tgtatgataa 
ttgaatgcgt ctttacaaga aacct'ctgtt tccafcttcta gcaccaaggg 
gggtcccttg cfccataccac cacfcaaggtfc. tttgatcatg agattagfcca 
aataactttt Cagttcaacc tacacatact gtctcticaag catctggtga 

" aaaccfcgtgc ttagtgcaaa. ctcagagcca- gcatcctctg accctgcttc 
ttatctcctt caactcagcfc.:cttattttat gagacctcag cttcttttag 
ttgctacaac .cttcctttca ggcttctgat gttgacacct tgcttaaaac 
gctgtgccca cfcgat.cca'at . attggttgaa acccccaaag ttgataaaat 

■ atgttgcatc, tcattgfeatc? aaattctgcfc tcaagtgaaa - acatgctgca 
gtaccagttt ;ttgatgtgtc\gcctacttp.t : catatgcact ctgcttcact 
accatttcct .'atgqaagtga.. gaaatatgaa ccagttttgt taaaaagtga 
caagtggtac . cttqtttgta ■• cagtaatgat gagtfcgttcc aaacggccaa 
aaccaggccc atcccccaaa aggaaggcat. gtatttgcta cacctgtttt 

. gaaccattaa ■ atacacfcaat* aaataagctt ataca.ttccg atgaaatttt 
aaaagttctg ttactggtaa ggfcatt'tgct ggtafctccaa cagttgcttc 
gtatctactg atcattcfc'gt! tcctatagrga .aatgggcatg ttgccattac 
ccccacagag atggfetctgt aaccfccaaca.aagttgctgfc ttccttctaa 

. gagctgagtc atagtgccaa* atqtgatgqc- ggfcttagtgg .gtggtggtga 
actgatgatg atggjtigatga' tgatgktgaq' agagatagtg atggcttatc 
tgtafcgtcat gcteatccta tagagaafcca" caggaaaagg taatgaatga 
cacgaaaaca gtcttatggavtcaga'ataat. ccaafccfccafc actcactatc 
gaagaagata ^tagagtcac aagtgtatcc tcagacagtc aaactggtat 
cctggtaaat cacQatoagc. -aaatgggata tcccaaaagc acaatgatgg 
aatgacattc ag4ctg^ag.Ctgctctgct;t cctctcagcc ■ ctgaatctaa \ 
gttctgacaa • gtgats^L^cfa. aagtggatca": gggcaagrgta cctcagatag 
aatgagactt caacagftt^'t cagttttg'ca gacactaatg aaaaagatgc 
ctggcagcag gtgactcaga aataactcct • ggattcccac agtccccaac 
actagcgagfa actcagaagtv-^ttfacaqgtt' tcaga/ggcag aggccagtaa 
gagtctcgta' .tt^gtcfcjigQ tgaggggttg gaatccgaga agaaggcagt 
gtgatcgtgt 'cagccct&ac ' tttrjbatcJB^ ctagtggttc ttgtgggtat 
tggaggaaat ;gct.tccagac\ fcgcaca£t;tt -tacttagagg acagtacatc 



gcafcgcacgt 
acacatcttc 
tfcatcagggt 
aaccccaact 
tggagcctct 
catttcttca 
taataaggcg 
ttctttcaat 
tgtaaataag 
catgtttcca 
agttccagaa 
cacttcgctt 
tagtgaaatg 
tactgaagta 
tgttcttcca 
tagttctaca 
ctctacatct : 
tcaaggtttg 
aagttcccac 
tttggag'att 
atcaattgat 
aacctccacc 
tgatacattt 
agctgtttct 
ggcaacttct 
agatggtgac 
cattcataag 
ttcagacacc 
tgagaattct 
ggacagaagt 
aaaagaggaa 
agcatgggca 
cctfcaatgag 
tgatgggatc 
atcatctgtt 
tagtagccat 
tatacccctt 
tctcatctac 
ccctagagtt 



2760 

2820 

2880 

2940. 

3000 

3060 

3120 

3180 

3240 

3300 

3360 

3420 

3480 

3540 

3600 

3660 

3720 

3780 

3840 

3900 

3960 

4020 

4080 

4140 

4200 

4260 

4320 

4380. 

4440 

4500 

4560 

4620 

4680 

4740 

4800 

4860 

4920 

4980 

5040 
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atatccacac .ctccaacacc .tatctfctcca atttcagatg afcgtcggagc aattccaata 


5100 


aagcactttc caaagcatgt tgcagattta cat'gcaagta gtgggtttac tgaagaattt 


5160 


gaggaagtgc agagctgtac tgfctgactta ggtattacag- cagacagctc caaccaccca : 


coo 0 


gacaacaagc acaagaafccg atacataaat atcgttgcct atgatcatag cagggttaag 


5280 


ctagcacagc. ttgqtgaaaa. ggatggca'aa ctgactgatt atatcaatgc caattatgtt 


5340 


gatggctaca -acagaccaaa agcttatatt gccgcccaag gcccaccgaa acccacagct 


5400 


gaagafctfcct "ggagaatgat. atgggaacafc aafcgtggaag ttattgtcat gataacaaac 


5460 


ctcgtggaga " aaggaaggag aaaafcgtgat cagtactggc ctgccgatgg gagt.ga.ggag 


5520 


tacgggaact tfccteggtcac tcagaagagt gtgcaagtgc ttgcctatta tactgtgagg 


5580 


aattttacfcc taagaaacac aaaaataaaa aagggctccc agaaaggaag acccagtgga 


564 0 


cgtgtggtca caca'gtatca ctacacgcag . tggcctpgaca tgggagtacc agagtactcc 


5700 


ctgccagtgc tgacctttgt gagaaag'gca' gcctafcgcca . agcgccatgc agtggggcct 


5760 


gucy tcgccc acr.gcagi_.gc ugga gc t_ ggct agaacaggca cauauattgt gccagauagt. 


5820 


acgctgcagc agacccaaca, cgaaggaaci- gccaacauau ttgycttctc aaaacacdtt 


5880 


cgtccacaaa gaaattattip ggtacaaacc gaggagcaat. atgxctccau ccatgacaca 


5940 


ccggcugagg ccacactcag caaagaaact gaggi.gct.gg acagtcacau tuatgcctuL 


6000 


gtfcaafcgcac fcccfccafctcc tggaccagca ggcaaaacaa agctagagaa acaattccag 


ouou 


ctcctgagcc agtcaaatat/.acagcagagt gac'tattctg ' cagcccfcaaa gcaatgcaac 


<C1 O A 


agggaaaaga afccgaac'ttc ttcfcatcatc- cctgtggaaa gafccaagggt tggcatttca 


DlOU 


tccctgagtg. gagaaggcac agactacatc aatgccfccct atatcatggg ctattaccag. 


6240 


agcaatgaat tcatcattac ' cdagcaccct ' ctccttcata ccat caagga tttctggagg 


6300 


atgatatggg accataatgc- ccaactggtg gttatgattc ctgatggcca aaacatggca 


6360 


gaagatgaat ttgtttactg gccaaataaa gatgagccfca fcaaattgtga gagctttaag 


DmU 


gtcactctta, tggctgaaga acacaaatgt ctatctaatg aggaaaaact fcataafcfccag 


6480 


*,.'*'•* '...'*. • * * 
ydCLLLdLCC . cagaagccac • acaggatgat ■ tatguacctg cLcigugoiggcA ui,i,LLay uy u 


6540 


cccaaacgyc caaatccaga Ldgccccdcu ay uaaaacuu uugadtcuuciu ctciy uy i_ cu. td 


6600 


aaagaagaag ctgccaatag ^ggatgggccfc atgattgttc afcgafcgagca tggaggagtg 


6660 


acggcaggaa ccuucty Lgc tctgacaacc ccLatgcacc ciu-vj _._iy aadd ayauacn. i-*— v_ 


6720 


rr rrrra ■"■*.! a rioarrrtha rrn' -™»a a /-ra f- rfa t"r^ aafri t-rts» rra etCTe*c*zi{ictii fTi" 4"^H"i~<Tf , t*crj?i r* 
y L,yyjcx L.y 1— 1- du^dy y Ldyt — , uo.a.y ctuycii-^ etct L.yaLyo yyi-(,ciyyay u ^cuLyv-uya^ 


6780- 


attgagcagt atcagtttct 'ctacaaagtg atcctcagcc ttgtgagcac aaggcaggaa 


6840 


gagaatccat ccacctctct . ggacagtaat ggtgcagcafc tgcctgatgg aaatatagct - 


6900 


gagagcttag agtctttagrt.'ttaa. 


6924 



<210> 340 . . ' 

<211> .6809'. 

<212> ' DNA' .' . *'.-.. * " ■ . 

<213> .^tif iqial? , 's$<^ v.^' ] 

<22o> • ■■;{ *• P'\''\*'*** m y'A- ' • ' 

<223> A novels predicted *ai^ei*iiative spliced variant 

•' ; '..V '/•-' 

<400>- 340-; ; ;'... -V VfJi'"*":^ ' ' 

atgcgaatcc .t^akgc^tt' .cctcgcttgc attca'gctcc tctgtgtttg ccgcctggat 60 
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tgggctaatg gatactacag acaacagaga aaacjttgfctg aagagattgg ctggtcctat 120 

acaggagcac tgaatcaaaa aaatfcgggga. aagaaatatc caacatgtaa tagcccaaaa 180 

caatctccta tcaatattga- tgaagatctt acacaagtaa atgtgaatct taagaaactt 240 

aaatttcagg gttgggataa aacatcattg gaaaacacat tcattcataa cactgggaaa 300 

acagtggaaa ttaatctc?ac> taatgactac. cgtgtcagcg gaggagtttc agaaatggtg 360 

tttaaagcaa gcaagataac • ttttcactgg : ggaaaatgca atatgtcatc tgatggatca 420 
gagcatagtt tagaaggac'a ' aaaatttcca cttcjagafcgc aaatctactg ctttgatgcg 480 
gaccgatttt caagttttga '. ggaagcagtc aaaggaaaag ggaagttaag agctttatcc 540 
attttgttt.g aggfctggg?LC agaagaaaat ttggatttca aagcgattat tgatggagtc 600 
gaaagtgtta gtcgtttftgg gaapcaggct gctttagatc cattcatact gttgaacctt 660 
ctgccaaact. caactgacaa gtattacatt tacaatggct cattgacafcc tcctccctgc 720 
acagacacag 'ttgactggat • "tgtttttaaa gatacagtta gcatctctga aagccagttg 780 
gctgtttttt gtgaagittct . tacaa.tgcaa • caatctggtt atgtcatgct gatggactac 840 
ttacaaaaca afctt.tcgagaf .gcaacagCac* aagttctcta gacaggtgtt ttcctcatac 900 
actggaaagg aagagafctca tgaag'cagtt. tgtagttcag aaccagaaaa tgttcaggct 960 

gacccagaga atfcataccag . -pcttcttgtt acatgggaaa gacctcgagt cgfcttatgat 1020 

accatgattg agaagtttgc agttttgfcac cagcagttgg atggagagga ccaaaccaag 1080 

catgaatttt tgacagatgg ctatcaagac ttgggtgcta ttctcaataa tttgctaccc 1140 

aatatgagtt atgttcttca. gata&fcagcc atatgcacta atggcttata tggaaaatac 1200 

agcgaccaac tgattgtg^a;' catgcctact- gatiaatcctg aacttgatct tttccctgaa 12 60 

ttaattggaa cfegaagakati. . aatcaaggkcf gaggaagagg gaaaagacat tgaagaaggc 1320 

gctattgtga atcctggtag; agkckgtgct. acaasiccaaa tcaggaaaaa ggaaccccag- 1380 

atttc tacca caacacap ta • caa'tcgcata ' gggacgaaat acaatgaagc caagactaac 1.4 4 0 

cgatccccaa caagaggaag .tgaat'tctct' ggaaagggtg atgttcccaa tacatcttta 1500 

aattccactt.ccc'aac'qajgrt. cac^Waatta gccacagaaa aagatatttc cttgacttct 1560 

cagactgtga ctgaactgcc acctcacact .gtggaaggta cttcagcctc tttaaatgat 1620 

ggctctaaaa 'ctgttctta^r ; atctccaeat atgaacttgt cggggactgc agaatcctfca 1680 

aatacagttt cfcataae.aga ata't^aggag gagagtttat tgaccagttt caagcttgat 1740 

actggagqt'g aagattcttc a|(gctcca<gti cccgcaactt ctgctatccc attcatctct 1800 

gagaacatat cctfaaggcjta tatattttcc tccigaaaadc cagagacaat aacatatgat 1860 

gtccttatac.ca^atct^c;tegaaatgct .tccgaagatt caacttcatc aggttcagaa 1920 

gaatcactaa aggatccttc .tatggaggga aatgtgtggt . ttcc.tagctc . tacagacata 1980 

acagcacagc i ccgaitgttgg; atcaggc.aga gagagctttc tccagactaa ttacactgag 2040 

atacgtgttg atg^atctg^ ^a^caacb aagtccjtttt ctgcaggccc agtgatgtca 2100 

cagggtccct ca&taca^:tctg%a,aLa£g ccacattatt ctacctttgc ctacttccca 2160 

actgaggtaa cacctckt^c'ttbtacccca tcctccagac aacaggattt ggtctccacg 2220 

gtcaacgtgg totactcg'ea* gadaarcccia- ccggtiataca atggtgagac acctcttcaa 2280 

ccttcctaci/c^'g^ga^gt: ctttest£ta gtcacccctt tgttgcttga caatcagatc 2340 

ctcaacacta : .ccccfcgdt^c/ttcaa^^gl: gat.tcggcct tgcatgctac gcctgtattt 2400 
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cccagtgtcg atgtgtcatt tgaatccatc ctgtcttcct atgatggtgc acctttgctt 2460 

ccattttccfc ctgcttcctt, cagtagtgaa ttgtttcgcc atctgcatac agtttctcaa 2520 

atccttccac aagttacttc . agctaccgag agtgataagg tgcccttgca tgcttctcfcg 2S80 

ccagtggctg ggggtga'ttt gctattagag cccagccttg ctcagtattc tgatgtgctg 2640 

tccactactc atgctgcttc agagacgctg gaatttggta gtgaatctgg tgttctttat 2700 

aaaacgctta tgfctjttctica; agttgaacca cccagcagtg atgccatgat gcatgcacgt 2760 

tcttcagggc .ctgaaccttc ttafegcctptg 1 tctgataatg agggctccca acacatcttc 2820 

actgtttctt kcagttct:gc^ aatacctgtg catgattctg tgggtgtaac ttatcagggt 2880 

tccttattta gcggc.cctag. ccatatabca atacctaagt cttcgttaat aaccccaact 2940 

gcatcattac tgcagcctfeic tcatgccc.tc tctggtgatg gggaatggtc tggagcctct 3000 

tctgatagtg.aatttb'tttt accfcgacacfc; gatgggctga cagcccttaa catttcttca 3060 

cctgtttctg .fcagctgaatt taca£afc"aca acatctgtgt ttggtgatga taataaggcg 3120 

ctttctaaaa gtgaaataat . atatggaaa|r gagactgaac tgcaaattcc ttctttcaat 3180 

gagatggttt accctfcctga. aagcacagtc atgcccaaca tgtatgataa tgtaaataag 3240 

ttgaatgcgt ctttacaaga '! !aaccbctgtt tccatfctcta gcaccaaggg catgtttcca 3300 

gggtcccttg. ctcataccac cactaaggtfc tttgatcatg agattagtca agttccagaa 3360 

aataactttt cagttcaacc: tacadatact gtctctcaag catctggtga cacttcgctt 3420 

aaacctgtgc ttagtgcaaa - ctcagagcca gcatactctg accctgcttc tagtgaaatg 3480 

ttatctcctt caaatcagct . cttattttat gagacctcag cttcttttag tactgaagta 3540 

ttgctacaac cttcctlttca ggcfcfcctgat gttgacacct tgcttaaaac tgttcttcca 3600 

gctgfcgccca gtgatccaat,.- attggttgaa acccccaaag ttgataaaat tagttctaca 3660 

atgttgcatc t;cattgt^tc aaatftctgct tcaagtgaaa acatgctgca ctctacatct 3720 

gtaccagttt ttgitgtgtc gcctactfect- catatgcact ctgcttcact tcaaggtttg 3780 

accatttcct atgcaagfcga gaaatatgaa ccagttttgt taaaaagtga aagttcccac 3840 

caagtggtac c£tcttt££a. ^bagiiaat^afc gagttgttcc aaacggccaa tttggagatt 3900 

aaccaggccc atccccttaaa* aggiaaggcat:'' gtatttgcta cacctgtttt atcaattgat 3960 

gaaccattsia atac^ptaat- aaat'aagcfet :a£acattccg atgaaatttt aacctccacc 4020 

aaaagtt^tg.fetactggiaa. ggtatttgot ggtattccaa cagfctgcttc tgatacattt 4080 

gtatctactg 'atcattctgt tcctatagga aatgggcatg ttgccattac agctgtttct 4140 

ccccacagag ^b^tp^^^sis^Gtp^^.M^tgctst. ttccttctaa ggcaacttct 4200 

gage tgagtc atagtgccaa . ate tgatgee ggtttagtgg gtggtggtga agatggtgac 4260 

actgatgatg. atggtgatgavtgatgatgac agagatagtg atggcttatc cattcataag .4320 

tgtatgtcat- gctck.tccta .tagagaatca caggaaaagg taatgaatga ttcagacacc 4380 

cacgaaaaca .^cttatgrga:;tcagaat:aal:: ccaafcctcat actcactatc tgagaattct 4440 

gaagaagata- ata'gag^cac' aagtgtafccc tcagacagtc aaactggtat ggacagaagt 4500 

cctggtaaat cat^atfcagcfaaa^ tcccaaaagc acaatgatgg aaaagaggaa 4560 
aatgacattc'a^actg^^ ctgaatctaa agcatgggca 
. gttctgacaa. giigatgaaga; "aacftiggatcia' gggcaaggta- ect'eagatag ccttaatgag 



4620 
4680. 
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aatgagactt ccac*agattf .cag.ttttgca gacactaatg aaaaagatgc tgatgggatc 4740 

ctggcagcag gtgactcaga aataactcct ggattcccac agtccccaac atcatctgtt 4800 

actagcgaga actcagaagt gttccacgtt tcagaggcag aggccagtaa tagtagccat 4 860 

gagtctcgta ttggtctagc tgaggggttg gaatccgaga agaaggcagt tatacccctt 4920 

gtgatcgtgt cagccctgac ttfc;tatctgt ctagtggttc ttgtgggtat tctcatctac 4980 

tggaggaaat . g'cttccagac tgcacacttt- tacttagagg acagtacatc . ccctagagtt 5040 

atatccacac. ctccaacacc tatdfcttcca atttcagatg atgtcggagc aattccaata 5100 

aagcactttc caaagcat^rt tgcagattta cafcgcaagta gtgggtttac tgaagaattt 5160 

gagacacfcga aagagtttta ccaggaagtg cagagctgta ctgttgactt aggtattaca 522 0 

gcagacagct • ccaaccaccc " agacaacaag cacaagaatc gatacataaa tatcgttgcc 5280 

tatgatcata gcagggttaa- gctagcacag cttgctgaaa aggatggcaa actgactgat 5340 

tatatcaatg ccaafctafegt.; tgatggctac aacagaccaa aagcttatat tgctgcccaa 5400 

. ggcccactga. aatccacagc • tgaagatttc tggagaatga tatgggaaca taatgtggaa 5460 

gttattgtca. tgafcaacaaa.ee tcgtggag aaaggaagga gaaaatgtga tcagtactgg 5520 
cctgccgatg ggagfcgagga. gtaegggaac fcttctggtca* ctcagaagag tgtgcaagtg . 5580 

ettgectatt atactgtgag gaafctttact ctaagaaaca caaaaafcaaa aaagggctcc 5640 

.cagaaaggaa- .gacccacfrtgg. acgtgtg^tc acacag'tatc. actacacgca . gtggcctgac 5700 

atgggagtac cagagtkp'tc cctgccagtg. ctgaccfcttg tgagaaaggc agcctatgcc 5760 

aagcgccatg ca^ggggce fcgttgtcgtc cactgeagga gcaatatgfcc ttcattcatg 5820 

atacactggt tgaggccjafca cttagtaaag aaactgaggt gctggacagt catattcatg 5880 

cctatgttaa . tgcactcctc attccfcggac cagcaggcaa aacaaagcta gagaaacaat 5940 

tccagctcct gagecagtoa aatatacagc agagtgacta ttcfcgcagcc ctaaagcaat 6000 

gcaacaggga .aaagaafcega .acttcttcta tcatccctgt ggaaagatca agggttggca 6060 

tttcatccct gagtggagaa- ggcacagact acatcaatgc ctcctatatc atgggctatt 6120 

accagagcaa • tgaattcate, afctacccagc accctctcct tcataccatc aaggatttct 6180 

ggaggatgat atgggaccat;;. aatgcccaac i tggtggttat gattcctgat ggecaaaaca 6240 

tggcagaaga tgaattfcgfttvtactggccaa ataaagatga gectataaat tgtgagagct 6300 

ttaaggtcac tefctat^gefc gaagaacaca aatgfcetatc taatgaggaa aaacttataa 6360 

ttcaggactt' tatctta^a : gctacac.agg atgattatgt acttgaagtg aggcactttc 6420 
agtgtcctaa at^g'ccaaafc' ceagafcagee ccattagtaa aacttttgaa cttataagtg . 6480 

ttafcaaaaga agaXgctgcd' aatsigggatg ggCctatgat tgttcatgat gagcatggag 6540 

. gagtgaegge aggaac^fctc , fcgtgctc tga caacccttat-. gcaccaacta gaaaaagaaa 6600 

att ccgtgga igifctaccag ; ■ gtagqeaaga;- tgatcaatc t gatgaggeca ggagtct ttg 6660 

ctgacattga gcagtate'ag . tttctctafca aagtgatcct cagccttgtg agcacaaggc 6720. 

aggaagaga'a; t ccatcbabc tctfctggaca gtaafcggtgc' ageattgect gatggaaata 6780 

tagctgagag'Ctta^^bfc -ttagtttaa '' 6809 

<210> : 34%.-' : - ' \> v i-y. > v'.- t . .i*'": 

<2ii> 5917 v.;.v. * V- : ." : .\ 

- <212>. DNA . , ^iVv-V'^ " v '' : ' • 
<213> Artificial /sequence- «* 
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<220> .*.■*.-. 

<223> A novel predicted alternative spliced variant 
<400> 341 .. .. 

atgctgagcc atggag&cgg gttggccttg tggatcacac tgagcctgct gcagactgga 60 

qtggcggagc cagagagatgf . taa'cttcacc: ctggcggagt ccaaggcctc cagccattct 12 0 

gtgtctatcc agtggagaat tttg^gctca ccctgtaact ttagcctcat ctatagcagt 180 

gacaccctgg gggccgcgtt . gtgcdctacc tttcggatag acaacaccac atacggatgt 240 

aaccttcaag atttacaagc aggaaccafcc tataacttca agattatttc tctggatgaa 3 00 

gagagaactg 'tggtcttjgca^aacagatdct "ttacctcctg ctaggtttgg agtcagtaaa 360 

gagaagacga cttcaaccgg cttgcatgtt tggtggactc cttcttccgg aaaagtcacc 420 

tcatatgagg .tgcaattatt tgatgaaaa't aaccaaaaga tacagggggt tcaaattcaa 480 

gaaagtactt catggaatga\ atacactttt ttcaatctca ctgctggtag taaatacaat 540 

attgccatca cagctgtttc. tggaggaaaa. cgttcttttt cagtttatac caatggatca 600 

acagtgccat ctccagtgaa agatattggt atttccacaa aagccaattc tctcctgatt 660 

tcctggtccc atggtt'ctgg gaatgtggaa cgataccggc tgatgctaat ggataaaggg 720 

atcctagttc atggcggtgt .tgtggacaaa catgctactt cctatgcttt tcacgggctg 780 

tcccctggct acctctacaa' cctc'actgtt atgactgagg ctgcagggct gcaaaactac 840 

. aggtggaaac tagtcaggac.. agcccccatg gaagtctcaa atctgaaggt gacaaatgat 900 

ggcagtttga cctctct'aaa :■ agtcaaatgg caaagacctc ctggaaatgt " ggattcttac 960 

aat'atcaccc tgtctcacaa/.agggaccatc aaggaatcca gagtattagc accttggatt 1020 

actgaaactc acttbaaaga. gttagtcc'cc ggtcgacttt atcaagttac tgtcagctgt 1080 

gtctctggtg aactgtctgc ■ tcagaagatg . gcagtgggca gaacatttcc agacaaagtt 1140 

gcaaacctgg aggcaa'acaa* ,-taa'tggcagg. atgaggtctc ttgtagtgag ctggtcgccc 1200 

cctgctggag- actgggagca" gtatcggat'c ctactcttca atgattctgt ggtgctgct'c 1260 

aacatcactg tgggaaagga agaaacacag tatgtcatgg atgacacggg gctcgtaccg 1320 

ggaagacagt etgaggtgga. agtpat^gtt' .gagagrtggaa atttgaagaa- ttctgagcgt 1380 

tgccaaggca ggacagtccc cctggctjgtc. ctccagcttc gtgtcaaaca tgccaatgaa 1440 

. acctcactga .gtatcatgtg^gcagacccct- gta'gcagaat .gggagaaata catcatttcc IS 00 

ctagctgaca 'fcfagaqct'ctt' actgaitccac aagtcactct ccaaagatgc caaagaattc 1560 

acttttactg acctggt^cc tggacgaaaa tacatggcta cagtcaccag tattagtgga 1620 

gacttaaaaa attc'ctctt'c -agtaaaagga. agaaqagtgc ctgcccaagrt gactgacttg 1680 
catgtggcca -accaaggaat' gaccagtagt ctgtttacta actggaccca ggcacaagga ' 1740 

gacgtagaat tttaccaagt .cttactgatp catgaaaatg tggtcattaa aaatgaaagc 1800 
atctccagtg "agaccagpag; /atacagcttc cactctc tea - agtccggcag cctgtactcc • . 18 60 

gtggtggtaa .caaca^gag .tgga^ggatc tcttcccgac aagtggttgt ggagggaaga 1920 

acagtccct't- cca^^'^a^/ tgg^gtaacg gtgaacaatt ccggtcgtaa tgactacctc 1980 

agegtttect : 5gct'gctggc': geceggagat gtggataact atgaggtaac attgtctcat 2040 

gaeggcaagr^g tg£t£ cagtc. /cc tt^tcatpt- gecaagtc tg tcagagaatg tt cc t tcagc 2100 

■tccctcaccc' caggcc^cct. ctacaccgtg accataacta caaggagtgg caagtatgaa 2160 



WO 2005/071059 


PCT/1L2005/000107 


•aatcactcct tcagccaaga gcggacagtg cctgacaaag tccagggagt cagtgttagc 


2220 


aactcagcca ggacptgacta tttaagggta- tcctgggtgc atgccactgg agactttgat 


2280 


cactatgaag tcaccattaa aaacaaaaac aapttcattc aaactaaaag cattcccaag • 


2340 


tcagaaaacg aatgtgtafct tgttcagcta gtccptggac ggttgtacag tgtcactgtt 


2400 


actacaaaaa gtggacaata tgaagccaat- gaaqaaggga atgggagaac aattccagag 


2460 


cctgttaagg "atctaacatt gcgcaacagg agcactgagg acttgcatgt gacttggtca 


2520 


ggagctaatg gggatgtcga ccaatatgag atccagctgc tcttcaatga catgaaagta 


2580 


tttcctccfct ttcaccttgt: aaataccg'ca acc^ragtatc gatttacttc cctaacacca 


2640 


.ggccgccaat acaaaatttct \tgfccfcfcgaqg atfcagegggg atgtacagca gtcagccttc 


2700 


attgagggct teaqagt'tqq tagtgctgtc aaaaatattc acatttctcc caatggagca 


2760 


acagatagcc tgacggtgraa ctggactc.ct ggtgggggag acgttgattc ctacacggtg 


2820 


tcggcattca ggcacagtca aaaggttgac tctcagacta t.tcccaagca cgtctttgag 


2880 


cacacgttcc. acagactgga ggccggggag * cagtaccaga tcatgattgc ctcagtcagc 


2940 


gggtccctga agaatcagat aaat^tggtt gggcggacag ttccagcatc tgtccaagga 


3000 


gtaattgcag acaatgcata cagcagttat tccttaatag taagttggca aaaagctgct 


3060 


ggtgtggcag. aaagatatga tatccfcgctt ctaactgaaa atggaatcct tctgcgcaac 


3120 


acatcagagc cagccaccac taagcaacac' aaabttgaag atcfcaacacc aggcaagaaa 


3180 


tacaagatac agatcctaac tgtcagtgga ggcctcttta gcaaggaagc ccagactgaa 


3240 


ggccgaacag tccdacfcagc. tgtcaccga'c. ctgaggatca cagagaactc caccaggcac 


3300 


ctgtccttcc gctggaccgc . ctcagagggg gagctcagct ggtacaacat • ctttttgtac 


3360 


aacccagatg ggaatctcca : ggagagagct caagttgacc cactagtcca gagcttctct 


3420 


ttccagaact tgctacaagg cagaatgtac aaga.tggtga ttgtaactca cagtggggag 


3480 


ctgtctaatg.^gtctttcat atttggtaga acagtbccag cctctgtgag tcatctcagg 


3540 


gggtccaafcc ggaaeaccjac .agacagcctt tggt.tcaact ggagtccagc ctctggggac 


3600 


tttgactttt. atgagctgat. tctctataat cccaatggca caaagaagga aaactggaaa 


3660 


gacaaggacc .tgacggagtg. gcggtttcaa -ggccttgttc ctggaaggaa gtacgtgctg 


• 3720 


tgggtggtaa ctcacagt;gg; agate tcagc "aataaagfcca cageggagag cagaacagct 


3780 


.ccaagtcctc ccagtcttat gfcqatttgqt" gaefattgeaa acacatcctt ggccatcacg 


3840 


tggaaagggc - ecceagabtg gacagactaq aacgactttg agptg;qagtg gttgeccaga 


3900 


gatgeactta. ctcftttttc'aa cccctacaac aacagaaaat cagaaggacg cattgtgtat 


3 960 


ggtcttcgtc ; cagggagabc; ctatcaajttc .aacgtcaaga ctgtcagtgg tgattcctgg 


4020 


aaaacttaca. gcaaaccaat ■ ttttggatct gtgaggacaa. agectgacaa gatacaaaac 


4080 


ctgcattgcc ggectcagaa. ctccacggcc; attgcctgtt cttggatccc tcctgattct 


4140 


gactttgatg gtt;atagtat ; tgaatgeegg aaaa.tggaca cccaagaagt tgagttttcc 


4200 


agaaagctgg agaaagaaaa- atc.tqtgctc aacatcatga tgctagtgcc ' ccataagagg 


4260 


tacctggtgt ccajtcaaagt gcagtcggcc ggcatgacca gcgaggtggt tgaagacagc 


4320 


actatcacaa tga^agacpg. cccccctcqt qqaqeeeeaq. aeattegtgt gaatgaaaag 


4380 


gatgtgetaa -^tagqaagtiq ttqpatqaae tttactgtqa aetgqagetg gtteagqgae. 


4440 


accaatggag : qtgtcfaaafca 'qttqapagtg gtggtgagag aggfqtgatgg eagtgatgag 


4500 
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ctgaagccag aacagcagca ccctctccct tcctacctgg agtacaggca caatgcctcc 4560 

attcgggtgt atcagactaa ttattttgcc agcaaatgtg ccgaaaatcc taacagcaac 4620 

tccaagagtt ttaacattaa . gcttggagca gagatggaga gcttaggtgg aaaacgcgat 4680 

cccactcagc aaaaattctg tgatggacca ctgaagccac acactgccta cagaatcagc 4740 

attcgagctt ttacacagct ctttgatgag gacctgaagg aattcacaaa gccactctat 4800 

tcagacacat tttt;ttcttt;. acccatcact actgaatcag agcccttgtt • tggagctatt 4860 

gaaggtgtga gtgctggtct. gttfcttaatt ggcatgctag tggctgttgt tgccttattg 4920 

atctgcagac agaaagtgdg ccatggtcga. gaaagaccct cfcgcccgtct gagcattcgt- 4980 

agggatcgac.cattatctgt ccacttaaac ctgggccaga aaggtaaccg gaaaacttct 5040 

tgtccaataa aaataaatca ^tjbgraaggg catttcatga agctacaggc tgactccaac 5100 

taccttctat . ccaaggaata cgaggagtta aaagacgtgg gccgaaacca gtcatgtgac 5160 
attgcactct- tgceggagaa tagagggaaa aatcgataca acaatatatt gccctggcaa • 5220 

caacttcaga agagaataca; ttgtcactca gggaccgctt cctggcacca aggatgactt 5280 

ctggaaaatg gtgtgggaac • aaaacgt'tca " caacatcgtc atggtgaccc agtgtgttga 5340 

gaagggccga ^aaagtgtg accalbtacfcg gcaagcggac caggattccc tctactatgg 5400 

ggacctcatc ctgcagatgc tctcagagtc cgtcctgcct gagtggacca tccgggagtt 5460 

taagatatgc. ggtgaggaac' agcttgatgc acacagactc atccgccact ttcactatac 5520 

ggtgtggcca. gaccatggag tcccagaaac cacccagtct . ctgatccagt ttgtgagaac 5580 

tgtcagggac tacatcaaca. gaagcccggg tgctgggccc actgtggtgc actgcagtgc 5640 

tggtgtgggt aggac£cfgaa cctttattgc attggaccga atcctccagc agttagactc 5700 

caaagactct gtggacattt atggagcagt gcacgaccta agacttcaca gggttcacat 5760 

ggtccagact gagfcgtca£t- atgtctacct acatcagtgt gtaagagatg tcctcagagc 5820 

aagaaagcta cggagt^a'ac' aagakaaccc ctjfcgtttcca atctatgaaa atgtgaatcc 5880 

agagtatcac/agagatccag. tctattca^ag gcattga 5917 

<210> 342 ■ "V-V- " ■ 'i -*? ' 

<211> "74V- ; y* ••■ 

<212> DNA' . ' // ' : . 

<213> Arti£icdte£ v a^^^ 

<22o> v. /' v.- '•.-"V'w-.'" " ; ' ' 

<223> A novel .predicted alternative/ spliced variant 
<400> .342 j ; ';' •'■ - •'./•.' ' .. 

atgaagaaga caca^actt^ Wttctcact. tgcatttatc ttcagctgct cctatttaat 60 

cctctcgtca- aaactgaagg. gatctgcagg aatcgtgtga ctaataatgt aaaagacgtc. 120 

actaaattgcj ■ tggcaaatct . tccaaaagac tacatgataa ccctcaaata tgtccccggg 180 

atggatgttt tgacaagtca. ttgttggata agcgagatgg tagtacaatt gtcagacagc 240 

ttgactgatc ttctggacaa ogttttcaaat. atttctgaag gcttgagtaa ttattccatc 3 00 

atagacaaac. ttg£ga$tat ; agtcgatgac ctt'gtggagt gcgtcaaaga aaactcatct 3 60 

aaggatctaa aa^a'a^c^tt;/ca.a^gccca" gaacc'caggc tctt.tactcc ' tgaagaattc 420 

. tttagaattt .ttaatag^tc' cat€^atgcc ttcaaggact ttgtagtggc atctgaaact 480 

agtgattgtg tg^ttcttc aac^tEaagt" cctga'gaaag. attccagagt cagtgtcaca' 540 
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aaaccattta tgttaccccc tgttgcagcc agctccctta ggaatgacag cagtagcagt 600 

aataggaagg ccaaaa'afccc ccctggagac. tccagcctac actgggcagc catggcattg 660 

ccagcattgt tttctcttat aattggcttt .gcttttggag ccttatactg gaagtatgtt. 720 

gcaagagaaa gagagagagt ttcaagaag 749 

<21Q> 343 . 
<211> 2816 . 
<212> DNA" 

<213> Artificial .-sequence; 
<220> *.. - v 

<223> A novel predicted alternative -spliced variant 
<400> 343 • ."■ / : !»"- .;-r- 

atgagaggcg ctcgcggcgc ctgggattt't ctctgcgttc tgcfccctact gcttcgcgtc 60 

cagacaggct cttctcaacc atctgtgagt ccaggggaac cgtctccacc atccatccat. 120 

ccaggaaaat ■ cagacttaat agtccgcgtg ggcgacgaga ttaggctgtt atgcactgat 180 

ccgggctttg tcaaatggac ttttgagatc ctggatgaaa cgaatgagaa taagcagaat 240 

gaatggatca* cggaaaaggc. agaagccclcc aacaccggca aatacacgtg caccaacaaa 300 

cacggcttaa gcaattccat ttatgtigttt gttagagatc ctgccaagct tttccttgtt 360 

gaccgctcct tgfcatgggaa agaagacaa;c .gacacgctgg tccgctgtcc tctcacagac 420 

ccagaagtga ccaa'ttat'tc.ccteaagggg tgccagggga agcctcttcc caaggacttg 480 

aggtttattc ctgaccccaa . ggcgggcatc atgatcaaaa gtgtgaaacg cgcctaccat- 540 
cggctctgtc tgcattgtt:c_tgtggaccag gagggcaagt cagtgctgtc ggaaaaattc . 600 

atcctgaaag tgaggccagc cttcaaagct gtgcctgttg tgtctgtgtc caaagcaagc 660 

tatcttctta gggaagggga- agaattcaca gtgacgtgca caataaaaga tgtgtctagt 720 

tctgtgtact caacgtggaa aagagaaaac agtcagacta aactacagga gaaatataat 780 

agc.tggcatc acggtgactt '■: caattatgaa cgtcaggcaa cgttgactat cagttcagcg 840 

agagttaatg attctggagt gttcatgtgt tatgccaata atacttttgg atcagcaaat . 900 

gtcacaacaa. cct£g^aigt agtagat?iaa ggattcatta atatcttccc catgataaac 960 

ac tacagtat .. ttgtaaac^a. tpgg^gaaasit gtagatttga ttgttgaata tgaagcat tc • 1 02 0 

cccaaacctg aacaboagca; .^ggat'ct^t atgaacagaa ccttcactga taaatgggaa 1080 

gattatccca agtctgagaa tgaaagttaat " atcagatacg taagtgaact tcatctaacg 1140 

agattaaaag gcaccgaagg,.aggcactj:ac acattcctag tgtccaattc tgacgtcaat 1200 

gctgccatag catt.taatgt " ttatgtgaat aatgctctgc ttctgtactg ccagtggatg 1260 

tgcagacact aa.actcatctf gggccaccgt ttggaaagct agtggttcag agttctatag 1320 

attctagtgc"atit;cWgiacVaa ggcttacaac gatgtgggca 1380 

agacttctgc '. ctattttaac tttgcattta aaggtaacaa caaagagcaa atccatcccc 1440 

acaccctgtt cac^cctttg^ .ctgat.tggtt tcgtaatcgt agctggcatg atgtgcatta 1500 

ttgtgatgat tctgacctac'aaatatttac agaasicccat gtatgaagta cagtggaagg 1560 

ttgttgagga gataaatgga aacaattatg tttacataga cccaacacaa cttccttatg 1620 

atcaqaaatg ^agjttccq." agaaacaggc tgagttttgg- gaaaaccctg . ggtgctggag . 1680 

ctttcgggaa -|r^t^t^gl :, ^a^ctgctt • at^cttaat; taagtcagat gcggccatga 1740 

ctgtcgctgt ^aag^fc^at.b i ..aagccga«jtg cccatttgac. agaacgggaa gccctcatgt 1800 
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ctgaactcaa ;.agtcctgagt, taccttggta. 


atcacatgaa 


tattgtgaat 


ctacttggag 


1860 


cctgcaccat tggagggccc . accctggtca 


ttacagaata 


ttgttgctat 


ggtgatcttt 


1920 


tgaatttttt gagaagaaaa cgtgattcat 


ttatttgttc 


aaagcaggaa 


gatcatgcag 


1980 


aagctgcact ttataagaat cttctgcatt. 


caaaggagtc 


ttcctgcagc 


gatagtacta 


2040 


atgagtacat ggacatgaaa cctggagttt 


cttatgttgt 


cccaaccaag 


gccgacaaaa 


2100 


ggagatctgt gagaataggc tcatacatag 


aaagagatgt 


gactcccgcc 


atcatggagg 


2160 


atgacgagtt ggccctagac ttagaagact 


tgctgagctt 


ttcttaccag 


gtggcaaagg 


2220 


gcatggcttt cctcgcctcc aagaattgta 


ttcacagaga 


cttggcagcc 


agaaatatcc 


2280 


tccttactca* -tggfecggatc acaaagattt 


gtgattttgg 


tctagccaga 


gacatcaaga 


2340 


atgattctaa ttatgtg^tt aaaggaaacg 


ctcgactacc 


tgtgaagtgg 


atggcacctg 


2400 


aaagcatttt caactgtgta , tacacgtttg 


aaagtgacgt 


ctggtcctat 


gggatttttc 


2460 


tttgggagct ^tctctfcta ggaagcagcc 


cctatcctgg 


aatgccggtc 


gafctctaagt 


2520 


tctacaagat • gatQaag^aa* ggctticcgcja 


tgctcagccc 


tgaacacgca 


cctgctgaaa 


2580 


tgtatgacat aa£gaagacfc tgctgggatg 


cagatccact 


aaaaagacca 


acattcaagc 


2640 


aaattgttca gctaattcfag aagcagattt 


cagagagcac 


caatcatatt 


tactccaact 


2700 


tagcaaact'g cagccccaac. cgacagaagc 


ccgtggtaga 


ccattctgtg 


cggatcaatt 


2760 


ctgtcggcag caccgcttcc .tcctcccagc. 


ctctgcttgt 


gcacgacgat 


gtctga 


2816 



<210> 344. .."*■ . 

<211> 2780 

<2X2> DNA ' .* • 

<213> Artificial sequence, 

<220> . ' / 

<223> A novel .predicted alternative spliced- variant 
<400> .344 V. :..' .. 

atgagaggcg ctcgcggcgc ctgggatttt ctqtgcgttc'. tgctcctact gcttcgcgtc 60 

cagacaggct .;cttctcaacq ,atctgtgagt ccaggggaac cgtctccacc atccatccat 120 

ccaggaaaat cagacttaat -agtccgc^tg ggcgacgaga ttaggctgtt atgcactgat 180 

ccgggctttg.'r.tca^atggac . ttttgagatc . ctggatgaaa cgaatgagaa taagcagaat 240 

. gaatggatca " cggaaa'^ aatacacgtg caccaacaaa 300 

. cacggcttaa' gcaktypcVt ttatgtgfcfct gttagagatc ctgccaagct tttccttgtt 360 

gaccgctcct tgtatgggaa agaagacaac gacacgctgg tccgctgtcc tctcacagac 420 

ccagaagtga 'ccaajttattci cctcaagggg tgqca'gggga agcctcttcc caaggacttg 480 

aggtttattc ;ptgaccgcaa ggcgggcatc . atgatcaaaa gtgtgaaacg cgcctaccat 540 

cggctctgtc Jigcattgttc tgtggaccag- gagjggcaagt cagtgctgtc ggaaaaattc 600 

atcctgaaag tga^gccagc cttcaaagct* gtgcctgttg tgtctgtgtc caaagcaagc 660 

tatcttctta gggaagggga agaattcaca gtgacgtgca caataaaaga tgtgtctagt 720 

. tctgtgtact caac'gtggaa' " aagagaaaac. agtcagacta aactacagga gaaatataat 780 

agctggcatc .acggtgactt . caattatgaa cgtca'ggcaa cgttgactat cagttcagcg 840 

agagttaatg att.Qigrga'gt;:^tcatgtgt tatgccaata atacttttgg atcagcaaat 900 

' gtcacaacaa cc%gga^0;:;agf^^t : aaa ggattcatta '■ atatcttccc ' catgataaac • 960 
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actacagtat ttgtaaapga tggagaaaat gtagatttga ttgttgaata tgaagcattc 1020 

cccaaacc'tg aacaccagc'a/ gtggatctat atgaacagaa ccttcactga taaatgggaa 1080 

gattatccca agtctgagaa tgaaagtaat , atcagatacg taagtgaact tcatctaacg 1140 

agattaaaag gcaccgaagg aggcacttac acattcctag tgtccaattc tgacgtcaat 1200 

gctgccatag catttaatgt : ttatgtgaat acaaaaccag aaatcctgac ttacgacagg 1260 

ctcgtgaatg ' gcatgc'tcca at0tgtggca gcaggattcc cagagcccac aatagattgg 1320 

tattttt'gtc caggaactga :gcagagatgc tctgcttctg tactgccagt ggatgtgcag 1380 

acactaaact .catptg^ggcc accgtttgga aagctagtgg ttcagagttc tatagattct 1440 

agtgcattca agcacaatgg-. cacggttgaa tgtaaggctt acaacgatgt gggcaagact 1500 

tctgcctatt ttaactttgc . atttaaaggt aacaacaaag agcaaatcca tccccacacc- 1560 

ctgttcactc . ctttgctcfat , tggtttcgta atcgtagctg gcatgatgtg cattattgtg 1620 

atgattictga • ccta.c^aata- tttacagaka cccatgtatg aagtacagtg gaaggttgtt 1680 

gaggagataa atggaaadaa • ttatgtttac atagacccaa cacaacttcc ttatgatcac 1.740 

aaatgggagt ttcccag^aa^ caggctgagt tttgggaaaa ccctgggtgc tggagctttc 1800 

•gggaaggttg' ttgaggcaac* tgctfc'atggc ttaattaagt cagatgcggc catgactgtc 1860 

gctgtaaaga tgctcaagcc gagtgcccafe ttgacagaac gggaagccct catgtctgaa 1920 

ctcaaagtcc tgagttacct : tggtaatcac .atgaatattg tgaatctact tggagcctgc 1980 

accattggag .cagGgatagfc" actaatgagt . acatggacat gaaacctgga gtttcttatg 2040 

ttgtcccaac caaggccgac aaaagga'gat ctgtgagaat aggctcatac atagaaagag 2100 

atgtgactcc cgccatcatg gaggatgacg agttggccct agacttagaa gacttgctga 2160 

gcttttctta ccaggtggca aagggcafegg ctttcctcgc ctccaagaat tgtattcaca 2220 

gagacttggc agccagaaat ' atcctcctta ctcatggtcg gatcacaaag atttgtgatt 2280 

ttggtctagc cagagacatc - aagaatgatt ctaattatgt ggttaaagga aacgctcgac 2340 

tacctgtgaa gtggratggca;.cctgaaagca ttttcaactg tgtatacacg tttgaaagtg 2400 

' acgtctggtc qtatgggeLtt^ tttcfcttggg. agctgttctc tttaggaagc ' agcccctatc 2460 

Ctggaatgcc ggtogatt.cti -aagttctaca: agatgatcaa ggaaggcttc cggatgctca .2520 

gccctgaaca • Ggc^cdt-gc't- gaaatgtWtg acataatgaa gacttgctgg gatgcagatc 2580 

ccctaaaaag acq'aacafctG : aagbaaattg; ■ ttcagctaat tgagaagcag at ttcagaga 2 64 0 

gcaccaatca' tatttactpc-aacttagcaa' actgcagccc caaccgacag aagcccgtgg 2700 

tagaccattc .tgtgcggatd aattctgrtcg gcagcaccgc ttcctcctcc cagcctctgc 2760 

ttgtgcacga cgatgtctga • ;/ T. 2780 



<210> '345 V-v* ■ V" '" 

<211> 3652 ': - v 

'<212> DNA. .'V. : .. " :> 1 . ' 

<213> Jtti*ic4ai^j^deiice: 

<22o> ' . " ■ yy •'- ■ 

<223> A novel- predicted alternative spliced variant 
<400> 345 ; , : -'-\\ \ 

atggagctgg cggpqttgtg''.ccgctgg : ggg ctcctcctcg ccctcttgcc ccccggagcc 
gcgagcaccc *aagtgtgcac-- cggcacagac atgaagctgc ggctccctgc cagtcccgag 
acccacctgg aca : tgctccg. ccacctctac cagggctgcc aggtggtgca gggaaacctg 



60 
120 
180 
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. gaactcacct acctgcccac 
cagggctacg tgctcatcgc 
attgtgcgag gcacccagct 
gacccgctga acaataccac 
cagcttcgaa gcctcacaga 
ctctgctaqc aggacacgat 
ctcacactga tagacaccaa 
ggctcccgct gctggggaga 
ccacagtggc atctgtgagc 
tgagtccatg cccaatcccg 
tccctacaac tacctttcta 
ccaagaggtg acagcagkgg 
ccgagtgtgc tatggtctgg. 
caatatccag gagtttgqtg 
gagctttgat ggggacccag 

• gtttgagact ctggaagaga 
gcctgacctc agcgtcttcc 
cgcctactcg ctgaccctgc 
ggaactgggc agtgga'ctgg 
ggptgccctgg gacqagctct 
gccagaggac gagtgtgtgg 
ctgcfcggggt ccagggpcca 
gtgcgtggag gaatgccgag 
ctgtttgccg tgccaccctg 
ggaggctgac cag^gtgtgg: 
ctgccccagc ggtgt'gaaac 
ggagggcgca ■ tgccagcctt 
caagggctgc- cccgccgagd- 
tggqattGtg ctggtcgtgg 
.gcagaagatc cggaagtaca- 
gctgacacct .agcggagcga 
gctgaggaag. gtgaiaggtgc. 
gatccctgat ggggagaatg 
atcccccaaa gfccaacaaag 
cccatatgtc .tcccg.ccttc 
gcttatgccc 'tatggctgcc 
ccaggacctg ctgaactggb 

. gcggctcgta "cacagggact 



caatgccagc 
tcacaaccaa 
ctttcfaggac 
ccctgtcaca.. 
gatctfcgaaa 
tttgtggaag 
ccgctctcgg 
. gagttctgag. 
fcgcac.tgccc 
agggccggta 
- tggacgtggg 
-atggaacaca 
gcatggagca 
; gctgcaagaa 
cctbcaacac- 
tcacaggtt'a 
agaacctgca 
aagggctggg 
ccctcatcca 
•fctcggaaccc 
gcgagggcct 
cccagtgtgt 
tactgcaggg- 
agtgtcagcc 

cctgtgccca 

* -' ■ * .* ■ 
ctgacctctc. 

'gccpcatcaa.' 

ag^a'gGcag 

tcttgggggt 

cgatgcggag 

tgcccaacca 

ttggatctgg 

tgaaaattcc 

.'aaatcttaga-- 

' tggg'catctg 

tcttagacca 

. gtatgcagat 

"tggccgctcg 



ctgtccttcc 
gtgaggcagg 
aactatgccc 
ggggcctccc 

ggaggggtct 
gac.atcttcc 
gcct^ccacc 
gattgtcaga 
agccctggtc 
tacattcggc 
atcctgcacc 
gcggtgtgag 
cttgcgagag 
gatctttggg 
tgccccgctc 
cctatacatc 
agtaatccgg 
catcagctgg 
ccataacacc 
gcaccaagct 
ggcctgccac 
caactgcagc 
gcfcgcecagg 
ccagaafcggc 
ctataaggac 
ctacatgccc 
ctggacccac 
ccctctgacg 
ggtctttggg 
actgctgcag 
ggcgcagatg 
cgcttttggc 
agtggccatc 
cgaagcatac 
cctgacatcc 
tgtfccgggaa 
tgccaagggg 
gaacgtgctg 



tgcaggatafc 


ccaggaggtg 


240 


tcccactgca 


gaggctgcgg 


300 


tggccgtgct 


agacaatgga 


360 


caggaggcct 


gcgggagctg 


420 


tgatccagcg 


gaacccccag 


480 


acaagaacaa 


ccagctggct 


540 


cctgttctcc 


gatgtgtaag 


600 


gccgcctgcc 


tccacttcaa 


660 


acctacaaca 


cagacacgtt . 


720 


gccagctgtg 


tgactgcctg 


780 


ctcgtctgcc 


ccctgcacaa : 


840 


aagtgcagca 


agccctgtgc 


900 


gtgagggcag 


ttaccagtgc 


960 


agcctggcat 


ttctgccgga 


0.020 


cagccagagc 


agctccaagt 


1080 


tcagcatggc 


cggacagcct 


1140 


ggacgaattc 


tgcacaatgg 


1200 


ctggggctgc 


gctcactgag 


1260 


cacctctgct 


tcgtgcacac 


1320 


ctgctccaca 


ctgccaaccg 


1380 


cagctgtgcg 


cccgagggca 


1440 


cagttccttc 


ggggccagga 


1500 


gagtatgtga 


atgccaggca 


1560 


tcagtgacct 


gttttggacc 


1620 


cctcccttct 


gcgtggcccg 


1630 


atctggaagt 


. ttccagatga 


1740 


ccctgcgcgg 


acctggatga 


- 1800 


tccatcgtct 


ctgcggtggt 


1860 


atcctcatca 


agcgacggca 


1920 


gaaacggagc 


tggtggagcc 


1980 


cggatcctga 


aagagacgga 


2040 


acagtctaca 


agggca t c tg 


2100 


aaagtgttga 


gggaaaacac 


2160 


gtgatggctg 


gtgtgggctc 


2220 


acggtgcagc 


tggtgacaca 


2280 


aaccgcggac 


gcctgggctc 


2340 


atgagctacc 


tggaggatgt 


2400 


gtcaagagtc 


ccaaccatgt 


2460 
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caaaattaca • 

agatgggggc 

cacccaccag 

ggccaaacct' 

gcggctgccc 

gatgattgac 

ggccagggac 

cttggacagc 

tgctgaggag 

tgggggcatg 

gacactaggg 

aggggctggc 

aagcctcccc 

cctgccctct 

tgtgaaccag 

tgcccgacct. 

ggtcgtcaaa 

ccagggagga " 

cctctattac 

gacacctacg - 



gacttcgggc tggctcggct 
aaggrtgccca, tcaagtggat 
agt^ratgtgt ggagttatgg 
•tacgatggga tcccagcccg 
cagcccccca. - tctgcaccat 
tctgaatgtc ggccaagatt 
ccccagcgcfc ttgtggtcat 
accttctacc. gctcactgct 
tatctggta.c cccagcaggg 
gtccaccaca ggcaccgcag 
ctggagccct ctg.aagagga 
tccgatsftat ttgatggtga 
acaclatgacc • ccagccctct 
gagactgatg gctacgttgc 
ccagatgttc. .ggc'cccagcc 
gqtggtgcca ctqtggaaag. 
gadgtt£ttg.. ccttt^gggg 
gctgcccdtc* agc'c.ccaccc " 
t'gggaccagg. acccaccaga 
gcagagaacc cagagtacct 



gctggacatt gacgagacag agtaccatgc 2520 

ggcgctggag tccattctcc gccggcggtt 2580 

tgtgactgtg tgggagctga tgacttttgg 2640 

ggagatccct gacctgctgg aaaaggggga 2700 

tgatgtctac atgatcatgg tcaaatgttg 2760 

ccgggagttg gtgtctgaat tctcccgcat 2820 

ccagaatgag gacttgggcc cagccagtcc 2880 

ggaggacgat gacatggggg acctggtgga 2940 

cttcttctgt ccagaccctg ccccgggcgc 3000 

ctcatctacc aggagtggcg gtggggacct 3 060 

ggcccccagg tctccactgg caccctccga 3120 

cctgggaatg ggggcagcca aggggctgca 3180 

acagcggtac agtgaggacc ccacagtacc 3240 

ccccctgacc tgcagccccc agcctgaata 3300 

cccttcgccc cgagagggcc ctctgcctgc 3360 

ggccaagact ctctccccag . ggaagaatgg 3420 

tgccgtggag aaccccgagt acttgacacc 3480 

tcctcctgcc ttcagcccag ccttcgacaa 3540 

gcggggggct ccacccagca ccttcaaagg 3600 • 

gggtctggac gtgccagtgt ga 3652 



<210> 346 

<211> 39D3 ..... 
<212> DNA ' 

<213> Artificial- sequence 
<220> 

<223> A novel predicted alternative spliced variant 
<400> 346 

atgagggcga acgacgctct . gcaggtgctg ggcttgcttt tcagcctggc ccggggctcc 
. .gaggtgggca actctcaggc. agtgt^gt.cct' gggactctga atggcctgag tgtgaccggc 
gatgctgaga, . acc^'atacca- gacactgtac.. aagctctacg agaggtgtga ggtggtgatg 
gggaaccttg agat.tgtgdt ,cacgggadac aatgccgacc tctccttcct gcagtggatt 
cgagaagtga cacfgcta^gt cctcgtggibc atgaatgaat t etc tact ct accattgcicc 
aacctccgcg . tggtgcgagg gacccaggtc tacgatggga agtttgccat ettegtcatg 
ttgaactata acaccaactP. cagbcjacgcit ctgcgccagc tccgcttgac tcagctcacc 
ggtcccccct ' g^catgaggt ttgcaagggg cgatgctggg gtcctggatc agaagactgc 
cagacattga ccaagaccat- .ctgtgctcct cagtgtaatg gtcactgett tgggcccaac 
cccaaccagt .getgecatga ' tgagtgtgcc gggggctget caggccctca ggacacagac 
tgetttgect gccggcadtt;.,caatgacagt ggaggctgtg tacctcgctg tccacagcct 
. cttgtctaca ac^agqjtaacb ttt'ccagdtg gaacccaatc cccacaccaa gtatcagtat 
ggaggagttt gtgtagccag • ctgtccccat. aactt.tgtgg tggatcaaac atcctgtgtc' 
agggcctgtc ctcctgacaa,-gatggaagta gataaaaatg ggctcaagat gtgtgagcct 



60 
12 0 
180 
240 
300- 
360 
420 
480 
540 
600 
660 
. 720 
780 
840 
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tgtgggggac tatgtcccaa.-. agcctgtgag . 

. gtggactcga gca'acattga .tggatttgtg 
tttctgatca ccggcctcaa fcggagacccc 
aagctcaatg tcttccggac agtacgggag 
ccgccccaca .tgcacaaett cagtgttt.tt 
ctctacaacc ggggcttctc attgttgatc 
ttccgatccc tigaaggaaat .fcagtgctggg 
tgctaccacc -actctttgaa" ctggaccaag 
gacatcaagc ataatcggqc gcgcagagac 
ctgtgctcct ctgggggatg ctggggcccei; 
tatagccgag gaggfcgtctg tgtgacccac 
tttgcccatg aggccgaatg cttct'cctgc 
gccacatgca atggptcggg-. ctctgatacfc 
ccc'cactgtg .i:gagcagctg -ccpccatgga 
tacccagatg ttca;gaatcja atgicggcpc 
ggaccagagc ttcaagae.tg fcfctaggacaa 
acaatgggtfc tgacagtgat agcaggattg 
tttctctact ggcgtof^gcg ccgga'ttcag 
cggggtgaga gcatagagcc tctggacccc 
atcttcaaag agacagagqt aaggaacfctt 
gtgcacaaag ' gagtgfeggat ccctgagggfc 
gtcattgagg acaagag£gg -acggcagagfc 
attggcagcc tggaccatgc ccacattgta 
ctgcagcttg tcactcaata tttgcctctg 
cggggggcac tggggccaca -gctgctgctc 
tactaccttg aggaacatgg' tatggtgcat 
aagtcaccca gtcaggfctca-.ggtggcagat: 
gataagcagc t.gqtatacag : tgaggCp'aag. 
atccactttg • ggaaatacac -acaccagagt 
gagfcfcgatga.- cctfccggggc: agagccctab 
ctgctagaga agggcfgagpg ' gttcjgcacag 

. gfcgatggtca ' agtgttg5afe«-'gattgatgag 
aatgagttca ccaggatggc ccg^gaccca 
gggcctgga'a. tagcccc^gg. gccagagccc 
gtagagctgg agccagaact' agacctagac 
gcaaccacca cact:gggctc cgccctcagc 

• gggagccaga gccttttaag. vtccatcatct 
ggggggtcfct gccaggagtc tgcagtittcfc 



531 



ggaacaggct 


ctgggagccg 


cttccagact 


aactgcacca 


agatcctggg 


caacctggac 


tggcacaaga 


tccctgccct 


ggacqcagag 


atcacaggfct 


acctgaacat 


ccagtcctgg 


tccaatttga 


caaccattgg 


aggcagaagc 


atgaagaact 


tgaatgtcac 


atctctgggc 


cgtatctata 


taagtgccaa 


taggcagctc 


gtgcttcggg 


ggcctacgga 


agagcgacta 


tgcgtggcag 


agggcaaagt 


gtgtgaccca 


ggccctggtc 


agtgcttgtc 


ctgtcgaaat 


tgcaactttc 


tgaatgggga 


gcctcgagaa 


cacccggaat 


gccaacccat 


ggggggcact 


tgtgctcaat 


gtgcccattt 


tcgagatggg 


gtcctaggtg 


ccaagggccc 


. aafcctacaag 


tgccatgaga 


actgcaccca 


ggggtgtaaa 


acactggtgc 


tgatcggcaa 


aacccatctg 


gtagtgattt 


tcatgatgct 


gggcggcact 


aataaaaggg ctatgaggcg 


atacttggaa 


agtgagaagg ctaacaaagt 


cttggccaga 


aaagfcgcttg gctcgggtgt 


ctttggaact 


gaatcaatca 


agattccagt 


ctgcattaaa 


tttcaagctg tgacagatca 


tatgctggcc 


aggctgctgg 


gactatgccc 


agggtcatct 


ggttctctgc 


tggatcatgt 


gagacaacac 


aactggggag tacaaattgc 


caagggaatg 


agaaacctgg ctgcccgaaa 


cgtgctactc 


tttggtgtgg ctgacctgcfc 


gcctcctgat 


actccaatta agtggatggc 


ccttgagagt 


gatgtctgga .gctatggtgt 


gacagtttgg 


gcagggctac gattggctga 


agtagcagac 


ccccagatct 


gcacaattga 


tgtctacatg 


aacattcgcc 


caacctttaa 


agaactagcc 


ccacggtatc 


tggtcataaa 


gagagagagt 


catggtctga caaacaagaa 


gctagaggaa 


ctagacttgg aagcagagga 


ggacaacctg 


ctaccagttg gaacacttaa 


tcggccacgt 


ggatacatgc 


ccatgaacca 


gggtaatctt 


gggagcagtg aacggtgccc 


ccgtccagtc 
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900 

960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280. 
2340 
2400 
2460 
252Q 
2580 
2640 
2700 
2760 • 
2820 
2880 
2940 
3000 
3060 
3120 
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tctctacacc caatgccacg -gggatgfcctg gcatcagagt .catcagaggg gcatgtaaca 3180 

ggctctgagg ctgagctcca.'ggagaaagtg tcaatgtgta gaagccggag caggagccgg 3240* 

agcccacggc cacgcggaga ; tagcgcctac cattcccagc gccacagtct gctgactcct 3300 

gttaccccac tctccccacc cgggttagag gaagaggatg tcaacggtta tgtcatgcca 3360 

gatacacacc tcaaaggtac. tccctcctcc cgggaaggca ccctttcttc agtgggtctc 3420 

agttctgtcc tgggtactga agaagaagat gaagatgagg agfcatgaata catgaaccgg 3480 

aggagaaggc acagtcckcc . tcatqcccct .aggccaagtt cccttgagga gctgggttat 3540 

gagtacatgg atgt'ggggtc agacctcagt- gcctctctgg gcagcacaca gagttgccca 3 600 

ctccaccctg tacccatbat gcccactgca ggcacaactc cagatgaaga ctatgaatat 3660 

atgaatcggc aadgagatgg aggtggtcct. gggggtgatt atgcagccat gggggcctgc 3720 

ccagcatctg agca'agggta tgaagagatg agagcttttc aggggcctgg acatcaggcc 3780 

ccccatgtcc attatgcccg cctaaaaact ctacgtagct tagaggctac agactctgcc 3840 

tttgataacc ctgattactg gcatagcagg cttttcccca aggctaatgc ccagagaacg 3900 

taa ■ - . ' 3903 

<210> 347. " * 
<211> 3874.;* 
<212> DNA ' 

<213> Artif iclal/ sequeaace" 
<220> ' :" \ - :/ *'.?.. 

<223> A- "novel- predicted alterative spliced variant 
<400>. 347 ■ •*.';• ..y. ' ' . "." 

atgagggcga acgacgctct gcaggtgctg ggcttgcttt tcagcctggc ccggggctcc 60 

gaggtgggca actctcaggd .agtgtgtcct; gggactctga atggcctgag fcgtgaccggc . 120 

gatgctgaga accaata'cca gacactgtac aagctctacg agaggtgtga ggtggtgatg 180 

gggaaccttg agattgtgct cacgggacac aatgcGgacc tctccttcct gcagtggatt 240 

cgagaagtga caggctajtgt . Icctcgtggcc atgaatgfaat tctctactct accattgccc 3 00 

aacctccgcg tiggtgcgagg gacccaggtc tacgatggga agtttgccat cttcgtcatg 360 

ttgaactata acaccaactcj cagccacgct ctgcgccagc tccgcttgac tcagctcacc 420 

gagattctgt cagggggtgt '.' t tatattgag aagaacgata agctttgtca catggacaca 480 

attgactgga gggacatcgt- gagggaccga gatgctgaga tagtggtgaa ggacaatggc '540 

agaagctgtc ccccctgtca' tgag'gtttgc aaggggcgat gctggggtcc tggatcagaa 600 

gactgccaga cat^|a'ccaa;-^c^tctgt- gctcctcagt gtaatggtca ctgctttggg / 660 

cccaacccca .accagtgetg ccatgatgag tgtgccgggg gctgctcagg ccctcaggac 720 

acagactgct ttgcctgccg; gcacttcaat. gacagtggag cctgtgtacc tcgctgtcca . 780 

cagcctcttgj-tctacaac/aa gctaactttc cagctggaac ccaatcccca caccaagtat ' 840 

cagtatggag gagttt"gtgt /agcc'a'^atgt ccccataact ttgtggtgga tcaaacatcc 900 

tgtgtcaggg cct'gtcc'tcc tgacaagatg gaagtagata aaaatgggct caagatgtgt 960 

gagccttgtg .ggggactatg. tcccaaagcc .tgtgagggaa caggctctgg gagccgcttc 1020 

cagactgtgg actc^'gcaa ; cattgatQg^ tttgtgaact gcaccaagat .cctgtrgcaac 1080 

ctggactttc tgatcaccgg.cc tcaatgga'g^cccc'tggc acaagatccc tgccctggac 1140 

ccagagaagc . tcaatgtctt; /ccg-gacagta cgggagatca caggttacct gaacatccag 12 0 0 
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tcctggccgc cccacatgca. .caacfctqagt gttttttcca atttgacaac cattggaggc 1260 

agaagcctct acaaccg'ggg - cttc.tcattg ttgatcatga agaacttgaa tgtcacatct 1320 

ctgggcttcc gatdccbgaa.- ggaaattagt gctgggcgta tctatataag tgccaatagg 1380 

cagctctgct accaccactc '. tttgaactgg accaaggtgc ttcgggggcc tacggaagag 1440 

- cgactagaca tcaagcataa -tcggccgcgc agagactgcg tggcagaggg caaagtgtgt 1500 

gacccactgt gctcctctgg gg^tgctgg ggcccaggcc ctggtcagtg cttgtcctgt IS 60 

cgaaattata. gccgaggagg tgtctgfcgtg acccacfcgca actttctgaa tggggagcct 1620 

cgagaatttg .cccafcgaggc cgaafcgcttc tcctgccacc cggaatgcca acccatgggg 1680 

ggcacfcgcca .. cJatgcaatgg ctcggfcgtaa - aggaccagag cttcaagact gtttaggaca 1740 

aacactggtg ctga'tcggca aaacccatct ' gacaatggct ttgacagtga fcagcaggatt 1800 

ggtagtgatt ttcatgatgc tgggcggcac fctttctctac tggcgtgggc gccggattca 1860 

gaataaaagg gctatgaggc' gatacttgga acggggtgag agcatagagc ctctggaccc 1920 

cagtgagaag gctaaaaaag tcttggccag aatcttcaaa gagacagagc taaggaagct 1980 

taaagtgctt ggctcgggHbg. :tctfctggaac tgtgcacaaa ggagtgtgga tccctgaggg 2040 

tgaatcaatc aagattccag'-tctgbattaa agtcattgag gacaagagtg gacggcagag 2100 

ttttcaagct gtgacagatc atatgctggc. cattggcagc ctggaccafcg cccacattgt 2160 

aaggctgctg ggactafegc<2.;cagggtcat:c tctgcagctt gtcactcaat atttgcctct 2220 

gggttctctg etggatc^t<g' tgkgiacaiapa' ccggggggca ctggggccac agctgctgct 2280 

caactgggga jgtacaaattg' ccaagggaat gfcactacctt gaggaacatg gtatggtgca 2340 

tagaaacctg. gctgtoccgaa';acgtgctact caagtcaccc agtcaggttc aggtggcaga 2400 

ttttggtgtg gctgacptga; tgcctg.ct^ga tgataagcag ctgctataca gtgaggccaa 2460 

gactccaatt aagtggatgg. cccttgagag tatccacttt gggaaataca cacaccagag 2520 

tgatgtctgg agct^tggtg tgacagtttg ggagttgatg accttcgggg cagagcccta 2580 

tgcagggcta • cgat,tggctg aagtaccaga ' cctgctagag aagggggagc ggtfcggcaca 2640 

gccccagatc fcgaacaattgr atg£ctacat ggtgatggtc aagtgttgga tgattgatga 2700 

gaacattcgc ccaaccttta aagaactagc caatgagttc accaggatgg cccgagaccc 2760 

accacggtat . to tggt c'ataa^ agagaga^ag tgggcctgga atagcccc tg ggccagagcc 2820 

ccatggtctg acaaacaageL agctagagga agtagagctg. gagccagaac tagacctaga 2880 

cctagactfcg gaagcagagg- aggacaacct ggcaaccacc acactgggct ccgccctcag 2940 

cctaccagtt; gga^acaclpfea: atcg^gccacg tgggagccag agccttttaa gtccatcatc 3000 

. tggatacatg cccatga'&c^ k; agggtaatct tggggggfcct tgccaggagt ctgcagtttc 3060 

tgggagcagt ^acggtgcfe.-cccgtcq^sft' ctctctacac ccaatgccac ggggatgcct 3120 

ggcatcagag" fccatteag^^ gctgagctcc aggagaaagfc 3180 

gtcaatgtgt ^ga^ccgga- gcaggagccs gagcccacgg ccacgcggag atagcgccta 3240 

ccattcccag ^ qgc^ca^pVtgctgactcc tgttacccca ctctccccac ccgggttaga 3300 

ggaagaggafc gtc^cggtit'. atgtca.tgcc. agatacacac ctcaaaggta ctccctcctc 3360 

ccgggaaggc .apc'cht& ctgggtactg aagaagaaga 3420 

tgaagatgag * gagtjsitgaat ; acatgaaccg * gaggsigaagg cacagtccac ctcatccccc 3480 
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taggccaagt tcccttgagg-' agctgggtta. tgagtacatg gatgtggggt cagacctcag 
tgcctctctg ggcagcacad'agagttgccc actccaccct gtacccatca tgcccactgc 
aggcacaact ccagatgaag / actatgaata tatgaatcgg caacgagatg gaggtggtcc 
tgggggtgat Vtatgcagcca ."tgggggcctg cccagcatct gagcaagggt atgaagagat 
gagagctttt c'aggggtctg gacatcaggc cccccatgtc cattatgccc gcctaaaaac 
tctacgtagc /ttagag^qta qagactctgc ctttgataac cctgattact ggcatagcag 
gcttttcccc aaggctaatg' cccagagaac gtaa 
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<210> 348 

<211> 3909 * • 

<212> DNA . . 

<213> Art if icial .sequence 

<22o> "•• . . , ; . " ; •■ 

<223> A" novel predicted ..alternative, spliced variant 
<400> 348,.; r--. 

atgagggcga accfacgcfcpt gcaggtgctg- ggct^gcttt tcagcctggc ccggggctcc 
gaggtgggca . aetctcaggc; agtgtgtdct gggactctga atggcctgag tgtgaccggc 
gatgctgaga accaatacca gacactgtac aagctctacg . agaggtgtga ggtggtgatg 
gggaaccttg agaibtgtgc t . cacgggacac aatgccgacc tctccttcct gcagtggatt 
cgagaagtga caggctatgt: cctcgtggcc, atgaatgaat tctctactct accattgccc 
aacctcc^cg tggtgic^gg,.ga'cccaggtc tacgatggga agtttgccat cttcgtcatg 
ttgaactata -acaccaactc- cagecacgct ctgcgccagc tccgcttgac tcagctcacc 
gagattctgt cagggggtgt, ttatattgag aagaacgata agctttgtca catggacaca 
attgactgga gggacatcgt gagggaccga gatgctgaga tagtggtgaa ggacaatggc 
agaagctgtc .ccGccti^tca* tgaggtttgc aaggggcgat gctggggtcc tggatcagaa 
gactgccaga cattgaccaaL gaccatctgt gctcctcagt gtaatggtca ctgctttggg 
cccaacccca accagtgatg ccatgatgag tgtgccgggg gctgctcagg ccctcaggac 
acagactgct ttgcctgccg i gcacttcaia^ gacagtggag cctgtgtacc tcgctgtcca 
cagcctcttg tctacaaaaa; • gctaactttc cagctggaac ccaatcccca caccaagtat 
cagtatggag • gagttt'gtgt .agccagc^gt ccc'cataact ttgtggtgga tcaaacatcc 
tgtgtcaggg. cctgtcctcc . tgacaagatg gaagtagata aaaatgggct caagatgtgt 
gagcctjtgtg ggggactatgl tcccaaagcc tgtgagggaa caggctctgg gagccgcttc 
cagactgtgg. actcgagcaa/'cattgatgga tttgtgaact gcaccaagat cctgggcaac 
ctggactttc tgafeca'ccgg^cct<^atgga: gacccctggc acaagatccc tgccctggac 
ccagagaagc. tcaatggctt ecggacagta cgggagatca caggttacct gaacatccag 
tcctggccgc cccacatgc/a.. caacttcagt" gtttfcttcca atttgacaac cattggaggc . 
agaagcctct ^caaccgggg ctt'cjtca.ttg ttgatcatga agaacttgaa tgtcacatct 
ctgggcttcc gatd'cctgaa- ggaWttagt gctgggcgta tctatataag tgccaatagg 
cagctctgct -accaccactc tttgaact;gg f . accaaggtgc ttcgggggcc . tacggaagag, 
cgactagaca .;td4agc££aa ftcggccgcgb agagactgcg tggcagaggg caaagtgtgt 
, gacccactgt' gctcctctgg; ggga.tsfpfegsr ggcccaggcc ctggtcagtg cttgtcctgt 
cgaaattata -gccg^gg^gg- tgtc^gtg^ : acccactgca actttctgaa tggggagcct 
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cgagaafctfcg cccatgaggc- cgaatgcfctc fccctgeqacc cggaatgcca acccatgggg 1680 

ggcactgcca cafcgcaatgg .ctcgggctct gatacttgtg ctcaatgtgc ccattttcga 1740 

gafcgggcccc acfcgtgtgag cagctgcecc catggagtcc taggfcgccaa gggcccaatc 1800 

fcacaagtacc cagatgttca. gaafcgaatgt cggccctgcc atgagaactg cacccagggg 1860 

tgfcaaaggac cagagrcttca agactgttta .ggacaaacac tggtgctgat cggcaaaacc 1920 

catctgacaa. tggctttgac agtgatagca' ggatfcggtag tgatfctfccat gatgctgggc 1980 

ggcacttttci* tcfeactggcg tgggcgccgg attcagaata aaagggctat gaggcgatac 2040 

ttggaacggg -gtgagggagt-.gtggatccqt gagggtgaat caatcaagat tccagtctgc 2100 

attaaagtca fctgaggacaa" gagtggacgg cagagttttc aagctgtgac agatcatatg 2160 

ctggccafctg gbagcctgga. ccatgcccac attgtaaggc tgctgggact atgcccaggg 2220 

tcatctcfcgc agcttgtcac tcaafcattfcg cctctgggtt ctctgctgga tcatgtgaga 2280 

caacaccggg gggcactggg; gbcaqag;ctg ctgptcaact ggggagtaca aattgccaag 2340 

ggaatgtact accttgag-ga- acatggtatg-gfcgcatagaa acctggctgc ccgaaacgtg 2400 

ctactcaagt' cacccagtca ggtt'caggtg -gcagattttg gtgtggctga cctgctgcct 2460 

cctgatgata agcagctgct; atacagtgag gccaagactc caattaagtg gatggccctt 2520 

gagagfcatcfc' actttgggaa atacacacac cagagtgatg tctggagcta tggtgtgaca 2580 

gtttgggagt- tgatgacct'fc cggggcagag ccctatgcag ggctacgatt ggctgaagta 2640 

ccagacctgc' tagagadggfg ggagcggttg gcacagcccc agate tgcac . aattgatgtc 2700 

tacatggfcga tggtcaagtg : . ttggatgatt gatgagaaca ttcgcccaac ctttaaagaa 2760 

etagecaatg agttcaccag .gatgrgecaga gacccaccac ggtatctggt cataaagaga 2820 

gagagtgggc. ctggaat'agc ccdtgggcca gagccccatg gtctgacaaa caagaagcta 2880 

gaggaagtag age^ggagee .agaactagac ctagacctag acttggaagc ■ agaggaggac ' 2940 

aacctggcaa : ccacicacact. gggctccgcc ctc'agcctac cagttggaac acttaategg 3000 

• ccacgtggga .gccagagcct; tttaagtcca " tcatctggat acatgcccat gaaccagggt 3060 

aatcttgggg ggrtctt;gcca- ggagtctgea gtttctggga gcagtgaacg, gtgcccccgt 3120 

ccagtctcfcc ;.tacaccjcaat^* gecaegggga tgcctggcat cagagtcatc agaggggcat 3180 

gtaacaggct pt^a^gctga;..gctccaggag. aaagtgtcaa fcgtgtagaag ceggagcagg 3240 

agccggagcc cacggccacgvcgga^atagc- gcctaccatt cccagcgcca cagtctgetg 3300 

actcctgtta • ccoqacfccfcc ' cccacccggg ttagaggaag aggatgtcaa cggttatgtc 3360 

atgecagata cacacctcaa ^aggtactccc. tcctcccggg aaggcaccct ttcttcagtg 3420 

ggtctcagtt ctgtcct'ggg 1:ac.t;gaagaa gaagatgaag atgaggagta tgaatacatg 3480 

aaccggaggagaa^gcacag tccacctcat ccccctaggc caagttccct tgaggagctg 3540 

•ggttatgagt acatggatgt.. ggggtcagac ctcagtgcct . ctctgggcag • cacacagagt . 3 600 

tgcccactcc .acccj:gt:a:cc^ cat'catgccc/ actgeaggea caactccaga tgaagactat 3660 

gaatatatga ^ atc.9gca.acg /aga1;gga£gt ggtcctgggg gtgattatgc agccatgggg ■ 3720. 

gcctgcccag : ceL%6tga§c£^gg$£atgeLa. gagatgagag cttttcaggg gectggacat 3780 

caggcccccc/at^pcajtjta , .tgccpgcc'ta aaaactctac gtagcttaga' ggctacagac 3840 

tctgcctttg'/^fcaaqqct^a; 1 ttacttggca't agcaggcttt tccccaaggc taatgcccag 3900 
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<210> 349 
<211> 3833 
<212> . DNA ' 

<213> Artificial .sequence 
<220> • " ' -. 

<223> A novel - predicted alternative spliced variant 
<400> .349 ' •;. 

atgaagccgg cgacaggac.t ttgggtctgg gtgagccttc tcgtggcggc ggggaccgtc 60. 

cagcccagcg- attctcagtc . agtgtgtgca ggaacggaga ataaactgag ctctctctct 120 

gacctggaac : agcagtaccg agcpttgcgc aagtactatg aaaactgtga ggttgtcatg 180 

ggcaacctgg aga£aac<2ag cattgagcac aaccgggacc tctccttcct gcggtctgtt 240 

cgagaagtca caggctacgt gttagtggct cttaatcagt ttcgttacct gcctctggag 300 

aatttacgca. ttattcgtgi'g; ga'caaaact't tatgaggatc gatatgcctt ggcaatattt 360 

ttaaactaca gaaaagatgg. aaajctttgga cttcaagaac ttggattaaa gaacttgaca 420 

gaaatcctaa atggtggagt ..ctatgtagac cagaacaaat tcctttgtta tgcagacacc 480 

attcattggc .aagatatfcgt: tcggaaccca tggccttcca acttgactct tgtgtcaaca 540 

aatggtagtt caggatgtgg acgtt^ccat aagtcctgta ctggccgttg ctggggaccc 600 

acagaaaatc attgccagac..tttgacaagg acggtgtgtg cagaacaatg tgacggcaga 660 

tgctacggac cttacgtcag tgactgctgc catcgagaat gtgctggagg ctgctcagga 720 

cctaaggaca cagactgctt; tgcctgcatg aatttcaatg acagtggagc atgtgttact 780 

. cagtgt'cccc aaacctttgt: ctacaatcca accacctttc aactggagca • caatttcaat : 840 

gcaaag^aca . catatggagc . attctgtgtc aagaaatgtc cacataactt tgtggtagat 900 

tccagttctt. gtgtgCgtgt; ctgccctagt tccaagatgg aagtagaaga aaatgggatt 960 

aaaatgtgta. aaccttigcac tgacatttgc ccaaaagctt gtgatggcat tggcacagga 1020 

tcattgatgt cagctca^C tgtggattcc agtaacattg acaaattcat aaactgtacc 1080 

aagatcaatg • gga&tttjgat; ctttct^gtc actggtattc atggggaccc ttacaatgca 1140 

attgaagcca tagacccaga gaaactgaac gtctttcgga cagtcagaga gataacaggt 1200 

ttcctgaaca .tacagt.cktg; gccadcaaac atgactgact tcagtgtttt- ttctaacctg 1260 

gtgaccattg gtggaagagt actctafagt. ggcctgtcct tgcttatcct caagcaacag 1320 

ggcatcacct Jctctacagtt .ccagrtccctg.'aaggaaatca gcgcaggaaa catctatatt 1380 

actgacaaca ^gcaacdtgt^ttattabcat: accattaact ggacaacact cttcagcaca 1440 

atcaaccaga 'gaatagtaat. ccgggacaac agaaaagctg aaaattgtac tgctgaagga 1500 

atggtgtgca accatctjgtgvttccagtgat ggctgttggg gacctgggcc agaccaatgt 1560 

ctgtcgtgtc ,gccg;cjttcag itagaggaagrg atcfcgcatag agtcttgtaa cctctatgat ■ 1620 

ggggtcctga caactzgtaca aagt^gctctc attttaaaga tggcccaaac tgtgtggaaa 1680 

aatgtccaga 'tggcfcta.cagrggggcaa'aca gtttcatttt caagtatgct gatccagatc 1740 

. gggagtgcca.'cccatgccat" cc^aactgca cccaagggtg taacggtccc actagtcatg 1800 

actgcattta • c'taccca't^g/acgggcca'jt't ccactttacc acaacatgct agaactcccc ' 1860 

tgattgcagc'.tg^^^ktt:- ; ggtgggcfcct tfcattctggt cattgtgggt ctgacatttg 1.920 

ctgtttatgf tagaaggaagJagcdtcaaaa- agaaaagagc cttgagaaga ttcttggaaa 1980 
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cagagttggt 

fctttgaaaga 

tttataaagg 

ttcttaatga 

tggcaagtat 

tccagctggt 

aggataacat 

tgtacctgga- 

aatctccaaa 

aaaaagagta 

tacattacag 

aactgatgac 

tattagagaa 

tcatggtcaa 

ctgagttttc 

gtatgaagct 

atttggaaga 

ctcccatcta 

ctcctcctgc 

ctgctgaaca 

ctgtggcaca 

gcaagccagrt 

ccaccgtgtt 

ctcctatgcg, 

tttctcggag 

ccaatggtcc 

ttgccaacae 

aggccaagaa 

cccttcagca 

ggcggatccg 

caggcactgt 



ggaaccatta 

aactgagc.tg 

tattttgggta 

gacaactggt 

ggafccatCca. 

tactcaactfc 

tggatcacaa 

agaaagicga 

ccatgtgaaa ■ 

ca^tgctgat* 

gaaattcacc 

ctttggaigga 

aggagaacgt- 

atgttggatg 

aaggatggct- 

tcccagtcca 

tatgatggafc 

tacfctccaga . 

ctacacccce 

aggagtgtct 

gggtjgctact; 

.ggcaccQcat... 

tgccicdag-aa* 

agadaaaccc. 

aaaaaatgga 

acc'caaggco. 

c.ttgggaaaa. 

agcgtttgac'; 

cccagactac. 

gcctattgtg 

gct^ccg^cct 



actcccagrtg 
aagagggtaa 
cctgaaggag- 
cccaaggcaa 
cacctagtcc 
atgccccatg. 
ctgcfcgctta 
ctagftitcatc. 
atcacaga'tt 
Cggaggaaaga 
.catcagagtg 
aaaccctatg 
ttgcctcagc 
a.ttgatgctg 
cgagaccctc 
aatgacagca 
gctgaggagt 
.gcaagraattg 1 
atgfccaggaa 
gtgccctaca 
gctgagattt 
gtccaagagg 
cggagcccac 
aaacaagaat 
gacctlbcaag 
gaggatg^g^: 
gctgragtacc 

aacqcfcg^ct 
ctgcaggagtr' 
gcagagaatc 
ccaccttaca' 



gcacagcacc 
aagtccttgg 
aaactgtgaa 
atgtggagtt 
gg'ttgctggg 
gctgcctgtt 
actggtgtgt 
gggatttggc 
ttgggctagc 
tgccaattaa 
acgtttggag 
atggaattcc 
* ctcccatctg 
aca^gtagacc 
aaagatacct 
agttctttca 
acttggtccc 
actcgaatag 
accagtttgt 
gagccccaac 
ttgatgactc 
acagtagcac 
gagg^gagct 
acctgaatcc 
cattggataa 
atgtgaatga 
tgaagaacaa 
acfcggaacca 
acagcacaaa 
ctgaatacct 
gacaccggaa 



caatcaagct 
ctcaggtgct 
gattcctgtg 
catggatgaa 
tgtgtgtctg 
ggagtatgfcc 
ccagatagct 
agcccgtaat 
cagactcttg 
atggatggct 
ctatggagtt 
aacgcgagaa 
cactattgac 
taaatttaag 
agttattcag 
gaatctcttg 
tcaggctttc 
gagtgaaatt 
ataccgagat 
tagcacaatt 
ctgctgtaat 
ccagaggtac 
ggatgaggaa 
agtggaggag 
tcccgaatat 
gccactgtac 
catactgtca 
cagcctgcca 
atatttttat 
ctctgagttc 
tactgtggtg 



caacttcgta 
tttggaacgg 
gctattaaga 
gctctgatca 
agcccaacca 
cacgagcaca 
aagggaatga 
gtcttagtga 
gaaggagatg 
ctggagtgta 
actatatggg 
atccctgatt 
.gtttacatgg 
gaactggctg 
ggtgatgatc 
gatgaagagg 
aacatcccac 
ggacacagcc 
ggaggttttg 
ccagaagctc 
ggcaccctac 
agtgctgacc 
ggttacatga 
aacccttttg 
cacaatgcat 
ctcaacacct 
atgccagaga 
cctcggagca 
aaacagaatg 
tccctgaagc 
taa 



2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3833 



<210> - 350 ■ • ■:. 
<211> 3852 

<212> DNA. ' - '•• •.•■«'•. ' 
<213> • Artificial* sequence 

<220> . -.i'Vo'v-': I)': i'..":''- ■ 

•<223>, ' -A -novel . predicted' alternative - spliced variant 

<40jo> .350;..^ \%)'\/. : .. . 

atgaagccgg cgacaggact - ttgggtctgg' gtgagccttc tcgfcggcggc ggggaccgtc 
cagcccagcg' attctcagt.c' agtcrtgtgca- ggaacggaga ataaactgag ctctctctcf 



60 
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gacctggaac agcagtaccg agccttgcgc aagtactatg aaaactgtga ggttgtcatg 180 
ggcaacctgg agataaccag cattgagcac .aaccgggacc tctccttcct gcggtctgtt 240 
cgagaagtca. caggctacgt* gttagtggct ,cttaatcagt ttcgttacct gcctctggag 3 00 
aatttacgca ttattcgtgg- gacaaaactt tafcgaggatc gatatgcctt ggcaatattt 360 
ttaaactaca gaaaagatgg. aaactttgga cttcaagaac ttggattaaa gaacttgaca 420 
gaaatcctaa atggtggagt c.tatgtagac cagaa<Saaat tcctttgtta tgcagacacc 480 
attcattggc aagatat;tgt tcggaaccca tggccttcca acttgactct tgtgtcaaca S40 
aatggtagtt caggatgtgg 'acgttgccat aagtcctgta ctggccgttg ctggggaccc 600 
acagaaaatc attgccagac tttgacaagg acggtgtgtg cagaacaatg tgacggcaga 660 
tgctacggac cttacgtcag. -tgactgctgc' ca.tqgagaat. gtgctggagg cfcgctcagga 720 
cctaaggaca cagactgctt tgcctgc'atg aatttcaatg acagtggagc atgtgttact. 780 
cagtgtcccc .aaaqctjptgt ctacaattcqa acpacctttc aactggagca caatttcaat 840 
gcaaagtaca *' catatggagc ' attcfcgt gtc aagaaatgtc cacataactt tgtggtaga t 900 
• tccagttqtt ^tgtigcgtgc. ctgcqqtagt tccaagatgg aagtagaaga aaatgggatt 960 

aaaatgtgta aaccttgcac ■ tgacatttgc" ccaaaagctt gtgatggcat tggcacagga 1020 

tcattgatgt' cagc'tcagac tgtggattcd agtaacattg acaaattcat aaactgtacc 1080 

aagatcaatg g^aattt^rat . ctttctag'tq. actggtjattc atggggaccc ttacaatgca 1140 

attgaagcca . tagacccaga . gaaactgaac gtctttcgga cagtcagaga gataacaggt 1200 

ttcctgaaca tacagtcatg- gccaccaaac atgactgact tcagtgtttt ttctaacctg 1260 

gtgaccattg gtggaagagfc aatctatagt ggcctgtcct tgcttatcct caagcaacag 1320 

ggcatcacqt . ctctacagtt . ccagtccctg aaggaaatca gcgcaggaaa catctatatt 13 80 

actgacaaca gcaacctg€g ttattatciat accattaact. ggacaacact , cttcagcaca 1440 

atcaaccaga . ^atkgtait:*. ccgggacaac . agaaaagctg aaaattgtac tgctgaagga' 1500 

atggtgtgqa acdatqtgtg \ ttccagtigat ggctgttggg gacctgggcc agaccaatgt 1560 

ctgtcgtgtc gccgctt^ag tegaggaagg atctgcatag agtcttgtaa cctctatgat 1620 

ggtgaatt tc . gg^gtttga gaatggcificc atctgtgtgg agtgtgaccc ccagtgtgag 1680 

aagatggaag.; : atggcc^ ggaccgggtc ctgacaactg tacaaagtgc 1740 

tctcatttta >aga>ggcca aaact^^g gaaaaatgtc cagatggctt acagggggca 18 00 

aacagtttca bttfcfca'agta.- .tgctgatcca gatcgggagt gccacccatg ccatccaaac 1860 

tgcacccaag : ^actcccct gattgcagct ggagtaattg gtgggctctt cattctggtc 1920 

attgtgggtc fcgaq^tittgfr . tgtttatgtit agaaggaaga gcatcaaaaa gaaaagagcc 1980 

ttgagaagat jtcttggaa'ac;: aga;gttggtg/gaaccattaa ctccqagtgg cacagcaccc 2040 

aatcaagctc' aacfct'cgtat • tttgaaagaa actgagctga agagggtaaa agtccttggc 2100 

tcaggtgctt* ttggaacggt;..ttat^aaggt atttgggtac ctgaaggaga aactgtgaag 2160 

attcctgtgg* ctafcta4gatr. tcttaatgag acaactggtc ccaaggcaaa tgtggagttc 2220 

atggatgaag ctctjcfatqat." -ggcaagtatg- gatcatccac acctagtccg gttgctgggt 2280 

.gtgtgtctga gddqk^cck^yccsig^ggtt: actcaa.ctta- tgccccatgg ctgcctgttg . 2340 

gagtatgtcc •ac^agcajcaa v gga^aacatt ggatcacaaq tgctgcttaa ctggtgtgtc 2400 

cagatagcta ' agggraatgat .^gtac.cliggaa gaaagacgae tcgttcatcg ggatttggca 2460. 
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gcccgtaatg .fccttagtgaa atctccaaab catgtgaaaa tcacagattt tgggctagcc 2 520 

agactcttgg aaggagatga aaaagagtac aatgctgatg gaggaaagat gccaattaaa 2580 

tggatggctc Jtggagtigtat acattacagg aaattcaccc atcagagtga cgtttggagc 2640 

tatggagtta ctatatggga actgatgacc. tttggaggaa aaccctatga tggaattcca 2700 

acgcgagaaa tccctgat.tl;. attagagaaa. ggagaacgtt tgcctcagcc tcccatctgc 2760 

actattgacg tttacatggt' catggtcaaa tgttggatga ttgatgctga cagtagacct 2820 

aaatttaagg aactggctgc tgaglttttca aggatggctc gagaccctca aagataccta 2880 

gttattcagg gtgatgatcg. fcatgaagctt eccagtccaa atgacagcaa gttctttcag . 2940 

aatctcttgg atgaagagga" tttggaagat atgafcggatg ctgaggagta cttggtccct 3000 

caggctttca a.oatccc£ec 'tcccatctat acttccagag caagaattga ctcgaatagg . 3060 

agtgaaat;t*g - gacacagfeisc . tcctcctgcc tacaccccca tgtcaggaaa ccagtttgta 3120 

toccgagatg' gag^ttbga tgojbgaacaa ggagtgtctg tgccctacag' agccccaact 3180 

agcacaattc. cagaagctcc. tgtggcacag ggtgctactg ctgagatttt tgatgactcc 3240 

tgctgtaatg gcaccctatg caagec:agtg gcaccccatg tccaagagga cagtagcacc 3300 

cagaggtaca. gtgctgacc'c; cacc^t^tt't gccccagaac ggagcccacg aggagagctg 3360 

gatgaggaag gttacat^ac. tccta'tgcga gacaaaccca aacaagaata cctgaatcca 3420 

gtggaggaga accctttjbgt-ttctcggaga. aaaaatggag accttcaagc attggataat 3480 

cccgaatatc ,acaa.tgcafcc - caatggtcca' cccaaggccg aggatgagta tgtgaatgag 3540 

ccactgtacc tcaacaccfct ' tgccaacacc ttgggaaaag ctgagtacct gaagaacaac 3 600 

atactgtcaa tgccagaga^rggccaagaaa gcgtfcjtgaca accctgacta ctggaaccac 3660 

agcctgccac ctcggagcac; ccttcagcac ccagactacc tgcaggagta cagcacaaaa 3720 

tatttttata a*acagaat:gg. gcg : gatccgg cct'attgtgg cagagaatcc tgaatacctc 3780 

tctgagttet ccctga^gcc [■ aggcactgtg ctgccgcctc caccttacag acaccggaat. 3840 

actgtggtgt.aa; .;' ri '. 3852 



•<210> 351- .■V:'-\;r ; -.'. 

<2ii> i873 ; . . 

<2i2> iaNA-!.- ;;J. .^;>. 

<213> yj^-El ci^^'ey^noi^ ''y*'''"* 

<22o> \ •^'•m^^s* * v-;..-?/;:^; ' '*./. 

<22 3 > A "iiovel ^predicted Alternative . spliced- variant 
<400> 351* H-". : /V ' 

atgtccgagc ^caa^gaaggrcagagsfcaaa _gggaagggca agaagaagga gcgaggctcc 
ggcaagaagc : cggagtc'cgc ggcgggeagc , cagag;cccag ccttgcctcc ccgattgaaa 
gagatgaaaa gcdaggaatc^ggc't^caggt:- tccaaactag tccttcggtg tgaaaccagt 
tctgaatact cctctct.^ag' attcaagtgg ttcaagaatg ggaatgaatt gaatcgaaaa 
aacaaaccac aaaata'tcaa gatacaaaaa aagccaggga agtcagaact tcgcattaac 
aaagcatcac tggctgattc -tggagagtat atgtgcaaag fcgatcagcaa attaggaaat 
gacagtgcct .ctgccaa.tjai;. .caccatcg-tg gaatcaaacg agatcatcac tggtatgcca 
gcctcaactg'aag^gcata;..tgt^bttca gctacatcta catccaccac tgggacaagc 
catcttgtaa" aa%tgcg^;:,ga^g^gaiaa acfettctgtg tgaatggagg * ggagtgcttc ■■ 
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atggtgaaag acctttcaaai cccctcgaga tacttgtgca agtgccaacc tggattcact 600 

ggagcaagat ^tactgagaa'tgtgcccatg aaagtccaaa accaagaaaa ggcggaggag 660 

ctgtaccaga agagagtgct gaccataacc . ggcatctgca tcgccctcct tgtggfccggc 72 0 

atcatgtgtg tggtggccta ctgcaaaacc aagaaacagc ggaaaaagct gcatgaccgt 780 

cttcggcaga gccttcggtc tgaacgaaad aatatgatga acattgccaa tgggcctcac 840 

.catcctaacc caccccccga gaa'tgtccag- ctggtgaatc aatacgtatc taaaaacgtc 900 

atctccagtg agcatattgt tgagagagaa'. gcagagacat ccttttccac cagtcactat 960 

acttccacag .cccafccactc cacfcactgtc accoagactc ctagccacag ctggagcaac 1020 

ggacacactg aaagcat cct . ttccgaaagc cactctgtaa tcgtgatgtc atccgtagaa 1080 

aacagta'ggc acagcagccc'.aactgggggc ccaaga'ggac gtcttaatgg cacaggaggc 1140 

cctcgtgaat -gtaacagcfct cctcaggcat. gccagagaaa cccctgattc ctaccgagac 1200 

tctcctcata ^gaa'a^gta. tgtgtcagcc atgaccaccc cggctcgtat gtcacctgta 1260 

gatttccaca '.cgceaagctc c^ cccccttcgg aaatgtctcc acccgtgtcc 1.320 

agcatgacgg tgtccafegcd. ttccktggc^ gtcagcccct tcatggaaga agagagacct 1380 

ctacttctcg\tgaca5:icacq. , aaggctgcgg gagaagaagt ttgaccatca ccctcagcag 1440 

ttcagctcct tccaccacaa; ccccgcgcat gacagtaaca gcctccctgc tagccccttg 1500 

aggatagtgg aggatgragga gtatga^acg .acccaagagt acgagccagc ccaagagcct 1560 

gttaagaaac tcgdcaatagr .ccggcgggcc;. aaaagaacca agcccaatgg ccacattgct 1620 

aacagattgg aagjiggaeag icaacacaagc tcc'cagagca gtaactcaga gagtgaaaca 1680 

gaagatgaaa 'gagtaggtga agatacgcct ttcctgggca tacagaaccc cctggcagcc 1740 

agtcttgagg caacacctgc. cttccgcctg gctgacagca ggactaaccc agcaggccgc 1800 

ttctcgacac aggaagaaat'- ccaggccagg ctgtctagtg taattgctaa ccaagaccct 1860 

attgctgtat aa 1872 

<210> . 352 - 
<211> 1855^ 

<212> JDtiA '* ; •» 

<2 13 > totificial-rabquencg V. - v 

<220> ; C : ' f " - ■■•'^'..■"v-V. ." 

<2 2 3 > A novel predicted laltexnatiye .spliced variant 

<4oo> 352.;'.- . ; ( ->\ ;•• . 

atgtccgagcr gcaaaga^gg ..ca^jjgc^a- gggaagggca agaagaagga gcgaggctcc 60 

ggcaagaagc .cgga<gtccgc ggcgg^cagc cagagcccag ccttgcctcc ccgattgaaa 120 

gagatgaaaa, gccaggaatc .ggctgca^gt tqcaaactag tccttcggtg tgaaaccagt 18 0 

tatgaatact .'cctctct^'ag . att'caagtgg tfccaagaatg ggaatgaatt gaatcgaaaa 240 

aacaaaccac aaaata'ltcaa . gatacaaaaa aagccaggga agtcagaact tcgcattaac 300 

aaagca t cac ; t ggctga ttc itggagagfta t ' atgtgcaaag tgatcagcaa attaggaaat 360 

gacagtgcct ctgccaatat caccatcgtg\ gaatcaaacg agatcatcac tggtatgcca 420 

gcctcaactg aaggagjc'atia; tgtgtcttca gagtctccca ttagaatatc agtatccaca 480 

gaaggag.fcaa atedttpttc '.atctacafcct acat.ccacca ctgggacaag ccatcttgta 540 

aaatgtgcgg "agaaggagaa- [aactttctgt gtgaatggag gggagtgctt catggtgaaa 600 

gacctttcaa acccctidgag 'atacttgtgc aaaggcggag gagctgtacc agaagagagt 660 
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gcfcgaccata .&ccggcatct gcatcgccct ccttgtggtc ggcatcatgt gtgtggtggc 720 

ctactgcaaa accaagaaac agcggaaaaa gcfcgcatgac cgtcttcggc agagccttcg 780 

gtctgaacga aacaatatga tgaacattgc ' caatgggcct caccatccta acccaccccc 840 

cgagaatgtc cagctggtga atcaatacgt ' atctaaaaac gtcatcfccca gtgagcatat 900 

tgttgagaga gaagcagaga catccttttc caccagtcac tatacttcca cagcccatca 960 

ctccactact gtcacccaga ctcctagcca cagctggagc aacggacaca ctgaaagcat 1020 

cctttccgaa . agccactctg .taatcgtgat gtcatccgta gaaaacagta ggcacagcag 1080 

cccaactggg ggcccaagag gacgtcttaa tggcacagga ggcc.ctcgtg aatgtaacag 1140 

cttcctcagg catgccagag aaacccctga ttcotaccga gactctcctc atagtgaaag 1200 

gtatgtgtca gcca£gacca ccccggcfccg tatgtcacct gtagatfctcc acacgccaag 1260 

ctcccccaaa tcgcpccojtfc' cggaaatgt'c tccacccgtg tccagcatga cggtgtccat, 1320 

gccttccatg gcgoftca^co-'ccttcatgga agaagagaga cctctacttc tcgtgacacc 1380 

accaaggctg cgggagaajga agttVga.cca tcaccctcag cagttcagct ccttccacca 1440 

caaccccgcg catgacagta acagcctccc tgctagcccc ttgaggatag tggaggatga 1500 

ggagtatgaa ac^pccaag.asrtaegagcc agcccaagag cctgttaaga aactcgccaa 1560 

tagccggcgg gccaaaagaa ccaagcccaa tggccacatt gctaacagat tggaagtgga 1620 

cagcaacaca- .agctccpaga gcagtaactc agagagtgaa acagaagatg aaagagtagg 1680 

tgaagatacg cctttcctgg. gcatacagaa ccccctggca gccagtcttg aggcaacacc 1740 

tgccttcpgc ctgrgctgaca gpaggact^aa cccagcaggc cgcttctcga cacaggaaga 1800 

aatccaggcc aggdtgtcta . gtg^taattgc taaccaagac cctattgctg tataa 1855 



<210> 353 : 
<211> 1887' 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> A novel predicted -alternative' spliced variant 
<400> 353 \ '.-*""■ 

atgtccgagc gcaaagaagg..- cagaggcaaa gggaagggca agaagaagga gcgaggctcc 
ggcaagaagc cgga'gtccgc ggcgggca^c cagagcccag ccttgcctcc ccaattgaaa 
gagatgaaaa gccaggaatc ggctgcaggt tccaaactag tccttcggtg tgaaaccagt 
tctgaatact 'cct^ctctGag'attcaa ttcaagaatg ggaatgaatt gaatcgaaaa. 
aacaaacca'c a&a4tat|cka gatacaa4aa aagccaggga agtcagaact tcgcattaac 
aaagcatcac- tggctgatfcc 'tg^^agtat atgtgcaaag tgatcagcaa attaggaaat 
gacagtgcct ctgccaatat caccatcgtg gaatcaaacg agatcatcac tggtatgcca 
gcctcaactg aaggagcalta. tgtgtcttca gctacatcta catccaccac tgggacaagc 
catcttgfcaa aatgtgcgga; gaaggagaaa actttc.tgtg tgaatggagg ggagtgcttc 
atggtgaaag ■ acctttcaaa' .cccctcgaga .tacttgtgca agtgcccaaa tgagtttact 
ggtgatcgct. gcba'aaacta. cgtaatggcc* agcttctaca agcatcttgg gattgaattt. 
atggaggcgg; aggagctgta.' ccagaagaga gtgctgacca taaccggcat ctgcatcgcc 
ctccttgtgg. tcggcatcat. gtgtgfcggtg gccfcactgca aaaccaagaa acagcggaaa 
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aagctgcatg 'accjgrtct'hcg gcaga'gcctt. cggtctgaac 


gaaacaatat gatgaacatt 


840 


gccaatgggc ctqacc'atcc taacccaccc cccgagaatg 


tccagctggt gaatcaatac 


900 


gtatctaaaa acgtcatctc cagtgagcat atfcgttgaga 


gagaagcaga gacatccttt 


960 


tccaccagtc acta tact tc" cacagcqcat cactccacta 


ctgtcaccca gactcctagc 


X020 


cacagctgga gcaacggaqa- cactgaaagc atcctttccg 


aaagccactc tgtaatcgtg 


1080 


atgtcatccg tagaaaacag, taggcacagc agcqcaactg 


ggggcccaag aggacgtctt 


114 0 


aatggcacag graggccctcg.tgaatgtaac agcttcctca 


ggcatgccag agaaaqccct 


1200 


gattcctacc gagactctcc tcatagtgaa aggtatgtgt 


cagccatgac caccccggct 


1260 


cgtatgtcac ctgtagattt- ccacacgcca agctccccca 


aatcgccccc ttcggaaatg 


1320 


tctccacccg tgtccatjcat gacggtgtcc atgccttcca 


tggcggtcag ccccttcatg 


1380 


gaagaagaga gacctctact tctcgtgaca ccaccaaggc 


tgcgggagaa gaagrtttgac 


1440 


cafccaccctc agcagttcag ctccttccac cacaaccccg 


cgcatgacag taacagcctc 


1500 


' cctgctagcc ccttgaggat;. agt^gaggat gaggagtatg 


aaacgaccca agagtacgag 


1560 


ccagc c caag agcc tg t taa gaaaq t c gcc . aa tagccggc 


gggccaaaag aaccaagccc 


1620 


aatggccaca. ttgqtaacag at tggaagtg gaoa'gcaaca 


caagctccca gagcagtaac 


1680 


tcagagagtg'aaacagaaga tgaaagagta- ggfcgaagata 


cgcctttcct gggcatacag 


1740 


aaccccctgg. • cagccagtct; : . tgaggcaaca cctgcctt cc 


gcctggctga cagcaggact 


1800 


aacccagcag' g;ccgcttct'c ^cacaggaa gaaatccagg 


ccaggctgtc tagtgtaatt 


1860 


gctaaccaag accctatjtgc. tgtataa' -- 




1887 



<210> 354 • 
<211> 1879. 
<212> DMA 

<213> Artificial . sequence. 
<220> 

<223> A novel predicted alternative spliced variant 
<400> 354 , ; 

atgtccgagc gcaaagaagg: cagaggcaaa gggaagggca' agaagaagga gcgaggctcc 60 

ggcaagaagq . cggagtqqgc. ggcgggqagc cagagcccag ccttgcctcc ccaattgaaa 120 

gagatgaaaa gcqag^atq . ggctgcaggt tccaaactag. fcccttcggtg tgaaaccagt . 180 

tctgaatact cctq tctcag:?attcaagtgg • ttcaagaatg ggaatgaatt gaatcgaaaa 240 

aacaaaccac aaaatafefeaa \ gatacaaaaa aagccaggga. agtcagaact tcgcattaac 300 

aaagcatca'c tggctgatt'c '« tggagagfcat atgtgcaaag tgatcagcaa attaggaaat 360 

gacagtgcct . ctgccaatat caccatc^tg gaatcaaacg agatcatcac tggtatgcca 420 

gcctcaactg : aaggagcata; tgtgt^btqa gagtctccca ttagaatatc agtatccaca 480 

gaaggagcaa atacttcttc atctacattqt acatccacca ctgggacaag ccatcttgta 540 

aaatgtgcgg agaaggagaa^ aactttct'gt gtigaatggag gggagtgctt catggtgaaa 600 

gacctttcaa ..acc'cctqgag.' atacttgtgq. aaagcatctt gggattgaat ttatggaggc 660 

ggaggagctg taq'cagaaga;-..^ ccqtqqttgt 720 

ggtcggcatc .afcgt^^ggytggcqtactg.-'caaaaqcaag aaacagcgga aaaagctgca - 780 

tgaqqgtctt'-cggcaga'gcc*^ atgatgaaca ttgccaatgg 840 
gcctcaccat cctaacccaq;cccccgagaa. tgtccagctg gtgaatcaat acgtatctaa ■ 900 
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aaacgtcatc 
tcactatact 
gagcaacgga 
• cgtagaaaac 
aggaggccct 
ccgagactct 
acctgtagat 
cgtgtccagc 
gagacctcta 
tcagcagttc 
ccccttgagg 
agagcctgt.t 
cattgctaac 
tgaaacagaa 
ggcagccagt 
aggccgcttc 
agaccctatt 



tcca'gtgagc 

•tccacagccc 

cacactgaaa 

agtaggcaca. 

cgtgaatgta 

cctcatagtg 

ttccaaacgc 

atgac'ggtgt. 

cttctcgtga 

agctccttc'cJ 

atagtggagg 

aagaaactcg : 

agat'tggaag 

gatgaaagag 

cttgaggeaa*. 

fccgacacagg 

gctgtat$ta - • 



atattgttga 
atcactccac 
gcatcctttc 
gcagcccaac 
acagcttcct 
aaagrgtatgt 
caagctcccc 
ccatgccttc 
caccaccaag 
accacaaccc 
atgaggagta 
fccaatagpcg 
tggacagcaa 
taggtgaaga 
cacctgcctt 
aagaaatcca 



gagagaagca 
tactgtcacc 
cgaaagccac 
tgggggccca 
caggcatgcc 
gtcagccatg 
caaatcgccc 
catggcggtc 
gctgcgggag 
cgcgcatgac 
tgaaacgacc 
gcgggccaaa 
cacaagctcc 
tacgcctttc 
ccgcctggct 
ggccaggctg 



gagacatcct 
cagactccta 
tctgtaatcg 
agaggacgtc 
agagaaaccc 
accaccccgg 
ccttcggaaa 
agccccttca 
aagaagtttg 
agtaacagcc 
caagagtacg 
agaaccaagc 
cagagcagta 
ctgggcatac 
gacagcagga 
tctagtgtaa 



tfctccaccag 
gccacagctg 
tgatgtcatc 
ttaatggcac 
ctgattccta 
ctcgtatgtc 
tgtctccacc 
tggaagaaga 
accatcaccc 
tccctgctag 
agccagccca 
ccaatggcca 
actcagagag 
agaaccccct 
ctaacccagc 
ttg'ctaacca 



960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1879 



<210> 355 
<211> 18-11- 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> A novel predicted alternative spliced variant 
,.<400> -355 ! • "■.-.'.'='- • 

atgtccgagc gcaaaga^gg- cagaggcaaa gggaagggca agaagaagga . gcgaggctcc 60 

ggcaagaagc cggagtccgc..$rgcgggca^c' cagagcccag ccttgcctcc ccaattgaaa 120 

gagatgaaaa gccaggaatc ggct^ca^gt tccaaactag tccttcggtg tgaaaccagt 180 

tctgaatact cctctct^ ggaatgaatt gaatcgaaaa 240 

aacaaaccac aaaatatcaa -gatacaaaaa aagccaggga agtcagaact tcgrcattaac 300 

aaagcatcac tggctgat t.c . . tggagagta atgtgcaaag ' t gatcagcaa at taggaaat 360 

gacagtgcct- ctgccaatat capcatcgtg gaatcaaacg agatcatcac tggtatgcca 420 

gcctcaactg aaggagcata tgtgtcttca t gagtctccca ttagaatatc agtatccaca 480 

gaaggagfcaa atac.ttcttc . atctacktct" acatccacca ctgggacaag ccatcttgta 540 

aaatgtgcgg . agaag^agaa, ' aactt tctgt gtgaatggag gggagtgc tt catggtgaaa 600 

gacctttcaa acccc.tcgag atacttgtgc aagtgcccaa atgagtttac tggtgatcgc 660 

tgccaaaAct ; acgtaatggc\cagcttctac agaaac.agcg gaaaaagctg catgaccgtc 720 

ttcggcagag ccttcggtct . gaacgaaaca atatgatgaa . c'attgccaat gggcctcacc 780 
atcctaaccc accccccgag.'aatgtccagc tggtgaatca atacgtatct aaaaacgtca ' 840 

tctccagtga .gcatattc^tVga^gagaag cagagacatc cttttccac.c agtcactata 900 

cttccacagc ccaLfccactqc;"/acjtactg^ca cccagactcc tagccacagc tggagcaacg. 96.0 
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gacacactga aagcatcctt tccgaaagcc actcfcgtaat cgtgatgtca tccgtagaaa 


1020 


. acagtaggca cagcagccca actgggggcc -caagaggacg tcttaatggc acaggaggcc 


1080 


ctcgtgaatg taacagcttc ctcaggcatg ccagagaaac ccctgattcc taccgagact 


1140 


ctcctcatag tgaaaggtat gtgtcagcca tgaccacccc ggctcgtatg tcacctgtag 


1200 


atttccacac gccaagctcc cccaaatcgc ccccttcgga aatgtctcca cccgtgtcca 


1260 


gcatgacggt gtccatgcct. tccatggcgg tcagcccctt catggaagaa gagagacctc 


1320. 


tacttctcgt gacaccacca aggctgcggg- agaagaagtt tgaccatcac cctcagcagt 


1380 


tcagctcctt ccaccacaac. cccgcgcatg acagtaacag cctccctgcfc agccccttga 


1440 


ggatagtgga ggatgaggag ■ tatgaaacga cccaagagta cgagccagcc caagagcctg 


1500 


ttaagaaact cgccaatagc' cggcgggcca aaagaaccaa gcccaatggc cacattgcta 


1560 


acagattgga agtg'cjacagc aacacaagct cccagagcag taactcagag agtgaaacag 


1620 


aagatgaaag- agtaggtcjaa gatiacgcctt tcctgggcat acagaacccc ctggcagcca. 


1680 


gtcttgaggc aacacct^cc ttg-pgcct'gg ctgacagcag gactaaccca gcaggccgct 


1740 


L-v-k-i-yat-ai-a y yaa^aaac^ ,udyyLuayyu uij(.^ta^Lyt daCLy CCadC CddydC C C Let 


1800 


ttgctgtata a ■ v . 

' • *" : • " 


1811 


<2io> 356 • 




<211> 1835' 




<212> DNA 




<213> Artificial : sequence - **.- . 




<22o> ;. ' ■ • ' . 




<223> A novel . predicted alternative spliced variant 




<400> 356 . 




atgtccgagc gcaaagaagg. cagaggcaaa gggaagggca agaagaagga gcgaggctcc 


60 


ggcaagaagc cggagtccgc ggcgggcagc cagagcccag ccttgcctcc ccaattgaaa 


120 


gagatgaaaa gccaggaatc ggctgcaggt tccaaactag tccttcggtg tgaaaccagt 


180 


tctgaatact cctctctcag attcaagtgg ttcaagaatg ggaatgaatt gaatcgaaaa 


240 


aacaaaccac aaaatatqaa gatacaaaaa aagccaggga agtcagaact tcgcattaac' 


300 


aaagcatcac tggc£gattc^tg£agagtat atgtgcaaag tgatcagcaa attaggaaat 


360 


gacagtgcct-' ctgdca^atat oapcatc^tg gaatcaaacg agatcatcac tggtatgcca 


420 


gcctcaactg aag^agbat^a ■ t^gtcttca gagtptccca ttagaatatc agtatccaca 


480 


gaaggagcaa atacttcttc' atqta.catct acatccacca qtgggacaag ccatcttgta 


540 


aaatgtgcgg agaaggagaa aactttcfegt gtgaatggag gggagtgctt catggtgaaa 


600 


gacctttcaa acccctcgag atacttgtgc aagtgcccaa atgagtttac tggtgatcgc 


660 


tgccaaaact acgiaatggc ; cagcttc^ac aagca'tcttg ggattgaatt -tatgggaaac 


720 


agcggaaaaa gctgcatgac cgtcttcggcr'agagccttcg gtctgaacga aacaatatga - 


780 


tgaacattgc . caatgggcct caccatccta, accaaccccc cgagaatgtc cagctggtga 


840 


atcaatacgt atctaaaaac gtcatctcca- gtgagcatat tgttgagaga gaagcagaga 


900 


catccttttc. caccagtcac; tatacttcca .cagcccatca ctccactact gtcacccaga 


960 


ctcctagcca cagctgga^c ' aacggacaca ctgaaagcat . cctttccgaa agccactctg 


1020 


taatcgtgat gtcatccgta. gaaaacagta- ggcacagcag cccaactggg ggcccaagag 


1080 



gacgtcttaa .tggcycaggi'ggct aatgtaacag cttcctcagg catgccagag 1140 
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aaacccctga ttcctaccga gactctc.ctc atagtgaaag gtatgtgtca gccatgacca 1200 

ccccggctcg tatgtcacct gtagatttcc .acacgccaag ctcccccaaa tcgccccctt 1260 

cggaaatgtc tccacccgtg tccagcatiga cggtgtccat gccttccatg gcggtcagcc 1320 

ccttcatgga agaagagaga cctctacttc tcgtgacacc accaaggctg cgggagaaga 1380 

agtttgacca . tcaccctcag cagtjtcacjct ccttccacca caaccccgcg catgacagta 1440 

acagcctccc tgctagcccc ttgaggatag tggaggatga ggagtatgaa acgacccaag 1500 

agtacgagcc agcccaagag* cctgttaaga aactcgccaa tagccggcgg gccaaaagaa 1560 

ccaagcccaa tggccacafct gctaacagat tggaagtgga cagcaacaca agctcccaga 1620 

gcagtaactc agagagtgaa- acagaagatg aaagagtagg tgaagatacg cctttcctgg 1680 

gcatacagaa, ccccctggca" gccagtct'tg aggcaacacc tgccttccgc ctggctgaca 1740 

gcaggactaa cccagcag^c . c^cttctcga cacaggaaga aatccaggcc aggctgtcta. 1800 

gtgtaattgc taaccaa^ac.'cctattgctg tataa 1835 

<210> 357 

<211> 1863 " ' : . 

<212> DNA 

<213> Artificial .sequence 
<220> • / . . ' .-: *:' 

<223> A novel .predicted- alternative spliced variant. 
<400> 357 . 1 . ""V '. " • 

atgtccgagc gcaaagaag^g cagaggcgaa gggaagggca agaagaagga gcgaggctcc 60 

ggcaagaagc cggagtccgc ■ ggcgggcfagc ' ca.gagcccag ccttgcctcc ccaattgaaa 120 

gagatgaaaa gccaggaatc ggctgcaggt. tccaaactag tccttcggtg tgaaaccagt 180 

tctgaatact cctctctcag attcaagtgg- ttc'aagaatg ggaatgaatt gaatcgaaaa 240 

aacaaaccac aaaatatcaa/'gat'acaaaaa .aagccaggga agtcagaact tcgcattaac 300 

aaagcatcac tggctgattc tggagagtat atgtgcaaag. tgatcagcaa attaggaaat 3 60 

gacagtgcct ctgccaatat caeca teg tg gaat.caaacg agatcatcac tggtatgeca 420 

gcctcaactg aaggagcata- tgtgtcttca gctacatcta catccaccac tgggacaagc 480 

catcttgtaa aatgtgcgga'.'gaaggagaaV actttctgtg tgaatggagg ggagtgcttc 540 

atggtgaaag acctttcaaa? • cccctcgaga tacttgtgca agtgcccaaa tgagtttact 600 

ggtgatcgc.t gecaaa'aeta.' egtiaa't^gee- agcttctaca aggeggagga gctgtaccag 660 

aagagagtgc igaccataac cggcatqtgc atcgccctcc ttgtggtcgg catcatgtgt. 720 

gtggtggcct actge^aac caagaaacag eggaaaaage tgcatgaccg tetteggcag 780 

agectteggt ■ ctgaacgaaa caatatgatg . aac'attgeca atgggcctca ccatcctaac 84 0 

ccaccccccg ^ agaa,tgtcca- _ gct^gtgfaa,t reaataegtat etaaaaaegt catctccagt 900 

gagcatattg ttgagagaga . agcagragaca tccttttcca ccagtcacta tacttccaca 960 

gcccatcact ccactactgt caeccaga'et cctagccaca gctggagcaa cggacacact 1020 

gaaagcat cc ttticcgaaag eca/pfcetgita , atcgtgatgt catcegtaga aaacagtagg 1080 

cacagcagcc. caactggggg cccaagagga cgtcttaatg gcacaggagg ccctcgtgaa 1140 

tgtaacagct: tc'ct^ cctaccgaga ctctcctcat 1200 

agtgaaaggt. atgt'gtcagc: catgaccacc ccggctcgta- tgtcacctgt agatttccac 1260 
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acgccaagct cccccaaatc gcccccttcg gaaatgtctc cacccgtgtc cagcatgacg 1320 

gtgtccaagc .cttccattjgc ggtcagcccc ttcatggaag aagagagacc tctacttctc 1380 

gtgacaccac caaggctgcg- ggagaagaag tttgaccatc accctcagca gttcagctcc 1440 

ttccaccaca accccgcgca tgacagtaac ^agcctccctg ctagcccctt gaggatagtg 1500 

gaggatgagg agtatgaaac gacccaagag tacgagccag cccaagagcc tgttaagaaa 1560 

ctcgccaata gccggcgggc caaaagaacc aagcccaatg gccacattgc taacagattg 1620 

gaagtggaca gcaacacaag ctcecagagc .agtaactcag agagtgaaac agaagatgaa 1680 

agagtaggtg aagatacgcc tttcctgggc atacagaacc ccctggcagc cagtcttgag 1740 

gcaacacctg ccttccgcct ggctgacagc aggactaacc cagcaggccg cttctcgaca 1800 

caggaagaaa tccaggccag. gctgtctagt gtaattgcta accaagaccc tattgctgta 1860 

taa 1863 

<210> 358 7 

<2ii> 1811 VV " ■ . 

<212> DNA { 
<213> Artificial "sequence*. 

<220> . . vf". 

<223> A novel . predicted .alternative spliced .variant 
<400> 358 : : \ v j 

atgtccgagc gcaaag^agg- cagagjgcaaa gggaagggca agaagaagga gcgaggctcc 60 

ggcaagaagc cggagtccgc ggcgggcagc cagagcccag ccttgcctcc ccaattgaaa 120 

gagatgaaaa gccaggaatc..ggctgcaggt tccaaactag tccttcggtg tgaaaccagt 180 

tctgaatact cctctctcag attcaagtgg ttcaagaatg ggaatgaatt gaatcgaaaa 240 

aacaaaccac aaaatatcaa gatacaaaaa aagccaggga agtcagaact tcgcattaac 300 

aaagcatcac tggctgattc . tggajgragtat atgtgcaaag tgatcagcaa attaggaaat 3 60 

gacagtgcct ctgccaatat . caeca teg tg gaatcaaacg agatcatcac tggtatgeca 420 

gcctcaactg aaggagcata _tgtgtcttca gaglictccca ttagaatatc agtatccaca 480 

gaaggagcaa atactt^ctte atc'tacatct acatc caeca ctgggacaag ccatcttgta 540 

aaatgtgcgg aga^ggagaa aactttctgt gtgaatggag gggagtgctt catggtgaaa 600 

gacctttcaa acqeptogag atac.ttgtge aagtgcccaa. atgagtttac tggtgatcgc 660 

tgecaaaact .acg^aat^gc';/cagcttctac..agaaacagcg gaaaaagctg catgaccgtc 720 

tteggcagag ccttcggtct , gaacgaaaca atatgatgaa cattgecaat gggcctcacc 780 

atcctaacc'c..accccccgag aatgtccagc tggtgaatca ataegtatet aaaaaegtea 840 

tctccagtga gcatattgtt .gagag4gaag cagagacatc cttttccacc agtcactata 900 

cttccacagc; cca'tpac^ cccagactcc tagccacagc tggagcaacg 960 

gacacactga aagcatccfct- tccgaaagcc ' actc'tgtaat cgtgatgtca teegtagaaa 102 0 

acagtaggca togtfagccca-act^ggggdc caagaggacg tcttaatggc acaggaggee 1080 

ctcgtgaatg ;t^acagctt9 " ctcaggcatg . ccagagaaac ccctgattcc taccgagact 1140 

ctcctcatag tgaaaggtat 'g^gtcageca tgaccacccc ggctcgtatg tcacctgtag 1200 

atttccacac gccaagctcc. ; c6ciaatcgc^ / ccc.ctt;cgga aatgtctcca cccgtgtcca 1260 

geatgaeggt gtccaagcct • teca'tggegg. tcagcccctt catggaagaa gagagacctc 1320 

tacttctcgt gacaccacca. -aggctgeggg agaagaagtt tgaccatcac cctcagcagt 1380 
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tcagctcct't ccaccacaac.cccgcgcatg acagtaacag cctccctgct agccccttga 144 0 

ggatagtgga ggatgaggag tatgaaacga cccaagagta cgagccagcc caagagcctg 1500 

ttaagaaact cgccaatagc cggdgggcca aaagaaccaa gcccaatggc cacattgcta 1560 

acagattgga agtggacagc aacacaagct cccagagcag taactcagag agtgaaacag 1620 

aagatgaaag. agta'ggtgaa gatacgcctt tcctgggcat acagaacccc ctggcagcca 1680 

gtcttgaggc aacacctgcc. ttccgcctgg ctgacagcag gactaaccca gcaggccgct 1740 

tctcgacaca ggaagaaatc caggccaggc tgtctagtgt .aattgctaac caagacccta 1800 

ttgctgtata a ■ . 1811 

<210> 359 
<211> 675' 
<212> DNA 

<213> -Artificial*'- sequence 
<220> 

<223> . A novel: predicted alternative spliced variant . 
<400> -35-9 ;• - V:.. •/•■-*"-" 

atgtccgagc .gcaaagaagg . cagaggcaaa gggaagggca agaagaagga gcgaggctcc 60 

ggcaagaagc cgga^ocgq ggcgggcagc cagagcccag ccttgcctcc ccaattgaaa 120 

gagatgaaaa ;gcca : gga^jtc. ggctgcaggt tccaaactag tccttcggtg tgaaaccagt 180 

tctgaatact cctctctcag -attcaagtgg ttcaagaatg ggaatgaatt gaatcgaaaa 240 

aacaaaccac aaaatatcaa gatacaaaaa aagccaggga agtcagaact tcgcattaac 300 

aaagcatcac tggctgattc tggagagtat atgtgcaaag tgatcagcaa attaggaaat 360 

gacagtgcct ctgcqaatat caeca tcgtg gaatcaaacg agatcatcac tggtatgcca 420 

gcctcaactg aaggagcata tgtgtcttca gctacatcta catccaccac tgggacaagc 480 

catcttgtaa aatgtgcgga gaaggagaaa actttctgtg tgaatggagg ggagtgcttc 540 

atggtgaaag acctttcaaa/ cccctcgaga tacttgtgca agtgcccaaa tgagtttact 600 

ggtgatcgct gecaaaacta cgtaatggcc agcttctaca gtacgtccac tccctttctg 660 

tctctgcctg aatag 675 

<210> 360 *. _ 
<211> 585 . '/:: 
<212> DNA-. } ..i\S- 
' <2 13 * ' Artificial - s'4<ju'ence; ' ■ : "* "•:*"*" 

<22o> '/ .*'■ * 
<223> ..A novel/predicted Alternative, spliced variant 

<4oo> 3^0 ■*•.;'.**'' . 

atgtccgagc gcaaagaagg- cagaggcaaa • gggaagggca agaagaagga gcgaggctcc 60 

ggcaagaagc cggagtc£cjfc,. ggcgggcagc cagagcccag ccttgcctcc ccaattgaaa 120 

gagatgaaaa gecaggaafco ggctgcaggt tccaaactag tccttcggtg tgaaaccagt 180 

tctgaatact cctotctcag attcaagtgg ttcaagaatg ggaatgaatt gaatcgaaaa 240 

aacaaaccac aaaatatcaa gatacaaaaa .aagccaggga agtcagaact" tcgcattaac 300 

. aaagcatcac '.tggdtgattd ^ ;tgQ^a^gtat;. atgtgcaaag tgatdagcaa attaggaaat 360 

•gacagtgcct ct'4ccaatat\\cacc.atdgtg gaatcaaacg agatcatcac tggtatgcca 420 

gcctcaactg aaggagcata' tgtgtcttca gctacattcta catccaccac tgggacaagc 480 
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catcttgtaa aatgtgcgga gaeggagaaa- actttctgtg tgaatggagg ggagtgcttc 540 

atggtgaaag acctttcaak cccctcgaga tacttgtgca agtaa 585 

<210> 361 
<211> 675 
<212> DNA 

<213> Artificial sequence 

<220> ;/ 
" <223> A novel ..predicted alternative spliced variant 

<400> 36i * "•... '• 

atgtccgagc gcaaagaagg cagaggcaaa . gggaagggca agaagaagga gcgaggctcc 60 

ggcaagaagc cggagtccgc ggcgggcagc cagagcccag ccttgcctcc ccgattgaaa 120 

gagatgaaaa gccagga'atc ggctgcaggt tccaaactag tccttcggtg tgaaaccagt 180 

tctgaatact cctctctcag attcaagtgg ttcaagaatg ggaatgaatt gaatcgaaaa 240 

aacaaaccac aaaatatcaa gatacaaaaa aagccaggga agtcagaact tcgcattaac 300 

aaagcatcac tggctgattc tggagagtat atgtgcaaag tgatcagcaa attaggaaat 360 

gacagtgcct ctgccaatat- caccatcgtg gaatcaaacg agatcatcac tggtatgcca 420 

gcctcaactg aaggagcata tgtgtcttca gctacatcta catccaccac tgggacaagc 480 
catcttgtaa aatgtgcgga • gaaggagaaa actttctgtg tgaatggagg ggagtgcttc . 540 

atggtgaaag acctttgaaa cccctcgaga tacttgtgca agtgcccaaa tgagtttact 600 

ggtgatcgctgccaaaacta. cgtaatggcc agcttctaca gtacgtccac tccctttctg 660 

tctctgcctg aatag. '\ 675 

<210> 362 

<211> 1634 ' 
<212> DNA 
• <213> Artificial /sequence . 

<220> 

<223> A novel predicted alternative spliced variant 
<400> 362 . ..' - 

atgtccgagc gcaaagaagg cagaggcaaa gggaagggca agaagaagga gcgaggctcc 60 

ggcaagaagc cggagtccgc ggcgggcagc cagagcccag ccttgcctcc ccgattgaaa 120 

gagatgaaaa gccaggaatc ggctgcaggt- tccaaactag tccttcggtg tgaaaccagt 180 

tctgaatact cctctctcag. attcaagtgg .ttcaagaatg ggaatgaatt gaatcgaaaa 240 

aacaaaccac aaaatatcaa. gatacaaaaa aagccaggga agtcagaact tcgcattaac 300 

aaagcatcac tggctgattc \tggagagtat. atgtgcaaag tgatcagcaa . attaggaaat 360 

gacagtgcct* ctgccaatat; cacca.tcgtg gaatcaaacg agatcatcac tggtatgcca 420 

gcctcaactg" aaLggagcata'; tgtgtcttca gctacatcta catccaccac tgggacaagc. 480 

catcttgtaa aatgtg^ tgaatggagg ggagtgcttc 540 

atggtgaaag acctttcaaa cccctcgaga tacttgtgca agtgccaacc tggattcact 600 

ggagcaagat .gtactg&gaa tgtgcccatg aaagtccaaa accaagaaaa ggcggaggag 660 

ctgtaccaga agagagtgct gaccataacc ggcatctgca tcgccctcct tgtggtcggc 720 

ateatgtgtg tggtggccfc'a' ctgcaaaacc 'aagaaaca'gc ggaaaaagct gcatgaccgt 780 

c tt cggcaga. • gcc ttcggt c ^gaacgaaac * aatatgatga acattgccaa tgggcc tcac 84 0 

catcctaacc "caccccccga "gaa-tgtccagr ctggtgaatc aatacgtatc taaaaacgtc 900 
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atctccagtg 
acttccacag 
ggacacactg 
aacagtaggc 
cctcgtgaat 
tctcctcata 
tccaaatgca 
ttgggcttca 
cccggctcgt 
ggaaatgtct 
cttcatggaa 
gtttgaccat 
ccgcggacgc 



agcatattgt 
cccajtcactc 
aaagcatcct 
acagcagccc 
gtaacagctt 
gtgaaagaqa 
tgcagatcca 
ttctctaaga 
atgtcacctg 
ccacccgtgt. 
gaagagagac 
caccctcagc 

gtgg 



' tgagagagaa 
cactactgtc 
ttccgaaagc. 
aactgggggc 
cctcaggcat 
taaccttata 
gctatcagca 
cccettggcc 
tagatttcca 
ccagcatgac 
ctctacttct 
agttcagctc 



gcagagacat 
acccagactc 
cactctgtaa 
ccaagaggac 
gccagagaaa 
gctgagctaa 
actcatctta 
tttaggaagg 
cacgccaagc 
ggtgtccatg 
cgtgacacca 
cttccaccac 



ccttttccac 
ctagccacag 
tcgtgatgtc 
gtcttaatgg 
cccctgattc 
ggagaaacaa 
gatcttcttc 
tatgtgtcag 
tcccccaaat 
ccttccatgg 
ccaaggctgc 
aaccccacgc 



cagtcactat 
ctggagcaac 
atccgtagaa 
cacaggaggc 
ctaccgagac 
ggcacacaga 
cattccccat 
ccatgaccac 
cgcccccttc 
cggtcagccc 
gggaga agaa 
gcccacgcgt 



<210> 3 63 

<211> 1617 .*'■.. 
<212>. DNA 

<213> Artificial, sequence 
<220> 

<223> A novel predicted alternative' spliced variant 
<400> 36*3 

atgtccgagc gcaaagaagg cagaggcaaa gggaagggca agaagaagga gcgaggctcc^ 
ggcaagaagc, cggagtccgc . ggcgggcagc cagagcccag ccttgcctcc ccgattgaaa 
gagatgaaaa gccaggaatc ggctgcaggt . tccaaactag tccttcggtg tgaaaccagt 
tctgaatact cctctctcag attcaagtgg ttcaagaatg ggaatgaatt gaatcgaaaa 
aacaaaccac aaaatatcaa . gatacaaaaa aagccaggga agtcagaact tcgcattaac 
aaagcatcac tggctgattc tggagagtat ' atgtgcaaag tgatcagcaa attaggaaat 
gacagtgcct ctgccaatat caccatcgtg .gaatcaaacg agatcatcac tggtatgcca 
gcctcaactg aaggagqata . tgtgt;ctfcca gagtctccca ttagaatatc agtatccaca 
gaaggagcaa atacttcttc. atctacatct; acatccacca ctgggacaag ccatcttgta 
aaatgtgcgg agaaggagaa. aactttctgt gtgaatggag gggagtgctt catggtgaaa 
gacctttcaa acccptcgag. atacttgtgc; aaaggcggag gagctgtacc agaagagagt 
gctgaccata. accggcat;ct gcatcgccct ccttgtggtc ggcatcatgt gtgtggtggc 
ctactgcaaa accaagaa;ac agcggaaaaa gctgcatgac cgtcttcggc agagccttcg 
gtctgaacga aacaatatga tgaacattgc caatgggcct caccatccta acccaccccc 
. cgagaatgt;c cagctggtga atdiatacgt atctaaaaac. gtcatctcca gtgagcatat 
tgttgagaga;gaagcagaga catcctttitc caccagtcac tatacttcca cagcccatca. 
.ctccactact .g|;cacc^ga : ct??ctagr9ca .cagct^gagc aacggacaca ctgaaagcat 
cctttccgaa agccact'ctg- taatcgtgat" ■ gtcatccgta gaaaacagta ggcacagcag 
cccaactggg ggccca^ag; gacg^c'ttaa -tggc.acagga ggccctcgtg aatgtaacag 
cttcctcagg catgccaga.g : aaacqcctga ttcctaccga gactctcctc atagtgaaag 



960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1634 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
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acataacctt atagctgagc taaggagaaa caaggcacac agatccaaat gcatgcagafc 1260 

ccagctatca gcaactcatc ttagat.cttc ttccattccc catttgggct tcattctcta 1320 

agaccccttg gcctttagga aggtatgtgt cagccatgac caccccggct cgtatgtcac 1380 

ctgtagattt ccacacgcca agctccccca aatcgccccc fctcggaaatg tctccacccg 1440 

tgtccagcat gacggtgt'cc atgccttcca tggcggtcag. ccccttcatg gaagaagaga 1500 

gacctctact tctcgtgaca ccafccaaggc. tgcgggagaa gaagtttgac catcaccctc 1560 

agcagttcag ctccttc.cac cacaacccca cgcgeccacg cgtccgcgga cgcgtgg 1617 

<210> 364 
<211> 1543 
<212> DNA • 

<213> Artificial, sequence 
<220> 

<223> A novel . predicted alternative spliced variant 
<400> 364 /' 

atgtccgagc- gcaaagaagg cagaggcaaa gggaagggca agaagaagga gcgaggctcc 60 

ggcaagaagc cggagtccgc ggegggcage cagagcccag ccttgcctcc ccgattgaaa 120 

gagatgaaaa gecaggaate ggctgcaggt tccaaactag tectteggtg tgaaaccagt 180 

tctgaatact cctctctcag att.caagtgg ttcaagaatg ggaatgaatt gaatcgaaaa 240 

aacaaaccac aaaatatcaa gatacaaaaa aagccaggga agtcagaact tegcattaac 300 

aaagcatcac tggctgattc . tggagagtat . atgtg : caaag tgatcagcaa attaggaaafc 360 

gaeagtgect ctgccaata.t caeca tegtg gaatcaaacg agatcatcac tggtatgeca 420 

gcctcaactg aaggagcp£a tgtgtcttca gagtctccca ttagaatatc agtatccaca 480 

gaaggagcaa atacttcttc atctacatct acatccacca ctgggacaag ccatcttgta 540 

aaatgtgcgg agaaggagaa aactttctgt gtgaatggag gggagtgctt catggtgaaa 600 

gacctttcaa acccctcgag atacttgtgc aagtgccaac ctggattcac tggagcaaga 660 

tgtactgaga atgtgcc.cat. gaaagtccaa aaccaagaaa aggeggagga gctgtaccag 720 

aagagagtgc tgaccataac cggcatctgc atcgccctcc ttgtggtcgg catcatgtgt 780 

gtggtggcct ^ctgeaaaac' caagaaacag eggaaaaage tgcatgaccg tetteggcag 840 

agectteggt ctgaacigaaa* caat^tgatg. aacattgcca atgggcctca ccatcctaac .900 

ccaccccccg agaatgtcca gctiggtgaat caataegtat etaaaaaegt catctccagt 960 

gagcatattg ttgagagaga agcagagaca tccttttcca ccagtcacta tacttccaca 1020 

gcccatcact ccacta,ctgt:. cacccagact cctagccaca ' gctggagcaa cggacacact 1080 

gaaagcatcc tttccgaaag- ccactctgta atcgtgatgt catcegtaga aaacagtagg 1140 

cacagcagcc ".caactggggg. ccca^'gagga' cgtcttaatg. gcacaggagg ccctcgtgaa 1200 

tgtaacagct . tcctcaggca 'tgcca^agaa. acccctgatt cctaccgaga ctctcctcat * 1260 

agtgaaaggt atg^gtcagc s catgacca.cc .ccggctcgta tgtcacctgt agatttccac . 1320 

acgccaagct..cccccaaatto gcdccctltcg gaaatgtctc cacccgtgtc cagcatgacg 1380 

gtgtccatgc , cttccatggc .ggtcagcctec- ttcatggaag aagagagacc - tctacttctc 1440 

gtgacaccac/caaTO tttgaccatc accctcagca gttcagctcc 1500 

ttccaccaca .acccpa : cg^ cgcggacgcg tgg 1543 
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<210> 365 
<211> 3543 
<212> DNA ' 

<213> Artificial . sequence 
.<220> 

<223> - A novel predicted- alternative .spliced variant 
<400> 365 

atgcgttccc cacggacgcg cggccggfccc gggcgccccc taagcctcct gctcgccctg 60 

ctctgtgccc- tgcgagcpaa ggtgtgtggg gcctcgggtc agttcgagtt ggagatcctg 120 

tccatgcaga acgtgaacgg ggagctgcag aacgggaact gctgcggcgg cgcccggaac 180 

ccgggagacc ^caagtgcaa ccgcgacgag tgtgacacat acttcaaagt gtgcctcaag 240 

gagtatcagt cccgcgtcac ggccgggggg ccctgcagct tcggctcagg gtccacgcct 300 

gtcatcgggg. gcaacacctt- caacctcaag gccagccgcg gcaacgaccg. caaccgcatc 360 

gtgctgcctt tcagtttcgc. ctggccgagg. tcctatacgt tgcttgtgga ggcgtgggat 420 

tccagtaatg acaccgttca acctgacagt attattgaaa aggcttctca ctcgggcatg 480 

atcaacccca gccggcagtg gcagacgctg aagcagaaca cgggcgttgc ccactttgag S40 

tatcagatcc gcgtgacctg tgatgactac tactatggct ttggctgcaa taagttctgc 600 

cgccccagag atgacttctt tggacactat gcctgtgacc agaatggcaa caaaacttgc 660 

atggaaggct ggatgggccc cgaatgtaac agagctattt gccgacaagg ctgcagtcct 720 

aagcatgggt cttgcaaact cccaggtgac tgcaggtgcc agtatggctg gcaaggcctg 780 

. tactgtgata agtgcatccc acacqcggga tgcgtccacg . gcatctgtaa tgagccctgg. 840 

cagtgcctct gtgagaccaa ctggsfgcgprc • cagctctgtg acaaagatct caattactgt 900 

gggactcatc agccgtgfcct caacggggga acttgtagca acacaggccc tgacaaatat 960 

cagtgttcct gccctgaggg gtattcagga . cccaactgtg aaattgctga gcacgcctgc 1020 

ctctctgatc cctgtcacaa cagaggcagc tgtaaggaga cctccctggg ctttgagtgt 1080 

gagtgttccc. caggctggkc* cggcc'ccaca tgctctacaa acattgatga ctgttctcct 1140 

aataactgtt cccacggggg cacctgccag gacctggtta acggatttaa gtgtgtgtgc 1200 

cccccacagt- .ggactgggaa' aacgtgccag ttagatatta atgactgcct tggccagtgt 1260 

cagaatgacg cctcctgtcsf. ggatttggtt.. aatggttatc gctgtatctg tccacctggc 1320 

tatgcaggcg atcactgtga; :gagiagacatc . gatgaatgtg ccagcaaccc ctgtttgaat 1380 

gggggtcact .gtca^aat'ga'aatca'abaga "ttacagtgtc tgtgtcccac tggtttctct 1440 

ggaaacctct ^cagctgga. catcgatt:at- tgtgagccta atccctgcca gaacggtgcc 1500 

cagtgctaca accgtgcc'acf :tgactatttc tgcaagtgcc ccgaggacta tgagggcaag 1560 

aactgctcac acctgaaaga/ ccactgccgc acgaccccct gtgaagtgat tgacagctgc 1620 

acagtggcca tggcttqqaa . cgacacaqct gaaggggtgc ggtatatttc ctccaacgtc 1680 

tgtggtcctc acgggaagtg, caagagtcag tcgggaggca' aattcacctg tgactgtaac • 1740 

aaaggctt ca ' cgggaacata '^c tgccatgaa; * aatattaatg ac tgtgagag caacccttgt 1800 

agaaacggtg. gcacttgcat /cgatggtgtc. aactcctaca agtgcatctg tagtgacggc 1860 

tgggaggggg :cctabtgt^.'aacqaat^tt • aatgactgca gccagaaccc ctgccacaat 1920* 

gggggcacgtgtcgcga^ actgtaaaaa tgggtggaaa 1980 

. ggaaagacct' gccactcaqg; tgap^'gt^a'g tgtgatgagg ccacgtgcaa caacggtggc 2040 
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acctgctatg atgaggggga tgcttttaag tgcatgtgtc ctggcggctg ggaaggaaca 


2100 


acctgtaaca tagc'ccgaaa cagtagctgc ctgcccaacc cctgcca taa tgggggcaca 


2160 


tgtgtggtca acggcgagtc ctttacgtgc gtctgcaagg aaggctggga ggggcccatc 


2220 


tgtgctcaga ataccaatga- ctgcagccct catccctgtt acaacagcgg cacctgtgtg 


2280 


gatggagaca actggtaccg gtgcgaatgt gccccgggtt ttgctgggcc cgactgcaga 


2340 


ataaacatca atgaatgbca gtcttcacct tgtgcctttg gagcgacctg tgtggatgag 


2400 


atcaatggct. accggtgtgt. ctgccctcca gggcacagtg gtgccaagtg ccaggaagtt 


2460 


tcagggagac cttgcatcac catggggagt ■ gtgataccag atggggccaa atgggatgat 


2520 


. gactgtaata cctgcc'agtg. cctg^atgga cggategcct gcfccaaaggt ctggtgtggc 


2580 


cctcgacctt gcctgctcca caaagggcac agcgagtgcc ccagcgggca gagctgcatc 


2640 


cccatcctgg acgaccagtg cttcgtccac ccctgcactg gtgtgggcga gtgtcggtct 


2700 


tccagtctcc' agccggtgaa gacaaagtgc .acctctgact cctattacca ggataactgt 


2760 


gcgaacatca catttacctt taacaaggag;. atgatgtcac caggtcttac tacggagcac 


2820 


atttgcagtg aattgaggaia tttgaatatt ttgaagaatg tttccgctga atattcaatc 


2880 


tacatcgctt gcgagc.ctta cccttcagcg aacaatgaaa tacatgtggc catttctgct 


2940 


gaagatatac gggaitgatgg. gaacc'cgatc aaggaaatca ctgacaaaat aatcgatctt 


3000 


gttagtaaac gtgatggaaa cagctcgctg attgctgccg ttgcagaagt aagagttcag 


3060 


aggcggcctc tgaagaacag- aacagatttc cttgrttccct tgctgagctc tgtcttaact 


3120 


gtggcttgga tctg'ttgctt ggtgacggcc ttctactggt gcctgcggaa gcggcggaag 


3180 


ccgggcagcc acacacaqtc agcctctgag gacaacacca ccaacaacgt . gcgggagcag . 


3240 - 


ctgaaccaga tcaaaaa'ccc - cattgagaaa catggggcca acacggtccc catcaaggat 


3300 


tacgagaaca- agaa-ctccaa^ aat^tctaaa ataaggacac acaattctga agtagaagag 


3360 


gacgacatgg acaaacaccJa gcagaaagcc cggtttgcca agcagccggc gtatacgctg 


3420 


gtagacaga.g aagagaa^cc ccccaacggc acgccgacaa aacacccaaa ctggacaaac 


3480 


aaacaggaca aCdy a^jaL U L yyaady L^v,U> v^ciy c*y L- L.a.d aiK^yaauyya y uauouv»y v»c» 


3540 


tag *':- -' . ; : ' 

" " : - ' * ■.■''*."■• 


3543 


<2X0> 366 V: \ 




. <211> 3483 • V--..- 








<213> ■Artifici^r.igeqpierice 




<220> ■ • ' ■ . . 




<223> A novel; -predicted' alternative spliced variant 




<400> 366 . V. "• 




atgcgttpcc cacggacgcg ' cggpcggtcc gggcgccccc taagcctcct gctcgccctg 


60 


ctctgtgccc tgcgagccaa sgtgtgtggg gcctcgggtc agttcgagtt ggagatcctg 


120 


tccatgcaga acgtcjaadgg.' ggagctgcag aacgggaact gctgcggcgg cgcccggaac 


180 


ccgggagacc gcaagtg'cac ccgcgacgag tgtgacacat acttcaaagt gtgcctcaag 


240 



gagtatcagfc .c'ccg^g^'ca^ gtccacgcct • 300 

gtcatcgggg a'ca^cacqtt; caacctckag gccagccgcg gcaacgaccg caaccgcatc 360 

gtgctgcctt ^ icaa^t^c.gc* ctggccgagg ' tcctatacgt tgcttgtgga ggcgtgggat 420 

.tccagtaatg acac'cgjtitica' acctsfacagt attattgaaa aggcttctca ctcgggcatg 480 
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atcaacccca gccggcagtg gcagacgctg aagcagaaca cgggcgttgc ccactttgag 540 

tatcagatcc gcgtgacctg. tgatgactac fcactatggct ttggctgcaa taagttctgc 600 

cgccccagag atgacttctt tggacactat gcctgtgacc agaatggcaa caaaacttgc 660 

atggaaggct ggatgggccc cgaatgtaac agagctattt gccgacaagg ctgcagtcct 720 

aagcatgggt cttgcaaact cccaggtgac tgcaggtgcc agtatggctg gcaaggcctg 780 

tactgtgata agtgcatcqc acacccggga tgcgtccacg gcatctgtaa tgagccctgg 840 

cagtgcctct gtgagaccaa -ctggggcggc cagctctgtg acaaagatct caattactgt 900 

gggactcatc agccgtgtet caae^gggga acttgtagca acacaggccc tgacaaatat 960 

cagfcgttcct gccctgkggg gtattcagga cccaactgtg aaattgctga gcacgcctgc 1020 

ctctctgatc cctgjtcacaa ',\ cagaggcagc tgtaaggaga cctccctggg ctttgagfcgt 1080 

gagtgfctccc . caggctggap cggccpcaca tgctctacaa acattgatga ctgttctccfc 1140 

aataactgtt- cccacggggg cacctgccag gacctggtfca acggatttaa gtgtgtgtgc 1200 

cccccacagt ggac.tgggaa . aacgtgccag tfcagatgcaa atgaatgtga ggccaaaccfc 1260 

tgtgtaaacg ccaaatcct£ ■ taagaatctc atfcgccagct actactgcga ctgtcttccc 1320 

ggctggatgg gtcagaabtg : * tgacataaat attaatgact gccttggcca gtgtcagaat 1380 

gacgcctcct gtcggctcfga- catcgattat tgtgagccta atccctgcca gaacggtgcc 1440 

cagtgctaca accgtgc'cag. tgactatttc tgcaagtgcc ccgaggacta tgagggcaag 1500 

aacfcgctcac acctjgaaaga ccactgccgc acgaccccct gtgaagtgat tgacagctgc 1560 

acagtggcca tggctt'ccaa cgacacacct gaaggggtgc ggtatatttc ctccaacgtc 1620 

tgtggtcctc acgggaagtg caagagtcag tcgggaggca aattcacctg tgactgtaac 1680 

aaaggcttca cgggaacata ctgccatgaa aatafctaafcg actgtgagag ' caacccttgt 1740 

agaaacggtg gcacttgcai cgafcggtgtc aactcctaca agtgcafcctg tagtgacggc 1800 

tgggaggggg cctactgtga aaccaatatti aatgactgca. gccagaaccc ctgccacaat 1860 

gggggcacgfc «gt cgcgac c t " ggfccaatgac t tctac tgtg ac tgtaaaaa tgggtggaaa 1920 

' ggaaagacdt . gccacjbcabg ■ tgacagtqag tgtgatgagg ccacgtgcaa caacggtggc 1980 

acctgctatg atgaggggga tgcttttaag tgaatgtgtc ctggcggctg ggaaggaaca 2040 

acctgtaaca tagcc:cgaaa cagtagctgc :ctgcccaacc cctgccataa tgggggcaca 2100 

tgtgtggtca acggcgagtc ctfctacgtgc gtctgcaagg aaggctggga ggggcccatc 2160 

• tgtgctcaga atacgaatga • ctgcagccct catccctgtt acaacagcgg cacctgtgtg 2220 

gatggagaqa actggtaccg. gfcgcgaatgt.gccccgggfct ttgctgggcc cgactgcaga 2280 

ataaacatca atgaatgcca . gtcttcacct tgtgcctttg gagcgacctg tgtggatgag 2340 

atcaatggct - accggtgtgfc ctgccctcca gggcacagtg gtgccaagtg ccaggaagtt .2400 

tcagggagac cttgcatcac catggggapt gtgataccag- atggggccaa atgggatgat 2460 

gactgtaata cctgcc'agtg:,cct:gaatg^a; cgga'tcgcct gctcaaaggt ctggtgtggc 2S20 

cctcgacctt. gcct^cfcpca; caaacjfggcac agcgagtgcc ccagcgggca gagctgcatc 2580 

■ cccatcfftgg acg^c^^ gtgtgggcga gtgtcggtct 2640 

tccagtctcd a^cc^gt^aa? gacaaagtgc acctctgact cctafctacca ggataactgt 2700 

gcgaacatca cafcttkcctt;.' IpaSLdaaggag atgat/gtcac caggtcttac tacggagcac 2760 
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atttgcagtg aattgaggaa tttgaatatt 
tacatcgctt gcgagcctto cccttcagcg 
gaagatatac gggatgatgg gaacccgatc 
gttagtaaac gtgatgga'aa cagctcgctg 
aggcggcctc tgaagaacag aacagatttc 
gtggcttgga tctgttgctt .gsrtgacggcc 
ccgggcagcc -acacacactc age etc t gag 
ctgaaccaga tcaaaaaccc catfcgagaaa 
tacgagaaca agaactccaa aat^tctaaa 
gacgacatgg acaaacacca gcagaaagcc' 
gtagacagag - aagagaagcc ccccaacggc 
aaacaggaca .adagagactt ggaaagtgcc 
tag 



<210> 367 

<211> 3540 

<2X2> DMA. , 

<213 > Art'if icial ; sequence 
<220> 
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ttgaagaatg 
aacaatgaaa 
aaggaaatca 
•attgctgccg 
cttgttccct 
ttctactggt 
gacaacacca 
catggggcca 
ataaggacac 
cggtttgcca 
acgccgacaa 
cagagcttaa 



tttccgctga 
tacatgtggc 
ctgacaaaat 
ttgcagaagt 
tgctgagctc 
gcctgcggaa 
ccaacaacgt 
acacggtccc 
acaattctga 
agcagccggc 
aacacccaaa 
accgaatgga 



atattcaatc 
catttctgct 
aatcgatctt 
aagagttcag 
tgtcttaact 
gcggcggaag 
gcgggagcag 
catcaaggat 
agtagaagag 
gtatacgctg 
ctggacaaac 
gtacatcgta 
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2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3483 



<223> A . novel, -predicted alternative spliced variant 
<400> 367 

atgcgttccc cacggacgcg cggccggtcc gggcgccccc taagcctcct gctcgccctg 60 

ctctgtgccc tgcgagccaa ggtgtgtggg gcctcgggtc agttcgagtt ggagatcctg 120 

tccatgcaga acgtgaacgg ggagctgcag aacgggaact gctgcggcgg cgcccggaac 180 

ccgggagacc gcaagtgcac ccgCgacgag tgtgacacat acttcaaagt gtgcctcaag 240 

gagtatcagt cccgcgtcae ggccgggggg ccctgcagct tcggctcagg gtccacgcct 3 00 

gtcatcgggg gcaacac.ct.t caacctcaag gccagccgcg gcaacgaccg caaccgcatc 360 

gtgctgcctt tcagtttcgc ctggccgagg tcctatacgt tgcttgtgga ggcgtgggat 420 

tccagtaatg acacfcgtica acctgacagt attattgaaa aggcttctca . ctcgggcatg 480 

atcaacccea gccg^cagk^; gcaga^cl^g aagcagaaca cgggcgttgc ccactttgag 540 

tatcagatcc gcgt^cctg tgafcga'ctac : tactatggct ttggctgcaa taagttctgc 600 

• cgccccagag atgacttctt. tggacactat : gcctgtgacc agaatggcaa caaaacttgc 660 

atggaaggot ggat;gggccc ' cgaatgtaac agagctattt gccgacaagg ctgcagtcct 720 

aagcatgggt cttgcaaact cccaggtgac tgcaggtgcc agtatggctg gcaaggcctg 780 

tactgtgata agtgcafce'cc acacccggga, tgcgtccacg gcatctgtaa tga'gccctgg 840 

cagtgcctcf, gtgagaccaa ctggggcggc cagctctgtg acaaagatct caattactgt 900 

gggactcat;c agccgtgtcfc caacggggga acttgtagca acacaggccc tgacaaatat 960 

cagtgttcct gccctgaggg. gtattcagga cccaactgtg aaattgctga gcacgcctgc 1020 

ctctctgatc - cctgtcacaa cagaggcagc tgtaaggaga cctccctggg ctttgagtgt 1080 

. gagtgtt.ccc ca$gct$gac cggcccc.aca tgctctacaa acattgatga . ctgttctcct 1140 * 

aataactgte .qccapg^ acggatttaa gtgtgtgtgc 1200 

ccccca.cagfc ?gact.gggaa aacgtgcqag ttagatgcaa atgaatgtga ggccaaacct 1260. 
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tgtgtaaacg ccaaatcctg taagaatctc 
ggctggatgg gtcagaattg tgacataaat 
gacgcctcct gtcgggattt ggttaatggt 
ggcgatcact gtgagagaga catcgatgaa 
cactgtcaga atgaaatcaa cagattccag 
ctctgtcagc tggacatcga ttattgtgag 
tacaaccgtg cca'gtgadta tttctgcaag 
tcacacatga aagaccactg ecgcacgacc 
gccatggctt ccaacgacac acctgaaggg 
cctcacggga agtgcaagag tcagtcggga 
ttcacgggaa catactgcca , tgaaaatafct 
ggtggcactt gcatcgatgg tgtcaacticc 
ggggcctact ^tgaaadcaa. tattaatgac 
acgtgtcgcg acctggtcaa tgacttctac 
acctgccagfc cacgtgagag- tc'agtgtga't 
tatgatgagg ..gggatgcttt. taagtgcatg 
aacatagata ccaatgactg cagccctvCat 
ggagacaact .gsrtaccggtg- cgafatgtgcc 
aacatcaatg- aatgceagtc. ttcaccttgt 
aatggctacc ggtgtgtctg, ccctccaggg 
gggagacctt gcatcaccat ggggagtgtg 
tgtaatacct gccagfcgccfc gaatggacgcf 
cgaccttgcc tgctpcacaa agggcacagc 
atcctggacg accagtgctt . cgfcccacccc 
agtctccagc cggtgaagac aaagtgcace 
aacatcacat ttacctttaa.. caaggagai.tg 
tgcagtgaat 'tga|rgaattt: gaatattttg. 
atcgcttgcg 'agcctt'cccc " ttcagcgaac 
gatatacggg atgatgggaa accgatcaag 
agtaaacgtg atggaaadag" ct'cgotgatt 
cggcctctga agaacagaac-. dgatt'tcctfc 
gcttggatct gttgcttggt -.gacggccttc 
ggcagccaca .dacacfcciagc • ctctgaggac 
aaccagatca aaaaccccat tgagaaacat 
gagaacaaga ac tqcaaaat gtdtaaaa ta 
gacatggaca .aacaccagca gaaa'gcccgg 
gacagagaag a'gaagccccc . caaaggcacg 
caggacaaca gagabttgga: cLagtgcccag 



attgccagct actactgcga 
attaatgact gccttggcca 
tatcgctgta tctgtccacc 
fcgtgccagca acccctgttt 
tgtctgtgtc ccactggttt 
cctaatccct gccagaacgg 
tgccccgagg actatgaggg 
ccctgtgaag tgattgacag 
gtgcggtata tttcctccaa 
ggcaaattca cctgtgactg 
aatgactgtg agagcaaccc 
tacaagtgca tctgtagtga 
tgcagccaga acccctgcca 
tgtgactgta aaaatgggtg 
gaggdcacgt gcaacaacgg 
tgtcctggcg gctgggaagg 
ccctgttaca acagcggcac 
ccgggttttg ctgggcccga 
gcctttggag cgacctgtgt 
cacagtggtg ccaagtgcca 
ataccagatg gggccaaatg 
atcgcctgct caaaggtctg 
gagtgcccca gcgggcagag 
tgcactggfcg tgggcgagtg 
tctgactcct attaccagga 
atgtcaccag gtcttactac 
aagaatgttt ccgctgaata 
aatgaaatac atgtggccat 
gaaatcactg acaaaataat 
gctgccgttg cagaagtaag 
gttcccttgc tgagctctgt 
tadtggtgcc tgcggaagcg 
aacaccacca acaacgtgcg 
ggggccaaca cggtccccat 
aggacacaca attctgaagt 
tttgccaagc agccggcgta 
ccgacaaaac acccaaactg 
agcttaaacc- gaatggagta 



ctgtcttccc 
gtgtcagaat 
tggctatgca 
gaatgggggt 
ctctggaaac 
tgcccagtgc 
caagaactgc 
ctgcacagtg 
cgfcc tgfcggfc 
taacaaaggc 
ttgtagaaac 
cggctgggag 
caatgggggc 
gaaaggaaag 
tggcacctgc 
aacaacctgt 
ctgtgfcggat 
ctgcagaata 
ggatgagatc 
ggaagtttca 
ggatgatgac 
gtgtggccct 
ctgcatcccc 
tcggtcttcc 
taactgtgcg 
ggagcacatt 
ttcaatctac 
ttctgctgaa 
cgatcttgtt 
agttcagagg 
cttaactgtg 
gcggaagccg 
ggagcagctg 
caaggattac 
agaagaggac 
tacgctggta 
gacaaacaaa 
catcgtatag • 



1320 
1380 
1440 
1500 
1560 
1620 
1680 
174 0 
1800 
1860 
192 0 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
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<210> 368 
<211> 3547 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> A novel predicted alternative spliced variant 
<400> 368 

atgcgttccc cacggacgcg cggccggtcc gggcgccccc taagcctcct gctcgccctg 60 

ctctgtgccc tgcgagccaa -ggtgfcgtggg gcctcgggtc agttcgagtt ggagatcctg 120 

tccatgcaga acgtgaacgg ggagctgcag aacgggaact gctgcggcgg cgcccggaac 180 

ccgggagacc gcaagtgcac ccgcgacgag tgtgacacat acttcaaagt gtgcctcaag 240 

gagtatcagt cccgcgtcac ggccgggggg ccctgcagct tcggctcagg gtccacgcct ' 300 

gtcatcgggg gcaacacctt caacc'tcaag gccagccgcg gcaacgaccg caaccgcatc 360 

gtgctgcctt tcagtfctcg'c. ctggacgagg tcctatacgt tgcttgtgga ggcgtgggat * 420 

tccagtaatg acaecgttca acctgacagt attattgaaa aggcttctca ctcgggcatg 480 

atcaacccca gccggcagtg. gcagacgctg aagcagaaca cgggcgttgc ccactttgag 540 

tatcagatcc gcgtg^cctg" tgatgactac tactatggct -ttggctgcaa taagttctgc 600 

cgccccagag atgacttctt tggacactat gcctgtgacc agaatggcaa caaaacttgc 660 

atggaaggct ggatgggccc cgaatgtaac .agagctattt gccgacaagg ctgcagtcct 720 

aagcatgggt cttgcaaacfc cccaggtgac tgcaggtgcc agtatggctg gcaaggcctg 780 

tactgtgata agtgcatccc acacccggga tgcgtccacg . gcatctgtaa tgagccctgg 840 

cagtgcctct gtgagaccaa ctggggcggc cagctctgtg acaaagatct caattactgt 900 

gggactcatc agccgtgtct caacggggga acttgtagca acacaggccc tgacaaatat 960. 

cagtgttcct gccqtgaggg gtattcagga cccaactgtg aaattgctga gcacgcctgc 1020 

ctctctgatc cctgtcacaa cagaggcagc tgtaaggaga cctccctggg ctttgagtgrt 1080 

gagtgttccc caggctggac cggccccaca tgctctacaa acattgatga ctgttctcct 1140 

aataactgtt cccacggggg cacctgccag, gacctggtta acggatttaa . gtgtgtgtgc ' ' 1200 

cccccacagt • ggactgg'gaa aacgtgccag ttagatgcaa atgaatgtga ggccaaacct .1260 

tgtgtaaacg ccaaatcctg taagkatctc attgccagct actactgcga ctgtcttccc. 1320 

ggctggatgg gtcagaattg . tgacataaat attaatgact gccttggcca gtgtcagaat 1380 

gacgcctcct gtcgggattt*;ggtt^atggt tatcgctgta tctgtccacc tggctatgca 1440 

ggcgatcact .gtgagagaga catcgatgaa tgtgccagca acccctgttt gaatgggggt 1500 
cactgtcaga. atgaa.atc.aa cagattccag tgtctgtgtc ccactggttt ctctggaaac . 1560 

ctctgtcagc tggacat^ga* ttattgtgag -cctaatccct gccagaacgg tgcccagtgc 1620 

tacaaccgtg ccac^gacta tttctgcaag tgqcccgagg actatgaggg caagaactgc 1680 

tcacacctga a'agaccactg ccgcacgacc ccctgtgaag tgattgacag ctgcacagtg 1740 

gccatggctt ccaacgacac acctgaaggg gtgcggtata tttcctccaa cgtctgtggt 1800 

cctcacggga agtgcaagag, tcagtcggga ggcaaattca cctgtgactg taacaaaggc 1860 

ttcacgggaa catactg'cca tgaaaatatt aatgactgtg agagcaaccc ttgtagaaac 1920 

ggtggcactt gcatcgatijg tgtcaactcc tacaagtgca tctgtagtga cggctgggag 1980 

ggggcctact gtgaaaccaa tattaatgad tgcagccaga acccctgcca caatgggggc 2040 
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acgtgtcgcg acctggtcaa tgacttcfcac tgtgactgta aaaatgggtg gaaaggaaag 2100 

acctgccact cacgtgacag tcagtgtgat gaggccacgt gcaacaacgg tggcacctgc 2160 

tatgatgagg gggatgcttt taagtgcatg tgtcctggcg gctgggaagg aacaacctgt 2220 

aacatagccc gaaacagtag ctgcctgccC aacccctgcc ataatggggg cacatgtgtg 2280 

gtcaacggcg agtcctttac. gtgcgtctgc aaggaaggct gggaggggcc catctgtgct 2340 

cagaatacca atgactgcag ccctcatccc tgtjtacaaca gcggcacctg tgtggatgga 2400 

gacaactggt accggtgcga atgtgccccg ggttttgctg ggcccgactg cagaataaac 2460 

atcaatgaat gccagtcttc accttgtgcc tttggagcga cctgtgtgga tgagatcaat 2520 

ggctaccggt gtgtctgccc tccagggcac agtggtgcca agtgccagga aggtctggtg 2580 

tggccctcga ccttgcctgc tccacaaagg gcacagcgag tgccccagcg ggcagagctg 2640 

catccccatc ctggacgacc. agtgcttcgt ccacccctgc actggtgtgg gcgagtgtcg 2700 

gtctfcccagt ctccagccgg tgaagacaaa gtgcacctct gactcctatt accaggataa 2760 

ctgtgcgaac atcaca.fctta. cctttaaoaa ggagatgatg tcaccaggtc ttactacgga 2820 

gcacatttgc : agt.jgaattga ggaatttgaa tattttgaag aatgtttccg ctgaatattc 2880 

aatctacatc gcttgc'gagc cttccccttc agcgaacaat gaaatacatg tggccatttc 2940 

tgctgaagat atacgggatg atgggaaecc . gatcaaggaa atcactgaca aaataatcga 3 000 

. tcttgttagt aaacgtgatg *gaaacagctc :gctgattgct gccgttgcag aagtaagagt 3 060 

' tcagaggcgg "cctctgaagaacagaacaga tttccttgtt cccttgctga gctctgtctt 3120 

.aactgtggct tggatctgtfc. gcttggtgac ggccttctac tggtgcctgc ggaagcggcg 3180 

gaagccgggc agcjcacacac actcagcctc tgaggacaac accaccaaca acgtgcggga 3240 

gcagctgaac cagatcaaaa accccattga gaaacatggg gccaacacgg tccccatcaa 3300 

ggattacgag aacaagaact ccaaaatgtc taaaataagg acacacaatt ctgaagtaga 3360 

agaggacgac atggacaaac accagcagaa agcccggttt gccaagcagc cggcgtatac 3420 

gctggtagac agagaagaga agc<?ccccaa cggcacgccg acaaaacact caaactggac 3480 

aaacaaacag gacaacajgag act'tggaaag tgcccagagc ttaaaccgaa tggagta'cat 3540 

• cgtatag' - --. 3547 

<2io> 369-V.. 1: • * 
<2ii> 7302' ;: . ' 
<2i2> dna ; 

<213> Artificial sequence 
<220> " .♦. ■. . .. . .; •:- 

<223> A .novel, predicted alternative, spliced variant 
<400> 369 . /. V- • \; 

atgcccgccc tgcgccccgc; tctg'ctgtgg gcgctgctgg cgctctggct gtgctgcgcg 60 

gcccccgcgc atgcattgca gtgtcgagat ggctatgaac cctgtgtaaa tgaaggaatg 120 

tgtgttacct accacaat.gg " cacaggatac tgcaaatgtc cagaaggctt cttgggggaa 180 

tattgtcaac atcgagac'cc ctgtgagaag aaccgctgcc agaatggtgg gacttgtgtg 240 

gcccaggcca tgctg'gggaa- agccacgtgc cgatgtgcct cagggtttac aggagaggac 3 00 

tgccagtac.t ' caa^cat'ctca tccatgcttt gtgtctcgac cctgcctgaa tggcggcaca 360 

tgccatatgc tcagcc^gga ' tacctatgag tgcadcfcgtc * aagtcgggtt tacaggtaag 420 
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gagtgccaat ggacggatgc ctgcctgtct catccctgtg 
actgtggcca accagttctc ctgcaaa;tgc ctcacaggcfc 
actgatgtca atgagtgtga cattccagga cactgccagc 
ctgcctggtt cctaccagtg. ccagtgccct aagggcttca 
ctgtatgtgc . cctgtgcacc • ctcaccttgt gtcaatggag 
gacttcactt ttgagtgcaa ctgccttcca ggttttgaag 
attgatgact gccctaac'ca, caggtgtcag. aatggagggg 
acttacaact gccgctgtcc cccacaatgg acaggacagfc 
gaatgcctgc tgcagcccaa' tgcctgtcaa aatgggggca 
ggctatggct gtgtaitcftgt caacggctgg agtggagatg 
gattgtgcct tcgcctcctg- tacfeccaggc tccacctgca 
tcttgcatgt gcccagagcrg gaaggcaggt ctcctgtgtc 
agcaatcctt gccacaa^gcf ' ggcacfcgtgt . gacaccaacc 
tgcacctgcc cacaaggcta . caaaggg^c t gactgcacag 
atggccaata . gcaatccttg tgagcatgca ggaaaatgtg 
cactgtgagt gtctgaaggg ttatgcagga cctcgttgtg 
cattcagacc. cctgbcagaa tgatgctac$c tgtfc'tggata 
ctgtgcatgc cagg.tttcao tgggccagtt ' tgccagattg 
actccgtgtc tgaatggcfgpv aaag t g W tc gatcacccga 
gccacaggtt fccactggtgfc' gfctgtgtgag gagaacattg 
tgccaccatg gtcagtgtca ggatggtatt gat.tcctaca 
tacatgggcg ccafcctgcag . tgaccagcttt. gatgaatgtt 
gatggtcgct gcafetgacct ggtcaatggc taccagtgca 
ggggttaatt gtgaaattaa -ttttgatgac. tgtgcaagta 
tgtatggatg gcatfcaatcg ctacagttgt gtctgctcac 
tgtaacattg • acatfcgatga' gtgt.gcctcc aatccctgtc 
aacggtgtga atggtttdlcg cfcgfcatafcgc cccgagggac 
tcacaggtga ,acgaatg/2fct'' gagcaatccc ■ tgcatccatg 
agtggatata' agtgtctdtg , tgatgcaggc tgggttggca 
. aatgaatgcc- tttcga^tcc . afcgci^g^&t ggaggaactt 
tacaggtgta , cttgcaagaa .gggcfettaaa" ggctataact 
. tgtgcctcaa , atccatg'cfct . gaaccaagga acQtgctttg 
tgccactgtg tgctgccata .cacaggcaiag aattgtcaga 
ccaaaccctfc gtgagaatgc; tgctgfcttgc aaagagtcac 
tgcttgtgtg ctcp.tggctg.' gcaaggtcag. cgghgtacca 
tccaagccct gcatgaapca . tcfgtctctgc cataacaccc 
tgtccaccag gcfctcagjtgg^ tat'ggactgt-'gaggaggaca 
ccttgccaga atggaggttc * ctgtatggat . ggagtgaata 
ccgggtttca ctggggata3.;gtgccagaca. gacatgaatg 
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caaafcggaag 


tacctgtacc 


480 


tcacagggca 


gaaatgtgag 


540 


atggtggcac 


ctgcctcaac 


600 


caggccagta 


ctgtgacagc 


660 


gcacctgtcg 


gcagactggt 


720 


ggagcacctg 


tgagaggaat 


780 


tttgtgtgga 


tggggtcaac 


840 


tctgcacaga 


ggatgtggat 


900 


cctgtgccaa 


ccgcaatgga 


960 


actgcagtga 


gaacattgat 


1020 


tcgaccgtgt 


ggcctccttc 


1080 


atctggatga 


tgcatgcatc 


114 0 


ccctaaatgg 


gcaatatatt 


1200 


aagatgtgga 


tgaatgtgcc . 


1260 


tgaacacgga 


tggcgcc.ttc 


1320 


agatggacat 


caatgagtgc 


13 80 


agattggagg 


cttcacatgfc 


1440 


atattgatga 


ctgttccagt 


1500 


atggctatga 


atgccagfcgt 


1560 


acaactgtga 


ccccgatcct 


1620 


cctgcatctg 


caatcccggg 


1680 


acagcagccc 


ttgcctgaac 


1740 


actgccagcc 


aggcacgtca 


1800 


acccttgtat 


ccatggaatc 


1860 


caggattcac 


agggcagaga 


1920 


gcaagggtgc 


aacatgtatc 


1980 


cccatcaccc 


. cagctgcfcac . 


2040 


gaaactgtac 


tggaggtctc " 


2100 


tcaactgtga 


agtggacaaa 


2160. 


gtgacaatct 


ggtgaatgga 


2220 


gccaggtgaa 


tattgatgaa 


2280 


atgacataag 


tggctacacfc 


2340 


cagtattggc 


tccctgfctcc 


2400 


caaattttga. gagttatacfc 


2460 


ttgacattga 


cgagtgtatc 


2520 


agggcagcta 


catgtgtgaa 


2580 


ttgat'gactg ccttgccaat 


2640 


ctttctcctg 


cctctgcctt 


2700 


agtgtctgag tgaaccctgt 


2760 
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aagaatggag gga'cctgctc . tgacfcacgtc aacagttaca 
tttgatggag tccattgtga gaacaacatc. aatgagtgca 
ggtggcacat gtgttga'tgg* gatfcaactcc ttctcttgct 
ggatccttct gcctccatga gatcaatgaa tgcagctctc 
acgtgtgttg atggcctggg; tacctaccgc tgcagctgcc 
aactgtcaga ccctggtgaa .fcctctgcagfc cggrtctccat 
gttcagaaaa aagcagagfcc ccagtgccta tgtccafcctg 
gacgtgccca a'tgtctcttg- tgacatagca gcatccagga 
ttgtgccagc actcagg'tgt ctgcatcaafc gctggcaaca 
ctgggcfcata ctgggagefca .ctgtgaggag caaetcgatg 
cagcacgtjgg .caacat'geag .tgacttcatfc ggtgga'taca 
tatcagggtg tcaactgtga' gfcatgaagtg gatgagtgcc 
ggaggcacc t gtattgacc • t gt gaac c at fc tcaagtgc t • 
ggcctactct gtgaaga'gaa . eattgatgac, tgtgcccggg 
ggtcagtgca tggatagga't. tggagcjctac. asrtt g tcgct 
gagcgfctgtg .agggagacafc • caacgkgtgc ctctccaacc 
ctggactgta tacagcit.cac'. caafcgaetac ctgtg/tgtfct 
cggcactgtg aaaectfccgt cgatgtgtgt ccccagatgc 

' tgtgctgtgg ccagtaacat gccltgatggt fctc'atttgcc 
ggggcaaggt gccagagcag ctgtgfgacaa .gtgaaatgta 
cacaccgcct ctggaccccg ctgcfctc tgc\ cccagtcccc 
gccagtagcc cctgccagca ' cgggggcagc tgccaccctc 
tcctgccagt gtgccccacc' atfcctqgggt agccgctgtg 

.agcacccctc ctgecacctg; tcfcgagcqag tattgtgccg 
tgtgatgagg cctgcaacag ccatgcctgc. cagtgggatg 
atggagaacc cctgggccaa. ctgctcctcc ccacttccct 
cagtgtgatg agc^gtgcaa ; cacggt'cgag tgcctgtttg 
"aacagcaaga catgcaa^a>.tgac^at4c .tgtgcagacc 
gaccaggggt gcaacaigtga; ■ ggagtgtggfr tgggatgggc 
cctgagaac'c; tggcagaa^g' taqcctgsftt attgtggtat 

. ctccaggatg -.ctcgcagc.fct ■■ ctfcgcggrgca ctgggtaccc 
attaagcggrg actcpca^g^g. gga^ctcatg- gtgtacccct ' 
gctatgaaga aacagagga't. gaqa'cgcaga tcccfctcctg 
gctggctcta aagtctttct ggaaattcjfcc aaccgccagt 
tgcttcaaga :acacgga=fctjc agcagcagct -ctactggcct 
ctgtcatacc '.ctcjttgtgtp'" tg'tcgtcagt". gaafcccctga 
ctctatctcc. •ttgctgttgc: ,.tgttgtcatc' attctgttta 
atggcaaaac 'gaaagcgtaa gcatggptct ctc't'ggctgc 



cttgcaagtg 


ccaggcagga 


2820 


ctgagagctc 


ctgtttcaat 


2880 


tgtgccctgt 


gggtttcact 


2940 


atccatgcct 


gaafcgaggga 


3000 


ccctgggcta 


cactgggaaa 


3060 


gtaaaaacaa 


aggtacttgc 


3120 


gatgggctgg 


tgccfcattgt 


3180 


gaggtgtgct 


tgttgaacac 


3240 


cgcattactg 


tcagtgcccc 


3300 


agtgtgcgtc 


caacccctgc 


3360 


gatgcgagtg 


tgtcccaggc 


3420 


agaatcagcc 


ctgccagaat 


3480 


cttgcccacc 


aggcactegg • 


3540 


gtccccattg 


ccttaatggt 


3600 


gcttgcctgg 


ctttgctggg 


3660 


cctgcagctc 


t gaggg cage 


3720 


gccgtagtgc 


ctttactggc 


3780 


cctgcctgaa 


fcggagggacfc 


3840 


gttgtccccc 


gggattttcc 


3900 


ggaaggggga 


gcagtgtgtg 


3960 


gggactgcga 


gtcaggctgt 


4020 


age gc cage c 


tccttattac 


4080 


aactctacac 


ggcacccccc 


4140 


acaaagctcg 


ggatggcgtc 


4200 


ggggtgactg 


ttctctcacc 


4260 


gctgggatta 


tatcaacaac 


4320 


acaactttga 


atgccagggg 


43 80 


acttcaaaga 


caaccactgt • 


4440 


tggactgtgc 


tgctgaccaa 


4500 


tgatgccacc 


tgaacaactg 


4560 


tgctccacac 


caacctgcgc 


4620 


attatggtga 


gaagtcagct 


4680 


gfcgaacaaga 


acaggaggtg 


4740 


gtgttcaaga 


ctcagaccac 


4800 


ctcacgccat 


acaggggacc 


4860 


ctccagaacg 


cactcagctc 


4920 


ttattctget 


gggggtaatc 


4980 


ctgaaggttt 


cactcttcgc 


5040 
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cgagatgcaa gcaatcacaa gcgtcgtgag- ccagtgggac aggatgctgt ggggctgaaa 5100 

aatctctca'g tgcaagtct'c. agaagctaac ctaattggta ctggaacaag tgaacactgg 5160' 

gtcgatgatg aagggcccca gccaaagaaa gtaaaggctg aagatgaggc cttactctca 5220 

gaagaagatg accceattga tcgacggcca t'ggacacagc agcaccttga agctgcagac 5280 

atccgtagga caccatcgct" ggctctcacc cctcctcagg cagagcagga ggtggatgtg 5340 

ttagatgtga atgtccgtgg cccagatggc tgcaccccat tgatgttggc ttctctccga 5400 

ggaggcagct cagatttgag- tgatgaagat gaagatgcag aggactcttc tgctaacatc 5460 

atcacagact tggt'ctacca gggtgccagc ■ ctccaggccc agacagaccg gactggtgag 5520 

atggcccfcgc accttgcagc ccgctactca cgggctgatg ctgccaagcg tctcctggat 5580 

gcaggtgcag 'atgccaatgc ccaggacaac atgggccgct gtccactcca tgctgcagtg 5640 

gcagctgatg cccaaggtgt cttccagatt ctgattcgca accgagtaac tgatctagat 5700 

gccaggatga atgajtggtac tacacccctg- atcctggctg cccgcctggc tgtggaggga 5760 

atggtggcag aactgatcaa. ctgccaagcg gatgtgaatg cagtggatga ccatggaaaa 5820 

tctgctcttc actgggcagc tgctgtcaat aatgtggagg caactctttt gttgttgaaa 5880 

aatggggc.ca accgagacat- gcaggacaac. aaggaagaga cacctctgtt tcttgctgcc 5940 

cgggagggga gctatgaagc agceaagatc.ctgttaga.ee attttgecaa tcgagacatc 6000 

acagaccata ' tggategtet' tccccgggat, gtggctcggg ategcatgea ccatgacatt 6060 

gtgcgccttc tggatgaata caatgtga'cc ccaagccctc caggcaccgt gttgacttct 6120 

gctctctcac ctgtcatctg tgggcccaac agatctttcc teagectgaa gcacacccca 6180 

atgggcaaga agtctagacg gcccagtgcc aagagtacca tgectactag cctccctaac 6240 

ettgecaagg. a^gcaaagga tgccaagggfc agtaggagga agaagtctct gagtgagaag 6300 

gtccaactgt ctgagagttc- agtaacttta tcccctgttg attccctaga atctcctcac 6360 

acgtatgttt ccgacaccac . atcctctcca atgattacat cccctgggat cttacaggcc 6420 

tcacccaacc ctatgttggc cactgccgcc cctcctgccc cagtccatgc ccagcatgca 6480 

ctatcttttt ctaaccttca tgaaatgcag ccfcttggcac atggggccag cactgtgctt 6540 

" ccctcagtga gecagt'tget atcccaccac cacattgtgt ctccaggcag tggcagtgct 6600 

ggaagcttga gtaggctcca tccagtccca gtcccagcag attggatgaa ccgcatggag 6660 

gtgaatgaga "ccckgtaeaa tgagatgttt -ggtatggtcc tggctccagc tgagggcacc 6720 

catcctggca tagctcccca- ' gagcaggeca cctgaaggga agcacataac cacccctcgg 6780 

. gagcccttgc cccccattgtj gacttitdcag ctcatcccta aaggcagtat tgcccaacca 6840 

gegggggetc .cceagcctca.igtccacctgc ccfcccagctg ttgcgggccc cctgcccacc -6900 

atgtaccaga ttcca^aaat- gggccgtfctg cccagtgtgg ctttccccac tgccatgatg 6960 

ccccagcaggyacgr^caggt . agctcagacc atfcctcccag cctatcatcc tttcccagcc 7020 

tctgtggeroa agtaccccac^acccc.cttca cagcacagtt atgcttcctc aaatgetget 7080 

gagegaacaq . cca^cacag. .tggtcacctc cagggtgagc atccctacct gacaccatcc 7140 

ccagagtcto.ctgadcagtg. gtcaagttca -tcaccccact ctgcttctga ctggtcagat 7200 

gt'gaccacca gccctacccc ; tgggggfcgct ' ggaggaggrtc ageggggace tgggacacac 7260 

. atgt ctgagc * caccacacaa . caacatgeag ' gtttatgcgt ga 73 02 
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<210> 370 
<211> 7305 
<212> ' DNA : 

<213> Artificial . sequence 
<220> , V."" •" 

<223> A novel, predicted alternative, spliced variant 
<400> 370- " .. . ... 

atgcccgccc tgcgccacgc tctgctgtgg gcgctgctgg cgctctggct gtgctgcgcg 60 

gcccccgcgc atgcattgca gtgtcgagat ggctatgaac cctgtgtaaa tgaaggaatg 120 

tgtgttaccf accacaatgg. cacaggatac tgcaaatgtc cagaaggctt cttgggggaa 180 

tattgtcaac atcgagaccc . ctgtgagaag aaccgctgcc agaatggtgg gacttgtgtg 240 

gcccaggcca tgctggggaa agccacgtgc cgatgtgcct cagggtttac aggagaggac 300 

tgccagtact caacatctca tccatgcttt gtgtctcgac cctgcctgaa tggcggcaca 360 

tgccatatgc tcagccggga tacctatgag tgcacctgtc aagtcgggtt tacaggtaag 420 

gagtgccaat ggacggatgcVctgcctgtct catccctgtg caaatggaag tacctgtacc 480 

actgtggcca accagttctc ctgcaaatgc ctcacaggct tcacagggca gaaatgtgag 540 

actgatgtca atgagtgtga' cattccagga cactgccagc atggtggcac ctgcctcaac 600 

ctgcctggt't. cctaccagtg cca'gtgccct cagggcttca caggccagta ctgtgacagc 660 

ctgtatgtgc cctgtgcacc ctcaccttgt gtcaatggag gcacctgtcg gcagactggt 720 

gacttcactt tfcgagtgcaa ctgccttcca ggttttgaag ggagcacctg tgagaggaat 780 

attgatgact gccctaacca caggtgtcag aatggagggg tttgtgtgga tggggtcaac 840 

acttacaact gcqgctgtcc cccacaatgg acaggacagt tctgcacaga ggatgtggat 900 

gaatgcctgc tgcagcccaa tgcctgtcaa aatgggggca cctgtgccaa ccgcaatgga 960 

ggctatggct gtgtabgtgt caacggctgg - agtggagatg actgcagtga gaacattgat 1020 

gattgtgcct" tcgcctcctcj "tactccaggc tccacctgca tcgaccgtgt ggcctccttc 1080 

tcttgcatgt gcccagaggg • gaaggcaggfc ctcctgtgtc atctggatga tgcatgcatc 1140 

agcaatcctt gccacaaggg ggcactgtgfc gacaccaacc ccctaaatgg gcaatatatt 1200 

tgcacctgcc cacaagg£ta;,.caaaggggct. gactgcacag aagatgtgga tgaatgtgcc 1260 

atggccaata gcaatccttg tgagcatgca ggaaaatgtg tgaacacgga tggcgccttc 1320 

cactgtgagt g : tctgaag : gg fctatgcagga cctcgttgtg agatggacat caatgagtgc .1380 

cattcagacc- cctgccagaa tgatgbtacc tgtctggata agattggagg cttcacatgt 1440 

ctgtgcatgc . caggtttcaa--.agg.tgtgcat' tgtgaattag aaataaatga atgtcagagc 1500 

aacccttgtg tgaacaatgg gcagfcgtgtg gataaagtca atcgtttcca gtgcctgtgt 1560 

' cctcctggtt tcactgggcc;.' "agtttgccag. attgatattg atgactgttc cagtactccg 1620 

tgtctgaatg gOT9%aa*gtg * tatcgatcac ccgaatggct atgaatgcca gtgtgccaca 1680 

' ggtttcactg gtgtgttgtg*. tga[ggagaac attgacaact gtgaccccga tccttgccac 1740 

catggtcagt 'gtcaggatgg tat.tgattcc tacacctgca tctgcaatcc cgggtacatg* 1800 

ggcgccatct- gcagt^icc.a ; gatfc'gatjgaa tgttacagca gcccttgcct gaacgatggt; 1860 

. cgctgcattg' acctfggtcaa: tggctaccag tgcaactgcc agccaggcac gtcagggcag 1920 

agatgtaaca .ttgacattga. .tgagtgtgcc tccaatccct gtcgcaaggg tgcaacatgt 1980 

• atcaacggtg tgaatggtttf' qcgctgtata tgcqccgagg gaccccatca ccccagctgc 2040 
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tactcacagg tgaacgaatg cctgagcaafc ccctgcatcc atggaaactg 


tactggaggt 


2100 


ctcagtggat ata^gtgtct ctgtgatgca ggctgggttg gcatcaactg 


tgaagtggac 


216Q 


aaaaatgaafc gcctttcgaa tccatgccag. aatggaggaa cttgtgacaa 


tctggtgaat ' 


2220 


ggatacaggfc gtacttgcaa gaagggcttfc aaaggctata actgccaggt 


gaatattgat 


2280 


gaatgtgcct caaatccatg cctgaaccaa ggaaccfcgct- ttgatgacat 


aagtggctac 


2340 


acttgccact gtgtgct'gcq atacacaggc aagaattgtc agacagtatt 


ggctccctgt 


2400 


tccccaaacc cttgtgagaa ' tgctg'ctgtlt tgcaaagagt caccaaattt 


tgagagttat 


2460 


acttgcttgt .gtgctcctgg ctggcaaggfc cagcggtgta ccattgacat 


tgacgagtgt 


2520 


atctccaagc cctgcatgaa- ccatggtectc tgccataaca cccagggcag 


ctacatgtgt 


2580 


gaatgtccac caggrcttcag ' tggtatggac tgtgaggagg acattgatga 


ctgccttgcc 


2640 


aatccttgcc agaatggagg ttcctgtatg gatggagtga atactttctc 


ctgcctctgc 


2700 


cttccgggtt Jtcactgggga. fcaagfcgccag. acagacatga atgagtgtct 


gagtgaaccc 


2760 


tgtaagaatg gagggacctg ctctgactac gtcaacagtt acacttgcaa 


gtgccaggca 


2820 


ggatttgatg gagtccattg tgagaacaac. atcaatgagt gcactgagag 


ctcctgtttc 


2880 


aatggtggca catgtgfctga tgggattaac tccttcfcctt gcttgtgccc 


tgtgggtttc 


2940 


actggatcct tctgcctqca fcgagatcaat gaatgcagct ctcatccatg 


cctgaatgag 


3000 


ggaacgtgtg ttgatggcct gggtacctac cgctgcagct m gccccctggg 


ctacactggg 


3060 


aaaaactgtc agaccctggt' gaatctctgc agtcggtctc catgtaaaaa 


caaaggtact 


3120 


" tgcgttcaga aaaaagca^a .gtcccagtgc ctatgtccat ctggatgggc 


tggtgcctat • 


3180. 


tgtgacgtgc ccaatgfcctc /ttgtgacata gcagcctcca ggagaggtgt 


gcttgttgaa 


3240 


cacttgtgcc "agcactcagg .tgtpfcg'catc aatgctggca acacgcatta 


ctgtcagtgc 


3300 


cccctgggct . atactgggag ctaC.t'gtgag gagcaacfccg atgagtgtgc 


gtccaacccc 


3360 


tgccagcacg gggcaacatg cagtgacttc attggfcggat acagatgcga 


gtgtgtccca 


3420 


ggctatcagg gtgtcaac.tg tgacrtatgaa gtggatgagt gccagaatca 


gccctgccag 


3480 


aatggaggca cctgtat'tga cctitftgaac. catttcaagt gctcttgccc 


accaggcact 


3540 


cggggcctac tctgtgaaga. gaacatt.gat:. gactgtg;c.cc .ggggtcccca 


ttgccttaat 


3600 


ggtggtcagfc gcatggafcag.' gattggaggc tacagttgtc gctgcttgcc 


tggctttgct 


3660 


ggggagcgtt gtgagggaga ' catcaacgag tgcctqtcca acccctgcag 


ctctgagggc 


3720 


agcctggact' gtatacagct-.caccaatgac tacctgtgtg tttgccgtag 


tgcctttact 


3780 


ggccggcact gtgaaacctt* cgtcgatgtg tgtccccaga tgccctgcct 


gaatggaggg 


3840 


acttgtgctg tggccagtaa catgcctgat ggtttcattt gccgttgtcc 


cccgggattt 


3900 


tccggggcaa gg^jgccagag.; cagctgtgga caa.gtgaaat . gtaggaaggg 


ggagcagtgt.: 


3960 


gtgcacaccg GCtctggacc\.ccgCtgcttc. tgccccagta cccgggactg 


cgagtcaggc 


4020 


tgtgccagta ^cqcctgccaV gcacgggggc agctgccacc ctcagcgcca 


gcctccttat 


4080 


tactcctgcd agt'gt^ccqc - accattctcg . ggtkgqcgct gtgaactcta 


cacggcaccc 


4140" 


cccagcaccc. - "c t cc tgccac • ctgtc i tgagc ' cagtat tgtg ccgacaaagc 


tcgggatggc 


4200 , 


.'gtctgtgatg- aggidctgcaa; cagccat'gcfc tgcpagtggg atgggggtga 


ctgttctctc 


4260 


accatggaga acccctgggc caactgctcc tocccacttc cctgctggga 


ttatatcaac 


4320 


. aaccagtgtg Atgagc.tgrt'g; caacacgg.tc gagtgcctgt ttgacaactt 


tgaatgccag 


4380 
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gggaacagca .agacat'gcaa/gtafcgacaaa tactgtgcag accacttcaa agacaaccac 4440 

tgtgaccagg ggtgcaacag : tgaggagtgt ggttgggatg ggctggactg tgctgcfcgac 4500 

caacctgaga acctggcaga- aggtaccctg gttattgtgg tattgatgcc ' acctgaacaa 4560 

ctgctccagg . afcgctcgcag , cttcttgcgg gcactgggta ccctgctcca caccaacctg 4620 

cgcattaagc . gggacticcca gggggaactc. atggtgtacc cctattatgg tgagaagtca 4680 

gctgctatga' agaaacagag • gatgaeacgc a'gatcccttc cfcggtgaaca agaacaggag 4740 

gtggctggct ctaaagrtctt;. tctggaaatt gacaaccgcc agtgtgttca agactcagac 4800 

cactgcttca agaacacgga. tgcagcagca gctctcctgg cctctcacgc catacagggg 4860 

accctgtcat accctcttgt gtctgtc^tc agtgaatccc tgactccaga acgcactcag 4920 

ctcctctatc- tccttgctgt tgctgttgtc .atcattctgt ttattattct gctgggggta 4980 

atcatggcaa aacgaaagcg taagcat^ggc . tctctctggc tgcctgaagg tttcactctt 5040 

cgccgagatg caagcaatca ; ~caagcgtc'gt gagc'pagtgg.gacaggatgc tgtggggctg 5100 

aaaaatctct *cagt:gca'agt ctcagaa^ct aacctaattg gtactggaac aagtgaacac 5160 

.tgggtcgatg atgaagggcc ccagccaaag aaagtaaagg ctgaagatga ggccttactc 5220 

tcagaagaag atgaccccat .* fcgatcgacgg ccatggacac agcagcacct tgaagctgca 5280 

gacatcccjta ggacac'catc . gctggctctc accc'ctcctc aggcagagca ggaggtggat ' 5340 

gtgttagatg tgaatgtccg • tggcccagat ggctgcaccc cattgatgtt ggcttctctc 5400 

cgaggaggca gcfccagattt igagtgatgaa gatgaagatg cagaggactc ' ttctgctaac 5460 

atcatcacag acttggtdta ^ccagrggtgco: agcctccagg cccagacaga ccggactggt 552 0 

gagatggccc tgcaccttgc; agqccgctac tcacgggctg atgctgccaa gcgtctcctg 5580 

gatgcaggtg cagatgccaa tgcbfcagrgac aacatgggcc gctgtccact ccatgctgca 5640 

gtggcagctg" atgcccaagg. tgtcttccag attctgattc gcaaccgagt aactgatcta 5700 

gatgccagga* tgaatgatgg- tactacaccc ctgatcctgg cfcgcccgcct ggctgtggag 5760 

ggaatggtgg cagaactgat caactgc.caa gcggatgtga atgcagtgga tgaccatgga . 5820 

aaatctgctc tfccactgcjgc agc'tgcjtgtc aataatgtgg aggcaactct tttgttgttg 5880 

aaaaatgggg ^ ccaa6cg;aga . catgcaggac- aacaaggaag agacacctct gtttcttgct 5940 

gcccgggagg ggagptatga <!agcagccaag atcctgttag • accattttgc caatcgagac 6000 

atcacagacc 'atatggatcg' tctfcccccgg. gatgtggctc gggatcgcat gcaccatgac 6060 

attgtgcgcc ttct'ggat.ga'. atacaatgtg accccaagcc ctccaggcac cgtgttgact 6120. 

tctgctctct cacctgtcat 'ptgt^ggccc aacagatctt tcctcagcct gaagcacacc 6180 

ccaatgggca ' aSFaagtctag: acggpccagt gccaagagta ccatgcctac tagcctccct ■ 6240 

aaccttgcca ag^ggcaaa-.'-ggatgccaag ggtagtagga ggaagaagtc tctgagtgag 6300 

aaggtccaac tgtctgagag- .ttca^taact. ttatcccctg * ttgattccct , agaatctcct 6360 

cacacgtatg tttccgacac / cac^tcatct- ccaatgatta catcccctgg gatcttacag 6420 

gcctcaccca- accct££gfcV ggbca : ctgc,c..gcccctcctg cccpagtcca tgcccagcat 6480 

gcactatctt '-tttdtaacrcfc 'tca^gaaatg cagcctttgg cacatggggc cagcactgtg " 6540 

cttccctcag! tgagpcagfct-vg^ caceacattg tgtctacagg cagtggcagt 6600 

gctggaagct '.tgagtagrgrct cc'atccagtc ccagtcccag cagattggat gaaccgcatg 6660 
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gaggtgaatg ' agacccagta . caatgagatg 

acccatcctg gcatagbtcc \ cc^ga<gcagg 

cgggagccct tgccccccat. tgtgacttetc 

■ ccagcggggg ctccccagcc tcagt'ccacc 

accatgtacc agattqcaga aatggcccgt 

atgccccagc aggacgggca; ggtagctcag 

gcctctgtgg gcaagtacdc ; cacacccJcct 

gctgagcgaa "cacecagtca .. cagtggtcac' 

tccccagagt ctcctga'cca, gtggtcaagt 

gatgtgacca ccagccctac ccctgggggt 

cacatgtctg. agccaccaca; caacaacatg 
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tttggtafcgg 


tcctggctcc agctgagggc 


6720 


ccac.ctgaag 


ggaagcacat aaccacccct 


6780 


cage tea tec 


ctaaaggcag tattgeccaa 


6840 


tgccctccag 


ctgttgcggg ccccctgccc 


6900 


ttgcccagtg 


tggctttccc cactgccatg 


6960 


accattctcc 


cagcctatca tcctttccca 


7020 


tcacagcaca 


gttatgette etcaaatget 


7080 


ctccagggtg 


agcatcccta cctgacacca 


7140 


tcatcacccc 


actctgcttc tgactggtca 


7200 


gctggaggag 


gtcagcgggg acctgggaca 


7260 


caggt'ttatg 


cgtga 


7305 



<210> 371 

<211> 6887 • 

<212> DMA ' 

<213> Artif icial : : ;sea^^cje : . . ■ ; . 

■ *". ■ ' x '" • ■"V"'""'. 
<22o> . :-. VrV'j... *'/; ■ 

<223> A novel' priadicted "alternative 'spliced variant 
<400> 371 v . . . ■ : ' -J:'* • v • .J..' 

atggggccgg gggece^gg'. ccgccgccgc cgccgtcgcc cgatgtcgcc 
ccgccacccg 'tgegggeget gcccctgqtg ctgetgetag eggggceggg 
gcccgcctgg ctg^gt^ggt . gagcggtgt;c agatggagga cccctgtcac 
gtgctggccg tggtgtct^c- eagagttcag . tggtggctgg caccgcccga 
ggtgcccecg tggcfcfcccga- ggecetgact gctccctgcc agatccctgc 
cttgtgccca cggfcgcccgc '. tgct?ca^ligg ggcccgatgg acgcttcctc 
cacctggcta'ccagggccgd agetgecgaa gcgacgtgga tgagrtgeegg 
cctgccgcca tggtggcacc . tgcctcaaca .cacctggctc cttccgctgc 
ctggctacac agggecacta tgfcgagaacc ccgcggtgcc ctgtgcgccc 
gtaacggggg cacctgcagg. cagagtggcg acctcactta cgactgtgcc 
ggtttgaggg jtcagaatjtgit. ;gaagtgaacg tggaagactg tccaggacac 
atggggggac atg6^g^t-,ggc^qa?Lc'a: cctataactg ccagtgccct 
caggecagtt. ctg'cacjjgag gacjgfcggitg agtgtcagct gcagcccaac 
atgggggtac ct$cttc^&6V. <ac^Gtggg1;g gccac'agctg cgtgtgtgtc 
caggtgagag ctgcagtcag" aatatcgatg actgtgccac agccgtgtgc 
ccacctgcca tgac.'cgc^tg- gcttcjbttie't , acttytgectg. ccccatgggc 
tcctgtgtca;;cctggatgac gcclbgtgtjca. gcaacccctg ccaegaggat 
acacaaatcc ,ggt;gaa£ggc.- egggdeafctt gcacctgtcc tcccggcttc 
catgtgacca - ggatgtgg^c' gag.tgctcta tcggcgccaa cccctgcgag 
ggtgcgtgaa caegcaggge- tccttjcqtgt -gccagfcgcgg tcgtggctac 
gctgtgagac : .cgaigtcaatQ-gagt cggggccctg c'cgaaaccag 

tcgaccgcat aggcea^tc/ acetgtatct .gtatggcagg cttcacagga 
aggtggacat tgacga^t^V ; cagagtagcG . -cctgtgtcaa cggtggggtc 



gccaccgcca 
ggctgcaggt 
tcaggcccct 
ttctcatgcc 
ctcagcagcc 
tgctcctgcc 
gtgggtgagc 
cagtgtccag 
tcaccatgcc 
tgtcttcctg 
cgatgtctca 
cctgagtgga 
gcctgccaca 
aatggctgga 
ttccatgggg 
aagactggcc 
gctatctgtg. 
acgggtgggg 
cacttgggca 
actggacctc 
"gccacgtgcc 
acctattgeg 
tgeaaggace 



60 
120 
180 
240 
300 
• 360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 



WO 2005/071059 



565 



PCT/IL2005/000107 



gagtcaatgg cttcagctgc acctgcccct cgggcttcag cggctccacg tgtcagctgg 1440 

acgtggacga atgdgceaga acgccctgca ggaatggcgq caaatgcgtg gaccagcccg 1500 

atggctacgra gtgccgct'gt - gcqgagggct ttgagggcac gctgtgtgat cgcaacgtgg 1560 

acgactgctc ccctgaccca tgccaccajtg gtcgctgcgt ggatggcatc gccagcttct 1620 

catgtgccfcg tgctccfeggc tacacgggca cacgctgcga gagccaggtg gacgaatgcc 1680 

gcagccagcc ctgpcgccat ggcggcaaat gcctagacct ggtggacaag tacctctgcc 1740 

gctgcccttc tgggaccaba ggtgtgaa.qt gdgaagtgaa cattgacgac tgtgccagca 1800 

acccctgcac cftttggagtc . tgccgtgatg gcatcaaccg ctacgactgt gtctgccaac 1860 

ctggcttcac agggcqcctt tgtaacgtgg agatcaatga gtgtgcttcc agcccatgcg 1920 

gcgagggagg ttcctgtgtg gatggggaaa atggqttceg cfcgcctctgc ccgcctggct 1980 

ccttgccccc actctgcctc ccccqgagcc atccctgtgc ccatgagccc tgcagtcacg. 2040 

gcatctgcta. tgatgcacc t '". ggcgggttcc gctgtgtgtg tgagcctggc tggagtggcc 2100 

cccgctgcag ccagagcctg. gccfcgagacg cctgtgagtc ccagccgtgc agggccggtg 2160 

ggacatgcag cagcgatgga -.atgggttt:cc actgcaccfcg cccgcctggt gtccagggac 2220 

gtcagtgtga. actcctctcc ccct^cacca cgaacccctg tgagcatggg ggccgctgcg 2280 

agtctgcccc tggccagctg ;-cctgtctgct cct'gccccca gggc.tggcaa ggcccacgat - 2340 

gccagcagga tgtggacgag tgtgqtggqc ccgcaccctg tggccctcat ggtatctgca 2400 

ccaacctggc agggagttt6 '.agotgcacct gccatggagg gtacactggc ccttcctgtg 2460 

atcaggacat qaa.tgacfcgt gaccccaacc catgcctgaa cggtggctcg tgccaagacg 2520 

'gqgtgggqtq / :q'£fcfc'tcq.t;g^^ ctggtttcgc cggcccacga tgogcccgcg 2580 

atgtggatga gtgcctga^c aacccctgcg gcccgggcac ctgtaccgac cacgtggcct 2640 

ccttcacc.fcg cac'otgc^cg. cqgjgrgptaqg gag-get tcca ctgcgaacag gacctgcccg 2700 

actgcagccc cagctcctgc- ttcaatggcg ggacctgtgt ggacggcgtg aactegttea 2760 

gctgcctgtg .ccgt'cccggc; tacacaggag cccactgcca acatgaggca gacccctgcc 2820 

tctcgcggcp ctgcctacati. gggggrcgtct..gcagcgccgc ccaccctggc ttccgctgca 2880 

cctgcctcga . gagottc^cg ggcccgcagt gccagacgct ggtggattgg tgcagccgcc 2940 

agecttgtea * aaaqgggggt- -.'cgctgcgtcc agactggggc etattgeett tgtccccctg 3000 

gatggagegg- acgcpt^tgt- .gacatccgaa gcttgccctg cagggaggee gcagcccaga 3060 

tcggggtgqg . gctjggageag ; ct^tgtcagg eggeftgggea gtgtgtggat gaagacagct 3120 

cccactactg .q^gjtgqqca" gagggcegta ctggtagcca ctgtgagcag gaggtggacc 3180 

cctgctfcggc. .ccagcdc^gc;-." cagcatgggg. ggacctgccg tggctatatg gggggctaca 3240 

tgtgtgagt^g *tct:tc:ctgc^c / taqaatggtg ataactgtga ggacgacgtg gacgagtgtg 3300 

cctcccagcc. ctgGca^^c gggg^tcat geattga'cet cgtggcccgc tatctctget 3360 

cctgtccc.ee .aggsEacgctg ggggt^gG.tqt gcgagattaa tgaggatgac tgcggcccag 3420 

• : . '. ... i V* ^ >-' : " * * '*."!■ ■"/■** . - 

gcccaqcgat.^ggapfeqa^'gg, cc taqaqaatgg qaqqtgqgtg gaqetggtgg 3480 

gtggt ttqqg q tgcaqqtgt ' qqqqqaggat' ' aeae tggttt gegq tgqgag gqagaeat qa 3540 

atgagtgtqg e^qagg^qq^tgqq^qgqgg qabaqaqqqg ggacitgqqtg qaggaqqqag 3600 

gqggaggtfct ;dcgttg;6qtt: tgtqatgqfg ^ gcttctcagg tqqtqgqtgt qagaqtgtcq 3 660 



WO 2005/071059 

tgtctccctg cgagtcccag ccatgccagp atggaggcca 
ctgggggtgg gctgaccttc acctgtcact gtgcccagcc 
agcgggtggc gcgctcctgc cgggagctgc agtgcccggt 
cgccccgcgg gccgcgctgc. gcctgccccc cagggttgtc 
tcccggggtc gccgccgggg . gccagcaacg . ccagctgcgc 
ggggctcctg ' ccgqccugcg ccgqtcgcgc' ccttcttccg 
ggaccgggcc - gcgctgqgkg gcgccc^ccg cggcacccga 

" gcccgcgcgc cgccfcgpcag gccaagcgcg gggaccagcg 
gcccaggctg .cggcbgggac. ggcggcgacfc gctcgctgag 
aatgcgaggc gctgcacrtgq. tggcgcctct tcaacaacag 
gctcgcccgc ctgcctctac gacaacttcg. actgccacgc 
gcaacccggt .gtaccjagaag tactgcgccg acaactttgc 
gctgcaacac pgaggagfcgc ggctgggatg ggctggattg 
tgctggcccg cggcgtgcfcgTgtgctcacag tgctgctgcc 
ccagcgccga .ctttctVjcag cggctcagcg ccatcctgcg 
tggacgcgca cggccaggcc atggtcttcc cttaccaccg 
cccgggcccg tcgggagctg. gcccccgagg fcgatcggctc 
acaaccggct " ctgcctgcag;tcgc'ctgaga atgatcactg 
ccgctgacta cctgggagcg. ttgtcagcgg tggagcgcct 
gggacgtgcg gggggagc.cg - ctggagcctc cagaacccag 
tagtggcggg cgctgtctrtg ctgctggtca- ttctcgtcct 
gcaagcgcga gcabagcacc. ctcfeggttc'c ctgagggctt 
cctctggtca caagggccgs cgggaacccg tgggccagga 
tggccaaggg tgagagehfcg atgg^fggagg .tggccacaga 
cagaggccaa gcgg : ct;aaagr gtagaggagc caggcatggg 
gccgtcagtg gaqtcaacaq jcatct^ggtjtg- ctg'ctgacat 
cactgacacc accacagggc gaqgdagatg" ctgatggcat 

.cagatggqtt qaccccgcjta atgctggqtt' ccttcfcgtgg 
caactgaaga ggatgagcfca' -gatga'cacat cagctagcat 
agggggctca gctfcggggca. cggactgacc gtactggcga 
cccgttatgc cc^gctgat^.gcagb'c'aaga • ggctgctgga 

"cccaggacca ctqaggqqjc^a aeacagctgt 
tctfcccagat 't:ctcatc'cga'>aacc^ct;Gta cagacttgga 
caacggcact. gatce'tggcg - gcqqgcctgg cagtagaggg 
ccagccatgc : .tgatgtcaat\ gctgtgg^tg agcttgggaa 
cggctgtgaa ca'iqgtggaa ■gccSLqtttgg ccctgctcaa 

■ tgcaggatag;\caaggkgrgag* accccccta£ tcctggccgc 
ctgccaagct gctgtitg^ae cacjtttgcca ac'cgtgagat 
. tgccgcggga ;cgtagccdag- tragagactgc -accaggacat 
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gtgccgtcct 


agcccgggtc 


3720 


gttctggggt 


ccgcgttgcg 


3780 


gggcgtccca 


tgccagcaga 


3840 


gggaccctcc 


tgccgcagct 


3900 


ggccgccccc 


tgtctccacg 


3960 


ctgcgcttgc 


gcgcagggct 


4020 


ggtctcggag 


gagccgcggt 


4080 


ctgcgaccgc 


gagtgcaaca 


4140 


cgtgggcgac 


ccctggcggc 


4200 


ccgctgcgac 


cccgcctgca 


4260 


cggtggccgc 


gagcgcactt 


4320 


cgacggccgc 


tgcgaccagg 


4380 


tgccagcgag 


gtgccggccc 


4440 


gccggaggag 


ctactgcgtt 


4500 


cacctcgctg 


cgcttccgcc 


4560 


gcctagtcct 


ggctccgaac 


4620 


ggtagtaatg 


ctggagattg. 


4680 


cttccccgat 


gcccagagcg 


4740 


ggacttcccg 


tacccactgc 


4800 


cgtcccgctg 


ctgccactgc 


4860 


gggtgtcatg 


gtggcccggc 


4920 


ctcactgcac 


aaggacgtg'g 


4980 


cgcgptgggc 


atgaagaaca 


5040 


ctggatggac - 


acagagtgcc 


5100 


ggctgaggag 


gctgtggatt 


5160 


ccgcgtggca 


ccagccatgg 


5220 


ggatgtcaat 


gtgcgtggcc 


5280 


gggggctctg 


gagccaatgc 


5340 


catctccgac 


ctgatctgcc 


5400 


gactgctttg 


cacctggctg . 


5460 


tgctggggca 


gacaccaatg 


5520 


cacagccgat 


gcccagggtg 


5580 


.tgcccgcatg 


gcagatggct 


5640 


catggtggaa 


gagctcatcg 


5700 


atcagcctta 


cactgggctg 


5760 


aaatggagcc 


aataaggaca 


5820 


ccgcgagggc 


agctatgagg 


5880 


caccgaccac 


ctggacaggc 


5940 


cgtgcgcttg 


ctggatcaac 


6000 
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ccagtgggcc ccgqagcecc cccggtcccc acggcctggg gcctctgctc tgtcctccag - 60 €0 

gggccttcct ccctggcctc aaagcggcac agtcggggtc caagaagagc aggaggcccc 6120 

ccgggaaggc ggggctgggg ccgcaggggc cccgggggcg gggcaagaag ctgacgctgg 6180 

cctgcccggg c'cccct^gct gacagctcgg tcacgctgtc gcccgtggac tcgctggact 6240 

ccccgcggcc tttcggtggg^ ccccctgct;t cccctggtgg cttccccctt gaggggccct 63 00 

atgcagctgc cactgccact • gcagtgtc'tc tggcacagct tggtggccca ggccgggcag 63 60 

gtctagggcg. c^gccccct- ggagjgatgtg tactcagcct gggcctgctg aaccctgtgg 6420 

ctgtgcccct cgat.tg0gcc cggctgcccc cacctgcccc tccaggcccc tcgttcctgc 6480 

tgccactggc gccgggaccc. cagptgct'ca acccagggac ccccgtctcc ccgcaggagc 6540 

ggcccccgcc ttacctggca gtcqcaggac atggcgagga gtacccggtg gctggggcac 6600 

acagcagccc. cccaaaggcc cgcttcctgc 1 gggttcccag tgagcaccct tacctgaccc 6660 

catcccccga ataccctgag : cacfcgggcca gcccctcacc tccctccctc tcagactggt 6720 

ccgaatccac gcctagccca gccactgcca ctggggccat ggccaccacc actggggcac 6780 

tgcctgccca gccacttccc ttgtatgttc ccagctccct tgctcaggcc cagacccagc 6840 

tggggcccca gccggaagtt acccccaaga ggcaagtgtt ggcctga 6887 

<210> 372 : 
<211> 5814 * •* 
. <212> .DNA \ - •-*/"■ 1. " 

<213> Artif icial /"sequence; , 

<220> * : - / ' '". ' 

<223> A. novel -predicted alternative spliced variant 
<400> 37*2 - 4 .* . '"■ 

atgcagcccc cttcactgct gctgctgctg ctgctgctgc tgctatgtgt ctcagtggtc 60 

agacccagag ggctgctgtg tgggagtttc ccajgraaccct gtgccaatgg aggcacctgc 120 

ctgagcctgt ctctgggaca agggacptgc cagtgtgccc ctggcttcct gggtgagacg 180 

tgccagtttc ctgacccctg. ccagraacgcc : cagctctgcc aaaatggagg cagctgccaa 240 

gccctgcttc ccgctcccct , agggctcccc agctctccct ctccattgac acccagcttc 3 00 

ttgtgcactt gcctccctgg. Gttcactggt ' gagagatgcc aggccaagct tgaagaccct 360 

t gtcctccct • ccttctgttd caaaaggggc cgc tgccaca t ccaggcctc gggccgccca 420 

cagtgctcct gcafcgcctgg atggacaggt gagcagtgcc agcttcggga cttctgttca 480 

gccaacccat gtgttaatgg aggggtgtgt ctggccacgt acccccagat ccagtgccac 540 

tgcccaccgg gctfccgagggr ccatgcctgt gaacgtgatg tcaacgagtg cttccaggac 600 

ccaggaccct gccqcaaaggr /cacctcctgc cataacaccc tgggctcctt ccagtgcctc 660 

tgccctgtgg .ggcagga^ggr tccacgttgt gagctgcggg caggaccctg ccctcctagg 720 

ggctgttcga atgggggcac. .ctgccagctg' atgccagaga aagactccac " ctttcacctc 7ao 

tgcctctgtc . cccqaggttt cafeaggcccg* ggc.tgtgagg tgaatccaga caactgtgtc 840 

agccaccaat gtca'gaat'gg gggcacttgc caggatgggc tggacaccta cacctgcctc 900 

tgcccagaaa : ]cct^ tggatgagtg tgaggcccag, 960 

jggtcccccte. actaca'giaaa . cgg^ggcjiac tgccagaact ctgctggtag ctttcactgc 1020 

gtgtgtgtga 'gtggc tgggg- gggc'acaagc tgtgaggaga ace tggatga c tgtattgc t 1080 
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gccacctgtg ccccgggatc cacctgcatt gaccgggtgg gctctttctc ctgcctctgc 1140 

ccacctggac gcacaggact cctgtgccac ttggaagaca tgtgtcfcgag ccagccgtgc 1200 

catggggatg cccaatgcag caccaacccc ctcacaggct ccacactctg cctgtgtcag 1260 

cctggctatt cggggcccac ctgccaccag gaecfcggacg agtgtctgat gggcttagaa 1320 

gggcagctct gtgaggtgga ' gaccaacgag tgtgcctcag ctccctgcct gaaccacgcg 13 80 

gattgccatg acct'gctcaa " cggcttccag tgcatctgcc fcgcctggatt ctccggcacc 1440 

cgatgtgagg aggatatcga' tgagtgcaga agctdtccct gtgccaatgg tgggcagtgc 1500 

caggaccagc ctggagcctt ccactgcaag tgtctcccag gctttgaagg gccacgctgt 3.560 

caaacagagg tggatgagtg ccfcgagtgac ccatgtcccg ttggagccag ctgccttgat 1620 

cttccaggag ccttct;tttg cctcfcgcccc tct/ggtttca caggccagct ctgtgaggtt 1680 

cccctgtgtg ctcccaaqcb gfcgccagccc aagcagatat gtaaggacca gaaagacaag 1740 

gccaactgcc tctgtcctga fcggaagcgct ggctgtgccc cacctgagga caactgcacc 1800 

tgccaccacg ggcactgcca gagatcqtca ' tgtgtgtgfcg acgtgggttg gacggggcca 1860 

gagtgtgagg cagagcfcagg gggctgcatc tctgcaccct gtgcccatgg ggggacctgc 192 0 

tacccccagc cctctggcta caactgcacc tgccctacag gctacacagg acccacctgt 1980 

agtgaggaga tgacagcttg- tcactcaggg ccatgtctca atggcggctc ctgcaaccct 2040" 

agccctggag gctactactg cacctgccct ccaagccaca cagggcccca gtgccaaacc 2100 

agcactgact actgtgtgtc -tgccccgtgc ttcaatgggg gtacctgtgt gaacaggcct 2160 

ggcaccttct cctgcctrctg tgc'catgggc ttccagggcc cgcgctgtga gggaaagctc 2220 
cgccccagct gtgcagacag cccctgtagg aatagggcaa cctgccagga cagccctcag- ' 2280 

ggtccccgct gcctctgccc cactggctac accggaggca gctgccagac tctgatggac 2340 

ttatgtgccc agaagcc.ctg. cccacgcaat- tcccactgcc tccagactgg gccctccttc 2400 

cactgcttgt gcctccaggg atgcpaccggg cctctctgca accttccact gtcctcctgc 2460 

cagaaggctg cac'tgagcca aggcatagac gtctcttccc tttgccacaa tggaggcctc 2520 

tgtgtcgaca g.cggcccctc ctatttctgc cactgccccc ctggattcca aggcagcctg 2580 
tgccaggatc" acgtgaaccc atgt.gasjHcc .aggccttgcc agaacggggc cacctgcatg ' 2640 

gcccagccca gtgggtatct ctgccagtgfc' gccccaggct acgatggaca gaactgctca 2700 

aaggaactcg atgettgtca gtcccaaccc tgtcacaacc atggaacctg tactcccaaa 2760 

cctggaggcit tccactgtga" ctgccctgca ggctttgtgg ggctacgctg tgagggagac 2820 

gtggacgagt gtc'tggacca. gccctgccac cccacaggca ctgcagcctg ccactctctg. 2880 

gccaatgcct- t'ctactgcca.: gtgtctgcct ggacacacag gccagtggtg tgaggtggag 2940 

atagacccct. gcca.cagcca accctgcttt catggaggga cctgtgaggc cacagcagga 3 000 

tcacccctgg gtttcatctg.- ccactgcqcc aagggttttg aaggccccac ctgcagccac 3 060 

agggcccctt cctgcggctt/ cca'tcactgc caccacggag gcctgtgtat gccctcccct 3120 

aagccaggct _ tcccaccacg ctgtgcctgc ctcagtggct atgggggtcc tgactgcctg 3180 

accccaccag c?tcctaa^gg- ctg£ggccct ccctccccat gcctatacaa tggcagctgc 3240 

tcagagacqa cgg^ctjbg^g gggccqaggc tttcgatgct. cctgccctca cagctctcca 3300 

gggccccggt;: gtcagaaacc cggagcc'aag gggtgrtgagg gcagaagtgg agatggggcc. 3360 

'tgcgatgct!g; ..gctgca^;tgg cccgggaggk aactgggatg gaggggactg ctctctggga 3420 
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gtcccagacc cctggaaggg ctgcccctcc .cactctcggt gctggcttct cttccgggac 
gggcagtgcc ' acccacagtg tgactctgaa gagtgtctgt ttgatggcta cgactgtgag 
acccctccag ccfcgcactcc ■ agcctatgac cagtactgcc ■ atgatcactt ccacaacggg 
cactgtgaga aaggctgcaa cactgcagag. tgtggctggg atggaggtga ctgcaggcct 
gaagatgggg acacagSigtg ggggccctcc ctggccctgc tggtggtact gagcccccca 
gccctagacc agcagctcftt tgccctgg.ee cgcjgtgctgt ccctgactct gagggtagga 
ctctgggtaa ggaagga'tcg tgatggcagg gacatggtgt acccctatcc tggggecegg 
gctgaagaaa agctaggagg aaategggae cccacctatc. aggagagagc agcccctcaa 
acacagcccc tgggcaa'gga gaccgacfccc ctcagtgctg ggtttgtggt ggtcatgggt 
gtggatttgt" :cccgctjc/tgg ccctgac.ca;b ccggcatccc gctgtccctg ggaccctggg 
cttctactcc" gcttccttgc. tgcgatggct gcagtgggag ccctggagcc cctgctgcct 
ggaccactgc tggotgtCca. ccctcatcjca gggaccgcac cccctgccaa ccagcttccc 
tggcctgtgc . tgtgctccc.c 1 agtggccggg gtgattctcc tggecctagg ggctcttctc 
• gtccfcccagc tcatccggcg : tcgacgccga gagcatggag ctctctggct gccccctggt 
ttcactcgac ggcctcggac.-ticagtcagct ccccaccgac gccggccccc actaggegag 
gacagcattg. gtctcaaggc actgaageca aaggcagaag ttgatgagga tggagttgtg 
atgtgctcag gecctgagga . gggagaggag gtgggccagg ctgaagaaac aggcccaccc 
tccacgtgcc agctctggtc tctgagtggt ggctgtgggg cgct'ccctca ggcagccatg 
ctaactcctc cccaggaatc- tgagatggaa gcccctgacc tggacacccg tggacctgat 
ggggtgacac ccctgatgtc agpagfctfegc tgtggggaag tacagtcegg gaccttccaa 
ggggcatggt tgggatgtcc tgagccctgg gaacctctgc tggatggagg ggcctgtccc 
caggctcaca ccgtgggcac tggggagacc .cccctgcacc tggctgcccg attctcccgg 
ccaaccgctg cccgccgcct ccttgaggct ggagccaacc ccaaccagcc agacegggea 
gggcgcacac cccttcatgp tc Jr c £gtggct getgatgetc gggaggtctg • ccagcttctg 
ctccgtagca gacaaactge.agtggacgcft cgcacagagg acgggaccac acccttgatg 
ctggctgcca .c/gctggcggt ggakgacctg gttgaagaac tgattgeage ccaagcagac 
gtgggggcca gagata'aatg- gggga^aaact gcgctgcact gggctgctgc cgtgaacaac 
gcccgagccg cccgctcgct ' tctccaggcc ggagecgata aagatgecca ggacaacagg 
gagcagaege agctattcct'^ggcggcgcgg gaacjgagcgg tggaagtagc ccagctactg 
ctggggctgg gggcagcccg-'agagctgdgg- gaccaggctg ggctagcgcc ggcggacgtc 
gctcaccaac gtaaccactg ggatctg'ctg aegctgetgg aaggggctgg gccaccagag 
gcccgtcaca aagccacgcc -gggecgegag gctgggccct tcccgcgcgc aeggaeggtg 
teagtaageg tgcceccgca tgggggcggg gctctgccgc gctgccggac gctgtcagcc 
ggagcaggee ctcgtggggg'cggagcttgt ctgcaggctc ggacttggtc cgtagacttg 
. getgegeggg ggggcggcj-g<i ctattct.cat tgcc'ggagcc tetegggagt . aggagcagga 
ggaggecega cccctcgc^g" ccgtaggttt tetgeaggea tgcgcgggcc tcggcccaac 
ectgegataa tgc^aggaag/.atacg^gtg gcfc'gccgggc gcggaggcag ggtctcaacg . 
gatgactggc-.cctgtgatt'g.ggt'ggccct^ gga^cttgcg gttctgcctc caacattccg 
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atcccgcctc cttgccttac tccgtccccg gagcggggat cacctcaact tgactgtggt 5760 

cccccagccc .tccaagaaat gcccataaac caaggaggag agggtaaaaa atag 5814 

<210> 373 
<211> 2328 
<212> DNA 

<213> Artificial; sequence 

<220> . • . 

<223> A novel- predicted alternative spliced variant 

<400> - 373 

atgtcgtcc t' . .gSFataacjgtg- gcatggaccc: ' gccatggcgc ggc tctgggg cttc tgc tgg 6 0 

ctggttgtgg . gcttctggag ggccgctbtc. gcctgtccca cgtcctgcaa atgcagtgcc 120- 

tctcggatct .ggtgcagcga- cccttctcct ggcatcgtgg catttccgag attggagcct 180 

aacagtgtag atcctgagaa vcatcaccgaa attttcatcg caaaccagaa ' aaggttagaa 240 

atcatcaacg aagatgatgt tgaagct'fcat gtg^gactga gaaatctgac aattgtggat 3 00 

tctggattaa aatttgtggc tcataaagca tttctgaaaa acagcaacct gcagcacatc 3 60 

aattttacec .'gaaacaaa'cfc gacgagtt'tg tc.taggaaac atttccgtca ccttgacttg 420 

tctgaactga tccfcggtggg. caatccattt acatgctcct gtgacattat gtggatcaag 480 

. actctccaag aggctaaatc- cagtCcagac actcaggatt tgtactgcct gaatgaaagc 540 

agcaagaata ttcccct^gc/ aaacctgcag' atacccaatt gtggtttgcc atctgcaaat 600 

ctggccgcac ctaacctcac tgtggaggaa ggaaagtcta tcacattatc ctgtagtgtg 660 

gcaggtgatc cggttcctaa tatgtattgg gatgttggta acctggtttc caaacatatg 720 

aatgaaacaa .gccacacaca. gggctcctta aggataacta acatttcatc cgatgacagt 780 

gggaagcaga tctcttgtgt.ggcggaaaati cttgtaggag aagatcaaga ttctgtcaac 840 
ctcactgtgc attttgcacc . aactatcaca ttfcctcgaat' ctccaacctc ' agaccaccac • 900 

tggtgcattc cattcactgt \gaaaggcaaa : cccaaaccag cgcttcagtg gttctataac 960 

ggggcaatat tgaa.tga^c, caaatacatc tgtactaaaa tacatgttac caatcacacg 1020 

gagtaccacg gctgcctcca gctggataat cccactcaca tgaacaatgg ggactac'act 1080 

ctaatagcca agaatg^gtaj-tgg^aaggat gagaa^caga tttctgctca cttcatgggc 1140 

- tggcctggaa ttgacgatgg. tgcaaaccca aattatcctg .atgtaattta tgaagattat 1200 

ggaactgcag cgaatgacat "cggggac&cc ac'gaacagaa gtaatgaaat cccttccaca 1260 

gacgtcactg ataaaa^ccgg/tcgggaacat ctctqggtct atgctgtggt ggtgattgcg 1320 

tctgtggtgg gattttgcct , tttggtaatg; . ctgtttctgc ttaagttggc aagacactcc 13 80 

aagtttggca -tgaaagattt ;ctcaj:ggttt ggatttggga aagtaaaatc aagacaaggt 1440 

gttgttgttc a'gcacatcaa gcgacataac attgttctga aaagggagct aggcgaagga 1500 

gcctttggaa aagtgttcct; agctgaatgc tataacctct gtcctgagca ggacaagatc 1560 

ttggtggcag tgaagaccct " gaaggatgccl agtgacaatg cacgcaagga cttccaccgt 1620 
gaggccgagc tcc.tgaccaa cctccagcat gagcacatcg tcaagttcta tggcgtctgc . 1680 

gtggagggcg accCcctcati catggtcttt gagtacatga agcatgggga cctcaacaag 1740 

" ttcctcaggg caCacggccci-.tgatgdcgtg ctgatggctg agggcaaccc ' gcccacggaa \ 18 OQ 

ctgacgcagt icgcagatgc^ v gcatatagoc. cagcagatcg ccgcgggcat ggtctacctg .1860 
gcgtcccagc acttcgtigca.. ccgcgatttg gccaccagga actgcctggt cggggagaac. 1920' 
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ttgctggtga aaatcgggga ctttgggafcg. tcpcgggacg tgtacagcac tgactactac 1980 

agggtcggtg gccacacaat gctgcccatt cgctggatgc ctccagagag catcatgtac 2040 

aggaaattca cgacggaaag cgacgtctgg agcctggggg tcgtgttgrtg ggagattttc 2100 

acctatggca aacagccctg gtaccagcfcg tcaaacaatg aggtgataga gtgtatcact 2160 

cagggccgag tcctgcagcg accccgcacg fcgcccccagg aggtgtatga gctgatgctg 2220 

gggtgctggc agcgagagcc ccacatgagg aagaacatca agggcatcca taccctcctt 2280 

cagaacttgg ccaaggcatc tccggrtctac ctggacattc taggctag 2328 



<21.0> 374.. 
<211> 2409- ' 
<212> DNA 

<213 > Artificial- sequence" 

<220> m ;: ' * - \ 

<223> A- novel pr.ediqted .alternative, spliced variant 
<400> 374 • ■ ' .7 .: > >'■ 

atggatgtct' etctittgccc agccaagfcgt agtttctggc ggattttctt gctgggaagc 60 
gtctggctgg acteifcgtggg. .ctccgtgctg .gcttgccctg caaattgtgt ctgcagcaag 120 

actgagatca .'attgccggcjg- gccggacgkt. • gggaacctct tccccctcct .ggaagggcag . 180 
gattcaggga acagcaafcg^ graa'cgccagt;- atcaacatca cggacatctc aaggaatatc 240 
acttccatac acatagagaa ctggcgcagt cttcacacgc ■ tcaacgccgt ggacatggag 3 00 
ctctacaccg "gacttcaaaa gctgaccatc aagaactcag gacttcggag cattcagccc 3 60 
agagcctttg ccaagaaccc . ccatttgcgt tatatgcagt tggagcagaa ctttttcaac 420 
tgcagctgtg acatccgctg '.gatgcagctc tggcaggagc agggggaggc caagctcaac 480 
agccagaacc tctactgcat ' caacgctgat ggctcccagc ttcctctctt ccgcatgaac 540 
atcagtcagt gtgacofcfccc. - tgacjatcagc gtgagccacg tcaacctgac cgtacgagag 600 
ggtgacaatg ctgttat'caq' ttgcaatggc- tctggatcac cccttcctga tgtggactgg 660 
atagtcactg ggctgcagtc.; cafccaaciact caccagacca atctgaactg gaccaatgtt 720 
. catgccatca acttga'cgct ggjbgaatgtg acgagjtgagg acaatggctt caccctgacg 780 
tgcattgcag ; ^gaac^ggt - gggCatgagc aabgccagtg ttgccctcac tgtctactat 84 0 
cccccacgtg tgg.t'^agcct' ^gagga^cct gagctgcgcc tggagcactg catcgagttt 900 
gtggtgcgtg gca^cccccc..aQcaac^qtg cactggctgc acaatgggca gcctctgcgg 960 

gagtccaaga- tcatccatgt. gg-aajtactia^c caagagggag agatttccga gggctgcctg 1020 

ctcttcaaca agcc'caccca ; ctacaac^a^ "ggcaactata ccctcattgc caaaaaccca 1080 

ctgggcacag cqaa^ccagac s catcaatggc ' cacttcctca aggagccctt tccagagagc 1140 

acggataact . ttatctjtg.tt -t^acgaagtg agfcbccacac * ctcctatcac tgtgacccac 1200 

aaaccagaag aagacac'ttt tggggtatcc ata'gcagttg gacttgctgc ttttgcctgt 1260 

gtcctgttgg. tggttctctt cgtcatg^tc aacaaatatg gtcgacggtc caaatttgga 1320 

atgaagggtc ccgtggctijt *. catcagtggt gaggaggac.t . cagc.cagccc actgcaccac 13 8 0 
atcaaccacg gcatcaccac; gccctcgtca ctggatgcgg ggcccgacac tgtggtcatt * 1440 

ggcatgactc .gcafcVcc^^ ccccagtact tccgtcaggg acacaactgc 1500 

cacaagccgg acac^gtatgt'''^ acatcgtgct gaagcgagaa ■ 1560 
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ctgggtgagg 
aaggacaaga 
gatttccaga 
tatggagtgt 
gacctgaata 
ccacgccagg 
gcctcgggta 
aactgcctgg 
gtctacagca 
cctcctgaaa 
gtgatcctct 
gaggtcattg 
gaggtgtacg 
aaggagatct 
cttggctag 



gagcbttfcgg. 

tgcttgtiggc* 

gggaggccga 

gccfgcgatgg 

agttcctcag 

ccaagggtga 

tggtgtacct . 

ttggagcgaa 

cggrafc^tt^ 

gcatcatgta . 

gggagatctt-. 

agtgcafcfcac' 

. - • ■ . • "*/•.-• 

ktgtpatgat. 
acaaaabcct' 



aaaggtctfcc 

tgtgaaggcc 

gctgctcacc* 

ggaccccctc 

ggcccatggg 

gctggggctc 

ggcctcccag 

tctgctagtg 

cagggtggga 

ccggaagttc 

cacctatgga 

ccaaggtcgt 

ggggtgctigg 

ccatgctttg 



ctggccgagt 
ctgaaggatc 
aacctgcagc 
atcatggtct 
ccaaatgcaa 
tcccaaatgc 
cactttgtgc 
aagattgggg 
ggacacacca 
actacagaga 
aagcagccat 
gttttggagc 
cagagggaac 
gggaaggc ca 



gctacaacct 
ccaccctggc 
atgagcacat 
ttgaatacat 
tgatccttgt 
tccacattgc 
accgagacct 
acttcggcat 
tgctccccat 
gtgatgtatg 
ggttccaact 
ggccccgagt 
cacagcagcg 
ccccaatcta 



cagcccgacc 
tgcccggaag 
tgtcaagttc 
gaagcatgga 
ggatggacag 
cagtcagatc 
ggccaccagg 
gtccagagat 
tcgctggatg 
gagcttcggg 
ctcaaacacg 
ctgccccaaa 
gttgaacatc 
cctggacatt 



PCT/1L2005/000107 

1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2409 



<210> 375 . 

<211> 2234 .'"..*": '*"*.*. 

<212> DNA .. . , . . ; : 

<213> JJlt t if icial . sequence ■ ' 

<220> ' 1 ••....:.> • 

<223>. A : novel ^predicted alternative spliced variant 
* <400> 375 

atggatgtct - ctctttgccc . agccaagtgt -agtttctggc ggattttctt gctgggaagc 
gtctggctgg. actatgtggg. ctccgtgctg gcttgccctg caaattgtgt ctgcagcaag 
actgagatca attgccggcg'.gccggacgat gggaacctct tccccctcct ggaagggcag 
gattcaggga acagcaatgg- gaacgccagt atcaacatca cggacatctc aaggaatatc 
acttccatac acataga^aa/.'ctggcgca^t cttcacacgc tcaacgccgt ggacatggag 
ctctacaccg gacttc^^aa ; • gctjgacqatc aagaactcag gacttcggag cattcagccc 
agagcctttg ccaajgaac<cc ccatt-tgcgt tatataaacc. tgtcaagtaa ccggctcacc 
acactctcgb /^gc?agctctt ccaga;cgc\tg agtcttcggg aattgcagtt ggagcagaac 
!tttttcaa^t\^f»^t^ga/ s ca^cgct^' atgcagctct ggcaggagca gggggaggcc 
aagctcaaca 'gcca^acct- cta.6ltgca.tc aacgctgatg gctcccagct tcctctcttc 
cgcatgaaca* tcagtcagrtg' tgaccttCQt :gagatcagcg tgagccacgt caacctgacc 
gtacgagagg gtgacaatgc/ • tgttatcacc tgcaatggct ctggatcacc ccttcctgat 
gtgga'ctgga tagtcactgg gct^cagtcc atcaacactc accagaccaa tctgaactgg 
accaatgttc atgccatcaa^ctt.gacgctg .gtgaatgtga cgagtgagga caatggcttc 
accctgacgt- gcattgcaga, gaacgtggtg .ggcatgagca atgccagtgt tgccctcact 
gtctactatc ccccacgtcrt' ggtgagcctg gaggagcctg agctgcgcct ggagcactgc 
atcgagtttg- tggtgcgtgg. caacccccca ccaacgctgc - actggctgca caatgggcag 
cctctgCggg, a^tccaa^atr-.catccat^tg* gaat'actacc aagagggaga gatttccgag 
ggctgcctgc. tcttcaacaa" gccqacccac tacaacaatg gcaactatac cctcattgcc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
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aaaaacccac 
ccagagagca 
gtgacccaca 
' tfctgcctgtg 
aaatttggaa 
ctgcaccaca 
gtggtcattg 
cacaactgcc 
aagcgagaac 
agcccgacca 
gcccggaagg 
gtcaagttct 
aagcatgga'g. 
ggatgcctcc 
tcggggtgat 
acacggaggt 
ccaaagaggt 
acatcaagga 
acattcttgg 



tgggcacagc 

cggataactt 

aaccagaaga 

tcct'gttggt 

tgaagggtcc 

tcaaccacgg . 

gcatgactcg 

acaagc.cgga 

tgggtgaggg 

aggacaagat 

atttccagag. 

atggagtgtg 

.acdtgaa't'aa 

tgaaagc'atc 

cctGtgggag 

cattgag.tgc 

gtadgafcgtc- 

gatctacaaa 

ctag 



caaccagacc 
tatcttgttt 
agacactttt 
ggttctcttc 
cgtggctgtc 
catcaccacg 
catccctgtc 
cacgtatgtg 
agcctttgga 
gcttgtggct 
ggaggccgag 
cggcgatggg 
gttcc.tcagg 
atgtaGC#5a 
atcttcacct 
attacccaag 
atgctggg^t 
atccfcccatg 



atcaatggcc 
gacgaagtga 

ggggtatoca 

gtcatgatca 
atcagtggtg 
ccctcgtcac 
attgagaacc 
cagcacatta 
aaggtcttcc 
gtgaaggccc 
ctgctcacca 
gaccccctca 
tgggaggaca 
agttcactac 
atggaaagca 
gtcgtgtttt 
gctggcagag 
c tt t ggggaa 



acttcctcaa 
gtcccacacc 
tagcagttgg 
acaaatatgg 
aggaggactc 
tggatgcggg 
cccagtactt 
agaggagaga 
tggccgagtg 
tgaaggatcc 
acctgcagca 
tcatggtctt 
caccatgctc 
agagagtgat 
gccatggttc 
ggagcggccc 
ggaaccacag. 
ggccacccca 



ggagcccttt 
tcctatcact 
acttgctgct 
tcgacggtcc 
agccagccca 
gcccgacact 
ccgtcaggga 
catcgtgctg 
ctacaacctc 
caccctggct 
tgagcacatt 
tgaatacatg 
cccattcgct 
gtatggagct 
caactctcaa 
cgagtctgcc 
cagcggttga 
atctacctgg 



<210> 376 

<211> 1314 

<212> DNA ' 

<213> Artificial sequence.. 

<220> ■ . * . ''. 

<223> .A novel predicted alternative spliced variant 

' <400> 376 . , ,\ \ -\; { 

.atgttcctgg cgaccctgta cttcgpgcytg ccgcbcttgg acttgctcct 
• gtgagcggcg gagaccgcct •• gcfattgcgtg- aaagccagtg atcagtgcct 
' agctgcagca ccaagtafccgr caagc.taag<3 cagtgcgtgg- cgggcaagga 
agcctggcat ■ ccgg : cctgga.ggccaaggat gagtgccgca gcgccatgga 
cagaagtcgg . tctacaacjtg ccgctgcaag cggggtafcga agaaggagaa 
. cgcatttact.ggagcatgta ccagagcctg caggatgttt ttcagcaagt 
cccaaaggga acaactgcc£ ggatgcjagcg aaggcctgca acctcgacga 
aagtacaggt cggc^tabat;" ca'ccacgtgc accaccagcg tgtccaatga 
cgccgcaagt Igccacaaggc cctccggcag ttctttgaca aggtcccggc 
tacggaatgc tcttctgctc. ctgc.cgggac.'atcgcctgca .cagagcggag 
atcgtgccfcg .tgtgctccta tgaagagagg gagaagccca actgtttgaa 
tcctgcaaga cgaalttacat " ctgcagatct cgccttgcgg atttttttac 
ccagagtca'a ggtctgicag;cagct;gtcta aaggaaaact acgctgactg 
tactcggggc ttattggca'c agtcatgacc cccaactaca tagactccag 



gtcggccgaa . 

gaaggagcag 

gaccaacttc 

ggccctgaag 

gaactgcctg 

ggagcacatt 

catttgcaag 

tgtctgcaac 

caagcacagc 

gcgacagacc 

tttgcaggac 

caactgccag 

cctcctcgcc 

tagcctcagt 



1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2234 



60 
120 
180. 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
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gtggccccat ■ ggtgtgactg cagcaacagt gggaacgacc tagaagagtg cttgaaattt* 900 

ttgaatttct' tcaaggacaa tacatgt'ctt aaaaatgcaa ttcaagcctt tggcaatggc 960 

tccgatgtga ccgtgtggca gccagccttc ccagtacaga ccaccactgc cactaccacc 1020 

actgccct'cc .gggttaagaa' caagcccc.tg gggccagcag ggtctgagaa tgaaattccc 1080 

actcatgttt tgccaccgtg tgcaaattta. caggcacaga agctgaaatc caatgtgtcg 1140 

ggcaatacac acctctgtat ttccaatggt aattatgaaa aagaaggtct cggtgcttcc 1200 

agccacataa ccacaaaatc aatggctgct cctccaagct gtggtctgag cccactgctg 1260 

gtcctggtgg taaccgctct cftccacccta ttatctttaa cagaaacatc atag 1314 

<210> 377 

<211> 1311 ' • . 

<212> DNA /. ' 
<213> Artificial sequence 

. <22 0> ' I'"' - ... . ' " 

<2 2 3 > A novel predicted alt ernative . spl iced variant 

<400> ;377 • • . 1 

atgatcttgg caaacgtct't. -ctgoctcttc ttctttctag acgagaccct ccgctctttg 60 

gccagccctt cctccctigca .gggccccgag. ctccacggct ggcgcccccc agtggactgt 120 

. gtccgggcca atgagctgtg. tgccgpcgaa tccaactgca gctctcgcta ccgcactctg 18 0 

cggcagtgcc tggcag^ccg; cgaqcgcaac accatgctgg .ccaacaagga gtgccaggcg 240 

gccttggagg tcttgcagga gaijcccgctg tacgactgcc gctgcaagcg gggcatgaag 300 

. aaggagctgc agtgtctgca. gatctactgg .agcatacacc tggggctgac cgaggggaca 360 

ggggcagacc cgg^ggtca^ cgccaagagc . aacca,ttgcc tggatgctgc caaggcctgc 420 

aacctgaatg acaactgcaa- / gaagctgcgc tcgtcctaca . tctccatctg caaccgcgag 480 

atctcgccca ccgagcgctg caaccjgccgc aagtgccaca aggccctgcg ccagttcttc 540 

gaccgggtgc pcagcgagta cacctaccgc atgctcttct gctcctgcca agaccaggcg 600 

tgcgctgagc gccgccg^ca . aaccatcctg cccagctgct cctatgagga caaggagaag 660 

cccaactgcc tggacctgcg tggcgtgtgc cggactgacc acctgtgtcg gtcccggctg 720 

gccgacttcc atgccaafctg .tcgatycctcq taccagacgg tcaccagctg ccctgcggac 780 

aat taccagg qg%to tggg • c tc tjtatgct /ggcat£at t g' ggt ttgacat ' gacacctaac ■ ; 840 

tatgtggact ccagcccbac/tggcatc.gtg gtgtccccct ggtgcagctg tcgtggcagc 900 

gggaacatcfg; aggaggi^ ctcagggact' tcaccgagaa cccatgcctc ' 960 

cggaacgcca : .tccaggqht:t • tggqaacggc acggacgtga acgtgtcccc aaaaggcccc 1020 

• tcgttccagg ccaccc^ggc ccctcgggtg gagaagacgc cttctttgcc agatgacctc 1080 

agtgacagta; ccagct^ggf gaccagtgtc atcaqcacct gcacgtctgt ccaggagcag 114 0 

gggctgaagg cqaaca^ctc .caaagagtta ag'catgtgct tcacagagct cacgacaaat 1200 

atcatcccag ggagtaacaa : ggtgatcaaa .cctaaqtcag gccccagcag agccagaccg 1260 

tcggctgcct tgaccgtgct gtct^cctg. atgctgaaac aggccttgta g 1311 

<210> 378 -;• *.'•: ";V'"V A .. "»•■"•" •/ 

<2n> 3626'' y ' 

<212> DHA-. ■ : ■;* \ ' .- : ' 

<213> Artificial; sequence '. 



<220> 
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<223> A novel 'predicted '.alternative spliced variant 
<400> 378 

atggagtcgc acagccgcgc\.tggaaagagc agaaaatctg caaaatttcg gtccatctcc 
aggtccctga tgctctgtaa tgctaagacc agtgatgatg gctctagccc tgatgagaaa 
tatcctgatc cctttgagat ttccttggcc cagggcaagg agggaatttt ccactcatct 
gtgcagctgg cagacacatc- ggaggctggg .cccagoagtg ttcctgatct agcactggcc 
tcggaggctg ctcaactcca agcagctggg . aatgatcgag gcaagacctg taggaggata 
ttcttcatga aggtgttaat' ccctattgcei caagagaaat tgattttcca atgaccaaga 
aatctgcagc ^cceacggac aggcagcctt actctcitctg cagtaacagg aagtccctct 
.ctcaacaatt grgaqtgtcca gcaggaaa.gg ctgcgggaac ttcgagacca acacggtccc 
tgagcacagc tcagctcgtg cagccatctg. ggggcctcca ggcttcagtc atctccaaca 
tcgtgctgat -gaaggg'ccag gctaagggtc tgggcttcag catcgttggg ggaaaagaca 
gcatttatgg cccQatfcggg : atttacgtca aaaccatttt tgcaggggga gcagcagcag 
ccgatggaag gctacaggaa .'gg.tgatgaaa ttctggagct caatggtgaa tcaatggctg 
gactaacaca • tcaggat'gct •• ttgcagaagt: tcaagcaagc caaaaagggg ctcctcaccc 
tcaccgtgag- aacccgqc^'g/ acggcgcctc cttccctgtg cagccacctg tctcccccac 
tgtgccgctc .cctgagctcc agcac'ttgta tcaccaagga cagcagctcc ttcgccttgg 
aaagcccGtc ggctcccatc agcaccgcca agcccaatta cagaatcatg gtggaggttt 
ctctgcagaa agaggcc^gcf gtgggcctgg gcatcggcct gtgcagcgtt ccctacttcc 
aatgcatctc tggcattttc gtccacacgc tgtcaccagg atccgtggcg cacctggacg 
gacgtctccg gtgtggggac . gagattgtgg .aaatcagtga ttcccctgtg cactgcctga 
cgctcaatga agtctacacg atcctgagtc- actgtgatcc cggtccagtc cccatcattg 
ttagccgaca tccagaccca caggtctctg aacagcaact caaagaagct gtggcccagg 
ctgtggaaaa caccaagttt ggaaaggaga ggcatcagtg gagtctggaa ggtgtcaaaa 
ggctggaaag cagttggcac; £iggcggccca ccttggagaa ggaacgagag aagaactcag 
cacccccgca tcgcagggct- cagaaggtca- tgatccgctc cagcagtgac agcagctaca 
tgtctgggtd cccaggggga. agtcctgg^a gtggcagtgc tgagaagccg tcctctgacg . 
tggacatcag cacacacago cccagcttgc ctctggcaCg ggagccagtg gtgctttcta 
tagcatccfcc eaggctgcco caggagagcc cacccctccc agagagccgg , gacagccacc * 
cgccgctgag ' aetgaa^a^a ; tcctttgaga : ttttggaagc gagagagctg ctgccactgc 
tgctaccaca g^a^acacai:- gcag£gaga£.\ gccctagtgc ctc.tgccggc tgcccaggac. 
c tgg ta tc gg cccacagatic ■ aag t cc tcca " cagagggcga gc cagggt gg agaagagcca 
gcccagtgac. ccaaacatcc ..ccgataaaac" acccactgct taagaggcag gctcggatgg 
actatagctt tgataccaca gccgaagacc cttgggttag gatttctgac tgcatcaaaa 
acttatttag. ccccatcitg. agibgagaacc atggccacat gcctctacag cccaatgcca 
gcctgaatga agaagaaggg acacagggcc acccagatgg .gaccccacca aagctggaca 
ccgccaatgg cactccqaaa gtttacaagfc- cagcagacag cagcactgtg aagaaaggtc 
• ctcctgtgsfc . tcccaa£cca; ;gcctggt£tc gcc.aaag'ctt gaaaggtttg aggaatcgtg 
cttcagaccc aagagggctc cctgatcc.tg ccttgtccac ccagccagca cctgcttcca 



60 
120 
180 
240 
300 
360 
"420 
480. 
540 
600 
660 
720 
780 
840' 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
144 0 
1S00 
1560 
1620 
.1680 
0.740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
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gggagcacct aggatcacac fatecgggcct cctcctcctc ctcctccatc aggcagagaa 2280 

tcagctcctt tgaaacctfct; ggctcctctc. aactcjcctga caaaggagcc cagagactga 2340 

gcctccagcc ctcctctg-gg' gaggcagcaa aacctcfctgg gaagcatgag gaaggacggt 2400 

.tttctggact cttggggcga ggggctgcac ccactcttgt gccacagcag cctgagcaag 2460 

tactgtcctc ggggtcccct* .gcagcgtccg aggccagaga cccaggtgtg tctgagtccc 2S20 

ctcccccagg gcggcagccc aatcagaaaa .ctctcccccc tggcccggac ccgctcctaa 25 80 

ggctgctgtc aacacaggct gaggaafcctc aacjgcccagt gctcaagatg cctagccagc 264 0 

gagcacggag cttccccctg accaggfcccc ' agtcctgtga gacgaagcta cttgacgaaa 2700 

agaccagcaa actctafctct atcagcagcc aagtgtcatc ggctgtcatg aaatccttgc 2760 

tgtgccttcc atcttctatc tcctgrtgccc agactccctg catccccaag gaaggggcat 2820 

ctccaacatc . atcatccaac gaagact'cag ctgcaaatgg ttctgctgaa acatctgcct 2880 

- tggacacggg gttctcg^tc " aacctttcag agctgagaga. atatacagag ggtctcacgg 2940 

aagccaagga agacgatgat ggggacqaca gttcccfctca gtctggtcag tccgttatct 3000 

ccctgctgag ctcagaagaa ttaaaaaaac tcatcgagga ggtgaaggtt ctggatgaag 3060 

caacattaaa gcaattag^C ggcatccatg tcaccatctt acacaaggag gaaggtgctg 3120 

gtcttgggtt .cagcttggca ggaggagcag atctagaaaa caaggtgatt acggttcaca 3180 

gagtgtttcc aaatgggctg gqctcccagg aagggactat tcagaagggc aatgaggttc 3240 

tttccatcaa cggcaag.t'qt ctcaagggga ccacgcacca tgatgccttg gccatcctcc 33 00 

gccaagctcg agagcccagg caagefcgtga ttgtcacaag gaagctgact ccagaggcca 3360 

tgcccgaccb caactcctcp actgactctg . cagbctcagc ctctgcagcc agtgatgttt 3420 

ctgtagaatc .tacagca'gag gccacagtct ; gcacggtgac actgigagaag atgfccggcag 3480 

ggctgggctt cagcqtggaa . gga^ggaagg gctcdctaca cggagacaag cctct caeca 3540 

. ttaacaggat tttcaaaggt . ggacacagag ' gaqttcgtgc cagaggcaag atccctgtaa 3600 

atattgttg'c ■ acaaaaatct cactag 3626 



<210> 379 

<211> 3633' ; - 

<212> ■ DNA' ; 

<213> Artificial-sequence • 

<220> • • \ V '■' 

<223> A novel predicted alternative spliced, variant 

■<400>. -.379 " -Ij^ki * ■ '<:'.'"• - : 

atggagtcgc a'cagccgd'g^v.tgrgag.agagc' agaaaatctg caaaatttcg gtccatctcc 

aggtccctga tgctctgtaa tgetaagae'e agtgat^atg gctctagccc tgatgagaaa 

tatcctgatc cctttgagat- ttQct^tg^cd cagggcaaggr agggaatttt ccactcatct 

gtgcagctgg /cagacacatc ' ggaig'gctggg cccagcagtg ttcctgatct agcactggcc. 

^cggaggctg^ctcaaqt^ aatgatcgag gcaagacctg taggaggata 

ttcttcatga ■'aggaafcette • cacagcttac , . tctcgagaaa agcctggaaa actagaagca 

caaagtagta* actt^cctgtt tcct^aagp.c .t;gccaccaaa gggcacgcag caactcaacc 

agtgttaatc cctattg.cac . aagagaaatt gattfctccaa tgaccaagaa atetgeageg 

• cccacggaca ggca'gadfcta.- ctcfcctct'gc agtaacagga agtccctctc tcaacaattg 

gactgtccag - caggaaa'ggc % .tgcgggaact. / tcgagaccaa cacggtccct gagcacagct 



60 
120 
I89 
240 
300 
360 
420 
480 
540 
600 
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cagctcgtgc agccatc^gg- gggcctccag gcttcagtca tctccaacat cgtgctgatg 
aagggccagg ctaagggtct gggcttcagc atcgttgggg gaaaagacag catttatggc 
cccattggga tttacgfccaa aaqcatttfct gcagggggag cagcagcagc cgatggaagg 
ctacaggaag.gtgatgaaat' fcctggagctc aafcggtgaat caatggctgg actaacacat 
caggatgctt .tgcagaagbt ;caagcaa,gcc aaaaaggggc tcctcaccct caccgtgaga 
acccgcctga cggqgcctb'c" ttcc.ctgtigc agccacctgt ctcccccact gtgccgctcc 
ctgagctc.ca *gcaat.tg£at. caccaaggac agcagctcct tcgccttgga aagcccctcg 
gctcccatca gcaccgccaa- gcccaattad agaatcatgg tggaggtttc tctgcagaaa 
gaggccggcg .tgrggcctggg. catcggcctg tgcagcgttc cctacttcca atgcatctct 
ggcattttcg tccacac£ct\.gtcaqcagga tccgtggcgc acctpgacgg acgtctccgg 
tgtggggacg agatfcgtgga aatcagtgat tcccctgtgc actgcctgac gctcaatgaa- 
gtctacacga tcctgagtca ctgtgatccc ggtccagtcc ccatcattgt tagccgacat 
ccagacccac- aggtct;ctga- acagcaactc aaagaagctg tggcccaggc tgtggaaaac 
accaagtttg . gaaaggagag ■ gcatcagtgg agfcctggaag gtgtcaaaag gctggaaagc 
agttggcacg 1 'ggcggco^aa . cttggagaag gaacgagaga. agaactcagc . acccccgcat 
cgcagggctc agaasgt.dkt ••gafcc'cgctcc . agcagtgaca gcagctacat gtctgggtcc "■ 
ccagggggaa gtcctg^ga^ tggrcagtgct gagaagccgt cctctgacgt ggacatcagc 
acacacagcc ccagctt£fcc "tctggcacgg gagc'cagtgg fcgctfctctat agcatcctcc 
aggctgcccc aggagagccc acccctccca gagagccggg acagccaccc gccgctgaga 
ctgaagaaat cctjbtg^gat; tttggaag<^g agagagctgc tgccactgct gctaccacag 
gaagacacag cagggagaiag ccctagtgcc tctgccggct gcccaggacc tggtatcggc 
ccacagacca a'gtcctccao. agagggcga'g ccagggtgga gaagagccag cccagtgacc 
caaacatccc cgataaaaca ' cccaqtgct't aagaggcagg ctcggatgga ctatagcttt 
gataccacag ccgaagaccc.ttgggttagg atttctgact gcatcaaaaa cttatttagc 
cccatcatga ^gagaa<5caV^ggccacatg ; .-cctctacagc ccaafcgccag cctgaatgaa 
gaagaaggga cacaggjfcjcca ccqagatcfgg. accccaccaa agctggacac cgccaatggc 
actcccaaag fcttaGaagfcq^agcagacagc. agcactgfcga agaaaggtcc tcctgtggct 
cccaagccag cctggtttcg'. ccaaagcttg aaaggtttga ggaafccgtgc ttcagaccca 
agagggctcc ctgatcctgc/ cttgtccacc' cagccagcac ctgcttccag ggagcaccta 
ggatgacaqa 'tpcg^gcctd ctcctc,ct'cc tcct'qcatca- ggcagagaa't . cagctccttt 
gaaacctttg gctcctcjbca: actgcctgac - aaaggagccc agagactgag cctccagccc 
tcctctgggg -aggqaggaaa -acctc^ttggg aagqatgagg. aaggacggtt ttctggactc 
ttggggcgag-.gggdtgcac'q;cac ccccagcagc* ctgagcaagt actgtcctcg 

gggtcccctg/cagcctc'cga ggccayagac" ccaggtgtgt ctgagtcccc ■ tcccccaggg 

cggcagcccai'ktc^gaaaac- tctbccccct ggc.ccggacc cgctcctaag gctgctgtca 

'. ' ,V v ^v./., y . -•""it*.-*.-"': • 

acacaggct.g aggaatctr'ca; aggcc*c£<jtg/ ctcaagatgc ctagccagcg agcacggagc 

ttccccctga. ccag^tcc.ca.^ gt'cctgtg^g acgaagctac ttgacgaaaa gaccagcaaa 

ctctattcta i tcagcagcca agtgtcatcg. gctgtcatga aatccttgct gtgccttcca 



660 
72 0 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
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1860 
1920 
1980 
2040 
2100 
2160 
2220 
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tcttctatct cctgtgccca gactccctgc atccccaagg aaggggcatc tccaacatca 2940 

tcatccaacg aagactcagc tgcaaatggt tctgctgaaa catctgcctt ggacacgggg 3 000 

ttctcgctca acctttcaga gctgagagaa tatacagagg gtctcacgga agccaaggaa 3 060 

gacgatgat'g. ggga<?caca^r. ttccpttc'ag tctggtcagt ccgttatctc cctgctgagc 312 0 

tcagaagaat taaaaaaact catcgaggag gtgaaggttc tggatgaagc aacattaaag 318 0 

gttcacagag' tgtttc'caaa. tgggbtggcc tcccaggaag ggactattca gaagggcaat 3240 

gaggttcttt ccatcaacgg. caagt'ctctc aaggggacca cgcaccatga tgccttggcc 3300 

atcctccgcc aagctcgaga "gcccaggcaa gctgtgattg tcacaaggaa gctgactcca 33 60 

gaggccatgc ,t3ggacdtcaa .ctcctccact .gactctgcag cctcagcctc tgcagccagt 3420 

gatgtttctg tagaatctac agcagaggcc. . acagtctgca cggtgacact ggagaagatg 3480 

tcggcagggc tgggcttcag ..cctggaagga gggaagggct ccctacacgg agacaagcct 354 0 

ctcaccatta acaggafcttt caaaggtgga cacagaggac ttcgtgccag aggcaagatc 3600 

cctgtaaata ttg.t't^aca; aaaatctcac tag 3633 

<210> 380 • / ..... 

<211> 643 • 

<212> DNA * M . .- 
<213> Artificial* segaende' . 

<220> . . ■•" ' "* '.- " 

<223> A novel . predicted, alternative spliced variant 

<400> 380 *- V- 

catgctgccc ctcfcgcctcg tggccgccct gctgctggcc gccgggcccg ggccgagcct 60 

. gggcgacgaa gccatccact gcccgccctg ctccgaggag aagctggcgc gctgccgccc 12 0 

ccccgtgggc tgqgaggagc-tggtgcgaga - ggcgggctgc ggctgttgcg ccacttgcgc 180 

cctgggcttg gggatgccct gcggggtgta caccccccgt tgcggctcgg gcctgcgctg 240 

ctacccgccc. cgaggggt^g agaagcccct: gqac'acactg atgcacgggc aaggcgtgtg 300 

catggagctg gcggagatcg' aggccatcca -ggaaagcctg cagccctctg acaaggacga 360 

gggtgaccac cccaacaaca gcttcagccc ctg.tagcgcc catgaccgca ggtgcctgca 420 

gaagcac tt c gccaaaat t c : • gagaccggag ca ccagtggg • ggcaaga tga aggt caa t gg 480 

ggcgccccgg gaggatgccc. ggcctgtgtg. tcaWcagct ctggatgggc agcgtggcaa 540 

gtgctggtgt gt^gacc'gga. agacgggggt gaagcttccg gggggcctgg agccaaaggg 600 

ggagctggac tgccaccagc '.tggptgacag ctttcgagag tga 643 

<210> 3 81- .... 
<211> 26-16 ;*U 

..<2i2> -J3NA '. .; "? ; -y'"V ;- : /;/ : ---.. - . -.. 
<213> 'Artif iciVi > '"seo^ence; . ' .-• * .. 

<22b> : ,• r y*-./.:.';" : >r ■ . ; 

<223> A v no^el v ;. predict ed .alternative spliced variant 

<4oo> 38i.; ,y\ty':. • ;v. 

atggagagggjggctgccgct tcgtcctcgc cccggccggc 60 

' gcttttcgca acgatgaiii.t$f '^ggc'sfatact ataaaaattg aaagccccgg gtaccttaca 120 

tctcctggtt.atcctCjiittc. ttajtcaccca agtgaaaaat gcgaatggct gattcaggct 180 

ccggacccat- accagagaat fcatgatcaac .ttcaaccdtc acttcgattt ggaggacaga 240 

gactgca'a^t atgact^'cgt ; ergaagtcttc gatggagaaa atgaaaatgg acattttagg 3 00 
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ggaaagttct gtggaaagat agcccctcct cctgttgtgt cttcagggcc atttcttttt 3 60 

atcaaatttg tctcfcgacta cgaaacacat ggtgcaggat tttccatacg ttatgaaatt 420 

ttcaagagag gtCctgaatg- fctcccagaac tacacaacac ctagtggagt gataaagtcc 480 

cccggattcc ctgaaaaata' . tcccaacagc cttgaatgca cttatattgt ctttgcgcca 540 

aagatgtcag agattateccti ggaatttgaa agctttgacc tggagcctga ctcaaatcct 600 

ccagggggga 4;gttctgtcg ctacgaccgg ctagaaatct gggatggatt ccctgatgafc 660 

.ttcaaatgta tggaagctct '.gggcatggaa tcaggagaaa ttcattctga ccagatcaca 720 

* gcttcttccc agtatagcac caactggtcfc gcagagcgct cccgcctgaa ctaccctgag 780 

aatgggtgga. ctcccggaga ggattcctac cgagagtgga tacaggtaga cttgggcctt 840 

ctgcgctttg 'tcacggctgt cgggacacag ggcgccattt caaaagaaac caagaagaaa 900 

tattatgfcca agaettacaa gatcgacgtt agctccaacg gggaagactg gatcaccata 360 

aaagaaggaa- acaaacct;gt tctctttcag ggaaaaacca accccacaga tgt.tgtggtt 1020 

gcagtattcc ccaaacpact gataactcga tttgtccgaa tcaagcctgc aacttgggaa 1080 

actggcatat ctatgagatt fcgaagtatac ggttgcaaga taacagatta tccttgctct 1140 

ggaatgttgg gtatggtgtc .tggacttatt tctgactccc agatcacatc atccaaccaa 1200 

ggagacagaa actggatgpc tgaaaacatc cgcctggtaa ccagtcgctc tggctgggca 1260 

cttccacccg cacctdattc. ctacatcaat gagtggcfccc aaatagacct gggggaggag 1320 

aagatcgtga ggggcajbc^t cattcagggt gggaagcacc gagagaacaa ggtgttcatg. 1380 

aggaagttca .agatcgggta cagcaacaac ggctcggact ggaagatgat catggatgac 1440 

agcaaacgca aggcgaagfcc fctfctgagggc. aacaacaact atgatacacc tgagctgcgg 1500 

acttttccag cfcctptc,cac gcgattcatc aggatctacc ccgagagagc cactcatggc 1560 

ggacfcgggrgc tcagaatgga gctgctgggrc tgtgaagtgg aagcccctac agctggaccg 1620 

accactccca -acgggaactt ggtggatgaa' tgt^atgacg accaggccaa ctgccacagt 1680 

ggaacaggtg atgacttcca gctcada'ggt ggcaccactg tgctggccac agaaaagccc 1740 

acggtcatag acagcaccat . acaatcagacr tttccaacat atggttttaa ctgtgaattt 1800 

. ggctggggqt ' ctcacaagac . cltfcctgccad " tgggaacatg acaatcacgt gcagctcaag 1860 

tggagtgtgt tgaccagcaa" gacgggaccc attcaggatc acacaggaga tggcaacttc 1920 

atctattccc aagpfcgacga aaatcagaag ggc'aaagtgg ctcgcctggt gagccctgtg 1980 

gtttattccc . agaactctgc -ccactgcatg accttctggt atcacatgtc tgggtcccac 2040 

gtcggcacac. tcagggtcaa . actgcgctac cagaagccag. aggagtacga tcagctggtc 2100 

tggatggcca ttggacacca.aggtgaccac tggaaggaag ggcgtgtctt gctccacaag 2160 

tctctgaaac .tttatca'^gt: gattittcgag ggcgaaatcg gaaaaggaaa ccttggtggg • 2220 

attgctgtgg atgacattag: tattaataac cacatttcac aagaagattg tgcaaaacca 2280 

gcagacctgg ataaaaagaa cccagaaatt aaaattgatg aaacagggag cacgccagga 2340 

tacgaaggtg aaggragaa'gg tgacaagaac atctccagga agccaggcaa tgtgttgaag 2400 

accttagaac/pcatcctc^t "aaccatckta gccatgagcg ccctgggggt cctcctgggg 2460 

gctgtct^g.gggt,c^ tgttggcata aitgggatgtc agaaagaaac 2520 

ttgtctgccc ^ -tggagaacta ■ taactttgaa . cttgtggatg gtgtgaagtt gaaaaaagac 2580 
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aaactgaata cacagag'tac. -ttafctcggag gcatga 2616 

<210> 382 . 

<211> 523 

<212> DNA 

<213> Artificial ./sequence 
<220> ■ \ v- 

<223 > A novel predicted alternative spliced variant 

<400> 382 :;- . i; ^V. J . .■ ■ 
; atggctccqt taggtgaagt- tggrgaactat ttcgrgtgtgc. aggatgcggt accgtttggg 60 

aatgtgcccg. tgttgccggt ggacagaccg. gttttgttaa gtgaccacct gggtcagtcc 120 

gaagcagggg .ggdtcc<2cag . gggacccgca gtcacggact tggatcattt aaaggggatt 180 

ctcaggcgga ggcagctatza ctgcaggact ggatttcact tagaaatctt ccccaatggt 240 

actatccagg gaaccaggaa^ agaccacagc cgatttggaa aaactaaccc aagagtgtgt 3 00 

attcagagaa : cagttcgaag.- aaaactggta taatacgtac tcgtcaaacc tatataagca 360 

cgtggacact ggrakggc^at. ac'tatgttgq attaaataaa gatgggaccc cgagagaagg 420 

gactaggact aaac'ggca'cc; agaaattcac. acatttttta cctagaccag tggaccccga 480 

caaagtacct gaactgtata aggatattct aagccaaagt tga 523 

<210> 383 

<211> 523 . " ' , . 
<212> DNA 

<213> Artificial se<£iience 
<220> " .; ' . " ■ 

<22.3> A novel, predicted alternative spliced variant 
<400> 383 * 

atgtggaaat ggatactgac acattgtgcc tcagcctttc cccacctgcc cggctgctgc 60 
tgctgctgct ttfc£gtt*jct gttcttggtg tcttccgtcc ctgtcacctg ccaagccctt 120. 
ggtcaggaca-. tggtgtcacc.' agag^ccacc aactcttctt cctcctcctt ctcctctcct 180 
tccagcgcgg ^aaggc.atgt *gcggagcta;c aate£.ccttc aaggagatgt ccgctggaga 240 
aagctattct cttt.cacca'a' gtactttdtc " aagattgaga agaacgggaa ggtcagcggg 300 
accaagaagg agaactgccc. gtacaaaaga atttaacaat gactgtaagc tgaaggagag 3 60 
gatagaggaa aatgigataca atacqtaigc^ atcatttaac tggcagcata atgggaggca 420 
aatgtatgtg gcattgaatg gaaaaggagc tccaaggaga ggacagaaaa cacgaaggaa 480 

aaacacctpt gctcact,ttc« ttccaatggt ggtacactca tag 523 

, ' f - • • • •- 

<210> 384 

<211> 587- . ••.**.... 
<212> DNA mM -'\ 
<213> Artificial- sequence ' 

<220> . . - • . 

<223> A novel:. predicted; alternative spliced variant 

<4oo> - 384 V "/;\V" : "■ ' r '■ ' ' • 

atgtattcag -.c^ccctccgc'- ctgcacttgc ctgtgctggt tgccgaggag aacgtggact 60 

' tccgcatcca cgtg^a^a.c .cagacscggg ctcgggacga tgtgagccgt aagcagctgc 120. 

ggctgtacca-.gctctaca^ ggaaacacat ccaggtcctg ggccgcagga 180 

tcagtgcccg - cggcgag^at .ggggataagt atgcccagct cctagtggag- acagacacct 240 

tcggtagtca'agtc'cg^ata. aagggcaagg agacg;gaatt ctacctgtgc atgaaccgca 300 



WO 2005/071059 



581 



PCT/li.2005/000107 



aaggcaagct cgtggggaag cccgatggca ccagcaagga gtgtgtgttc atcgagaagg 3 60 

ttctggagaa caaatacacg gccctgatgt cggctaagta ctccggctgg tacgtgggct 420 

tcaccaagaa ggggcggccg cggaagggcc ccaagacccg ggagaaccag caggacgtgc 4 80 

atttcatgaa gcgctacccc aaggggcagc cggagcttca gaagcccttc aagtacacga 54 0 

cggtgaccaa gaggtcccgt cggatccggc ccacacaccc tgcctag 587 

<210> 385 ' J ■ 

<211> ; 51,7 " ' »' . . 
<212> DNA 

<213> Artificial sequende 

<22o> 

<223> A jiovel -predicted alternative spliced variant 

<4oo> 38s" , ... 

atgtattcag ccrqcctccgc ctgcacttgc ctgtgtttac acttcctgct gctgtgcttc 60 

caggtacagg tgctggttgc cgaggagaac gtggacttcc gcatccacgt. ggagaaccag 120 

acgcgggctc gggacgatgt* gagccgtaag cagbtgcggc tgtaccagct ctacagccgg 180 

accagtggga aacacatcca-. ggtcctgggc cgcaggatca gtgcccgcgg cgaggatggg 240 

gacaagtatg cccgatggca -ccagcaagga gtgtgtgttc atcgagaagg ttctggagaa 300 

caactacacg gccctgatgt cggctaagta ctccggctgg tacgtgggct tcaccaagaa 360 

ggggcggccg cggaagggcc.. ccaagacccg ggagaaccag caggacgtgc atttcatgaa 420 

gcgctacccc aaggggcagc- cggagcttca gaagcccttc aagtacacga cggtgaccaa . 480 

gaggtcccgt cggatccggc ccacacaccc tgcctag 517 

<210> .386 
<211> 13 69 . 

<212> DNA ' - 

<213> Artificial .sequence. " 

<220> • ' V- . ■ ':; : 

<223> A novel predicted alternative spliced variant 
<400> 3 86 : 

atgacagttt tcct'ttccfct tgcfct£cefcc gctgccattc tgactcacat agggtgcagc 60 

aatcagcgcc gaagtccaga' aaacagtggg agaagatata accggattca acatgggcaa 120 

tgtgcctaca .dtttcattct; tcqagaa'cac gatggcaact gtcgtgagag tacgacagac 180 

cagtacaaca 'caaacgctct. gcaga'gagat gctccacacg tggaaccgga tttctcttcc 240 

cagaaacttc aacatcfegga. adatgtgatg. gaaaattata .ctcagtggct gcaaaaactt 300 

gagaattaca .fctgtggaaaa ;' catgaagtcg gagatggc'cc agatacagca gaatgcagtt 3 60 

cagaaccaca cggctaccat gctggagata ggaaccagcc tcctctctca gactgcagag 420 

cagaccagaa agctgacaga . tgttgag$.cc- caggtactaa atcaaacttc tcgacttgag ' 480 

atacagctgc .tggagaattc attatccacc tacaagctag agaagcaact tcttcaacag 540 

acaaatgaaa tcttgaagatVccatgaaaaa aacagtttat tagaacataa aatcttagaa 600 

•atggaa'ggaa aac.acaagga agagttggac accttaaagg aagagaaaga • gaaccttcaa : 660 

ggcttggi:ta .-c.tc?gtcaaac;.atata aaaagcaatt aaacagagct 720 

accaccaaca/^.qa^^co€/.tcag^agq^ caactggagc tgatggacac agtccacaac 780 

cttgtcaatc';tttgcaqtaa ;agaaggtggt gttttgcaat* atggatgtca atgggggagg 840 



WO 2005/071059 



582 



PCT/1L2005/000107 



ttggactgta atacaacatc- gtgaagatgg aagtctagat ttccaaagag gctggaagga 900 

atataaaatg ggttttggaa atccctccgg tgaatattgg ctggggaatg agtttatttt 960 

tgccattacc agtcagaggc agtacatgct aagaattgag ttaatggact gggaagggaa 1020 

ccgagccfcat tcacagtatg acagattcca cataggaaat gaaaagcaaa actataggtt 1080 

gtatttaaaa ggtcacactg ggacagcagg aaaacagagc agcctgatct tacacggtgc 1140 

tgatttcagc actaaagatg ctgataatga caactgtatg tgcaaatgtg ccctcatgtt 1200 

aacaggagga tggtggtttg. atgcttgtgg cccctccaat ctaaatggaa ■ tgttctatac 1260 

tgcgggacaa.aaccatggaa aactgaatgg gataaagtgg cactacttca aagggcccag 1320 

ttactcctfca. cgttccacaia. ctatgatgat tcgaccttta gatttttga 1369 

<210> 387 
<211> 13 95* 

<212> DNA , . 
<213> At^tificialz-^eguence 

<220> / \ 

<223> A novel .predicted alternative spliced variant 
<400> 387 

atgacagttt fecctttcctt tgctttcctc . gctgqcattc tgactcacat agggtgcagc 60 

aatcagcgcc gaagtccaga aaacagtggg agaagatata accggattca acatgggcaa 120 

tgtgcctaca cfcttcattct tccagaacac gatggcaact gtcgtgagag tacgacagac 180 

.cagtacaaca caaacgctct gcagagagat" gctccacacg tggaaccgga tttctcttcc 240 

cagaaacttc aacatctgga • acatgtgatg gaaaiattata ctcagtggct gcaaaaactt 300 

gagaattaca -ttgtggaaaa catgaagtcg gagatggccc agatacagca gaatgcagtt 360 

cagaaccaca cggctaccat gctggagata ggaaccagcc tcctctctca gactgcagag 420 

cagaccagaa agctgacaga.tgttgagacc caggtactaa - atcaaacttc tcgacttgag ' 480 

atacagctgc fcggagaattc -attatccacc tacaagctag agaagcaact tcttcaacag , 540 

acaaatgaaa tcttgaaga't. ccafcgaaaaa aacagtttat tagaacataa aatcttagaa 600 

atggaaggaa .aacacaag^ja agagttggac ■ accttaaagg aagagaaaga gaaccttcaa . 660 

ggcttggtta ctcgtcaagtc. afcatataatc caggagctgg aaaagcaatt aaacagagct 720 

accaccaaca acagtgtccfe tcaefaagcag caactggagc tgatggacac agtccacaac 780 

cttgtcaatc tttgcactaa agaaggtgtt ttactaaagg gaggaaaaag agaggaagag 840 

aaaccattta .gagactgtgc .agatgtatat caagctggtt ttaataaaag" tggaatctac 900 

actatttata .ttaataatat gccagaaccc • aaaaagggtt ttggaaatcc ctccggtgaa 960 

tattggctgg ggaa^gagtt tatttttgcc attaccagtc agaggcagta catgctaaga 1020 

attgagttaa 'tggactggga agggaaccga gcctattcac agtatgacag attccacata 1080 

ggaaatgaaa agcaaaacta' .taggttgtafc ttaaaaggtc acactgggac agcaggaaaa 1140. 

cagagcagcc tgatettaca '.cggtgctgat ttcagcacta aagatgctga taatgacaac 1200 

.tgtatgtgca aatg.tgccct catgtta.aca ggaggatggt ggtttgatgc ttgtggcccc 1260 

tccaatctaa atggaatgtt ctatactgcg ggacaaaacc atggaaaact gaatgggata 1320 

aagtggca.ct acttcaaagg'^ 1380 

cctttagatt tttgk -O ':<■. : : ' 1395 
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<210> 388 ■ 

<211> 3.366 ■,' .* 

<212> DNA . 

<2 13 > Artif icial s equence 
<220> . 

<223> A novel, predicted alternative spliced variant 
<400> 388 

atgacagttt tcctttcctt 'tgctttcctc- gctgccattc tgactcacat agggtgcagc SO 

aatcagcgcc gaagtccaga aaacagtggg agaagatata accggattca acatgggcaa 120 

tgtgcctaca ctttcattct ' tccagaacac gatggcaact gtcgtgagag tacgacagac 180 

cagtacaaca caaacgctgt' gcagagagat gctecacacg tggaaccgga tttctcttcc 240 

cagaaacttc .aacatctgga acatgtgatg gaaaattata -ctcagtggct gcaaaaactt 300 

gagaattaca ttgrtgga^aa catzgaagfccg gagatggccc agatacagca gaatgcagtt 3 60 

cagaaccaca cggctacqat ■ gctggagata ggaaccagcc tcctctctca gactgcagag 420 

.cagaccagaa agctgaqaga tgttgagacc caggtactaa atcaaacttc tcgacttgag 480 

"atacagctgc tggagaattc .attatcca.cc tacaagctag agaagcaact tcttcaacag S40 

acaaatgaaa tcttgaagat ccatgaaaaa aacagtttat tagaacataa aatcttagaa 600 

at'ggaaggaa aacacaagga ; agagfctggaic accttaaagg aagagaaaga gaaccttcaa 660 

ggcttggtta ctcgtcaaac atatd.t&.atc caggagctgg aaaagcaatt aaacagagct 720 - 

accaccaaca acagtgtcct tcagaagcag caa'ctggagc tgatggacac agtccacaac 780 

cttgtcaatc tttgcactaa agaaggtgtt ttacfeaaagg gaggaaaaag agaggaagag 840 

aaaccattta gagactgtgc agatgtatat caagctggtt ttaataaaag tggaatctac 900 

actatttata ttaata.atat ' gccagaaccc aaaaaggtgt , tttgcaatat ggatgtcaat 960 

gggggaggtt ggaqtgtaat. acaacatcgt gaagatggaa gtctagattt ccaaagaggc 1020 

tggaaggaat ataaaatggg ttttggaaat. ccctccggtg aatattggct ggggaatgag 1080 

tttatttttg ccattacGag//tcagkggcag tacatgctaa gaattgagtt aatggactgg 1140 

gaagggaacc gagcctattc. acagtatgac agattccaca taggaaatga aaagcaaaac 1200 

tataggatgg tggtttgatg .cttgfcggecc- ctccaatcta aatggaatgt tctatactgc 1260 

-gggacaaaac catgga^aac ' tgaatgggat aaagtggcac tacttcaaag ggcccagtta^ 1320 
ctccttacgt ^pcacaacta'^tgatgattcg acctttagat ttttga ■ 



1366 



<210> 389 . „ '.' • ' 

<211> 1124 . '-. •./.". • . I-.' *" ;'"--' ' .'• 

<2i2> dna;' '■"*.•. 

<213> Artificial; seguen'ce * \- ' ... 

<22o> . ; ; • ■ ' - • 

<223> A newel predicted alternative; spliced, variant 
<400> 389 .-V .*! .'";**'. '''' • 

atgcagccgc ctccaagtct gtgeggaege gccctggttg cgctggttct tgcctgcggc 60 

ctgtcgcgga tctgggga^"- ggagagaggc ttcccgcctg acagggccac teegcttttg 120 

caaaccgcag. agataatcjac gccacccact aagaqqttat ggcccaaggg ttccaacgcc 180 

agtctggcgc ggtq'gttggc .accbgeggag. gtgcctaaag gagacaggac ggcaggatct 240 

ccgccacgca ccaVct'cqcc/ tcccccg^gc caaggaccca tcgagatcaa ggagactttc 300 

aaatacatca acacggbtgt/.gtcctgcctt gtgttcgtgc tggggatcat ' cgggaactcc 360 
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. acacttctga gaatbatcta caagaacaiag tgcatgcgaa 


acggtcccaa tatcttgatc 


420 


gccagcttgg ctctgggaga cctgctgcac atcgtcattg 


acatcccfcat caatgtctac 


480 


aagctgctgg qagaggaqtg gccatttgga'' gctgagatgt 


gtaagctggt gcctttcata 


540 


cagaaagcct ccgtgggaat cactgtgctg agtctatgtg 


ctctgagtat tgacagtttt 


600 


acaagacagc. aaaagattg-g tggctgtt-ca" gtttctattt 


ctgcttgcca ttggccatca 


660 


ctgcattttt ttatacacta atgacctgtg .aaatgttgag 


aaagaaaagt ggcatgcaga 


720 


ttgctttaaa. tgatcaccta . aagcagagac gggaagtggc 


caaaaccgtc ttttgcctgg 


780 


fcccttgtctt tgccctctgc tggcttcccc ttcacctcag 


caggattctg aagctcactc 


840 


ttfcataafcca gaatgatccc aat'agatgtg aacttttgag 


ctttctgttg gtattggact 


900 


atattggtat caacatggct tcactgaatt cctgcattaa 


cccaattgct ctgtatttgg 


960 


tgagcaaaag attcaaaaac tgctttaagt catgcttatg 


ctgctggtgc cagtcatttg 


1020 


aagaaaaaca gtccttgcjag'- gaaaag6agt cgtgcttaaa 


gttcaaagct aatgatcacg 


1080 


gatatgacaa- jcttccgttcc agfcaataaat acagctcatc 


ttga 


1124 



.<2io>* 390 *. • 

<2ii> 2226 '* -'-:„:• 

' <212> DMA • . • ■ : - : * *. 

<213>. Artificial' se^ence, 

<22o> ' ■/ ; \-V / * • 

<223> A novel predicted alternative spliced variant 
<40 0> 39.0 . • : . - . * 

atgcggggcg tgtg^ccgcc cccggtgtcc gccctgctgt cggcgctggg ggtgaacttc 60 

cacagccccc ggagtggcca gaggtigctgg gctgcacgga cccaggtgga gaagcggctg 120 

gtggtgttgg tggtacttct ggcggcagga ctggtggcct gcttggcagc actgggcatc 180 

cagtaccaga caagatcccc/ ctctgtgtgc ctgagcgaag • cttgtgtctc agtgaccagc 240 

tccatcttga gctccatgga. .ccecacagtg* gacccctgcc afcgacttctt cagctacgcc 300 

tgtgggiggct ggatcaa.ggc caacccagtc cct'gatggcc actcacgctg ggggaccttc 3 60 

agcaacctct gggaacacaa; ccaargcaatc atcaagcacc tcctcgaaaa ' ctccacggcc 420 

agcgtgagcg aggcagagag aaaggcgcaa gtatactacc gtgcgtgcat gaacgagacc 480 

, aggatcgagg agctcagggc .caaacctcta atg-gagttga ttgagaggct cgggggctgg 540 

aacatcaca^rgtccctgtf^'c caagcfaaaaa ttccaggaca ccctgcaggt . ggtcaccgcc 600 

cactaccgca ;cctcaccct1;//ctt'cfcctg^c tatgtcagtg ccgattccaa gaactccaac 660 

agcaacgtga tccaggtgga. ccagtdtggc ctgggcttgc cctcgagaga ctattacctg 720 

aacaaaactg aaaapga^aa; ggtgctgacc ggatatctga actacatggt ccagctgggg 780 

aagctgctgg .gcggrcgggga- cgaggaggcc atccggcccc a'gatgcagca gatcttggac 840 

tttgagacgg cact'ggc'caa ■ catcaccatc. .ccacaggaga agcgccgtga tgaggagctc 900 

atctaccaca ' aag£gacggc\ agccgagctg. cagaccttgg cacccgccat caactggttg 960 

ccttttctca- acaccatctt , ctaccccgtg -gagatcaatg aatccgagcc tattgtggtc- 1020 

tatgacaagg aatacc'ttgai'gcagatctcc actctcatca acaccaccga cagatgcctg 1080 

ctcaacaact acatga;tc.t;g>gaacctggtg cggaaaacaa gctccttcct tgaccagcgc 1140 

tttcaggacgr . ccgatgagaa-' gttcatgc^ia gtcatgtadg ggaccaagaa gacctgtctt 1200 

cctcgc.tgga :agtt}:tgcgt" gagtjgacaca ga^aacaacc. tgggctttgc gttgggcccc 12 6 p 
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atgtttgtca 
gagattaaga' 
cgaaaatcag 
atcatggatc 
tactttgaaa' 
aggaaagccc 
tcgcccacca 
cgctcctcab- 
actcatgct.fc 
tggaagaa'et, 
agcaactaca 
gccgacaaeg. 
ggggctgagc 
tttgcacagg 
gafcccccaca 
tcagaacact ■ 
tggtaa ■ 



aagcaacctt 
aggcatttga; 
ccaaggaaaa 
ccaaggagct 
•atgccalfgcg 
ccaacagaga 
igaatgagat: 
ccaaggcctt 
tt^-atgatca 
catccg^gga 
gcgtgaacgg 
ggggtcti2a&; 
actcgct'ccc 
fcptggtgptc 
gcccctotcg" 
tccgctgccc 



cgccgaggac 
ggaaagcctg 
ggccgatgcc 
ggacaaagtg 
gtttttcaac 
tcagtggagc 
tgtgtttccg 
aaaatttggt 
■ a gga-cgggag 
ggcc ttcaag 
ggagccgcftg 
gg'cggcctat 
caccCtgggc 
cgtccgcaca 
cttccggrgtc 
acctggctca 



agcaagagca 
agcaccctga 
atctacaaca 
tttaatgact 
ttctcatgga 
atgaccccgc 
gccgggatcc. 
ggcataggtg 
tatgacaagg 
cgtcagaccg 
aacgggcggc 
cgggcttacc 
ctcaccaata 
cctgagagct 
atcggctccc 
cccatgaacc 



tagccaccga 
agtggatgga 
fcgataggata 
acactgcagt 
gggtcactgc 
ccatggtgaa 
tgcaggcacc 
tcgtcgtggg 
acgggaacct 
agtgcatggt 
acaccctggg 
agaactgggt 
accagctctt 
cccacgaagg 
tctccaattc 
cgccbcacaa 



gatcatcctg 
tgaggaaacc 
ccccaacttc 
tccagacctc 
cgatcagctc 
cgcctactac 
attctacaca 
ccatgagctg 
ccggccatgg 
agagcagtac 
ggagaacatc 
gaagaagaac 
cttcctgggc 
cctcatcacc 
caaggagttc 
gtgcgaagtc 



1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2226 



<210> 391 * / ' 

<2ii> 2211 

<212> . DNA .. .; -'.;/.;,: 

•<213> '.Arfeif ix:iai"; sequence ".. 

<220> \ : v- S ;V*' .V . * 

<223> A novel, pre^cted "alternative, spliced variant 
<4oo> 391 ■".-.* Sv>*; r . ; ; 

atgaacgtcg; cgctgc^ga... gctgggagct ggcagcaacg tgggattcca gaaggggaca 
agacagctgti tag^ctcac^ cacgcagcttj. gagctggtct tagcaggtgc ctctctactg 
ctggctgcac tgct£ctg^g "ctgccttyfcg gccctagggg tccagtacca cagagaccca 
tcccacagca ccbgccttac aga^gcctgc attcgagtgg ctggaaaaat cctggagtcc 
ctggaccgag gggtgagSbc.ic; ctgtgaggac ttttaccagt tctcctgtgg gggctggatt 
cggaggaacc ' ccctgcccsfe tgggcgttct cgct'ggaaca ccttcaacag cctctgggac 
caaaaccagg .ccatact^a^gca'cctgctt gaaa'acacca ccttcaactc cagcagtgaa 
gctgagcagra , agaCac'agcg 'ct tc taccta tcttgcc tac aggtggagcg cattgaggag 
ctgggagccc agccactgag." agacetcatt gagaagattg gtggttggaa cattacgggg 
ccctgggacc agga'caacfcfc .'tatggaggtg ttgaaggcag tagcagggac ctacagggcc 
accccattcfc .tcaccg'tcta* catcagtgct gactctaaga gttccaacag caatgttatc 
caggtggacc ^ agtct^ggct;..ctttctgccc tctcgggatt actacttaaa cagaactgcc 
aatgagaaag tgctc^ctg-c;-. ctafctggat tacatggagg '• aactggggat ' gctgctgggt . 
gggcggccca\' ; cc£qca^ cagcaggtgc tggagttgga gatacagctg 

gccaacatca/c'a^gcc'c'ca,.;g "cgcgacgagg agaagatcta ccacaagatg 

agcatttcgg r.agctgcaggc-; fcctggfccfccc . tccatggact ggcttga'gtt cctgtctttc 



60 
120 
180 
240 
300 
360 
42 0 
480 
540 
600 
660 
720 
780 
840 
900 
960 
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ttgctgtcac cattggagtt gagtgactct gagcctgtgg tggtgtatgg gatggattat 1020 

ttgcagcagg tgfcagagct catcaaccgc acggaaccaa gcatcctgaa caattacctg 1080 

atctggaacc tg;gtgcaaaa gacaacctca agcctggacc gacgctttga gtctgcacaa 114 0 

gagaagctgc tggagaccct ctatggcact aagaagtcct gtgtgccgag gtggcagacc 12 00 

tgcatctcca .acaqggatga cgcccttggc tttgctttgg ggtccctctt cgtgaaggcc 1260 

acgtttgacc ggcaaa^gcaa agaaattgca gaggggafcga tcagcgaaat ccggaccgca 1320 

tttgaggagg ccctgggaca gdtg^tttgg atggatgaga agacccgcca ggcagccaag- 1380 

gagaaagcag . atgGcatcta . tgatatgatt, ggtttcccag actfctatcct ggagcccaaa 1440 

gagctggatg atgtit^atgra cgggtacgaa atttctgaag attctttctt ccaaaacatg 1500 

ttgaatttgt -acaacttebc. tgccaaggtt atggctgacc agctccgcaa gcctcccagc 1560 

cgagaccagfc ggagcatgac. cccccagaca gtgaatgcct actaccttcc aactaagaat 1620 

. gagatcgtct 1 tccccgctgg cafccdtgcag gcccccttct atgcccgcaa ccaccccaag 1680 

gccctgaact tcggtggcat cggtgjtggtc atgggccatg agttgacgca tgcctttgat 1740 

gaccaagggc gcgagtaiga caaagaaggg aacctgcggc cctggtggca' gaatgagtcc 1800 

ctggcagcct .tccggaacjca-.cacggcctgc . atggaggaac agtacaatca ataccaggtc 1860 

aatggggaga ggcjtcaa.cgg ccgccagacg ctgggggaga acattgctga caacgggggg 1920 

ctgaaggctg cct.acaatgc ttacaaagca tggctgagaa agcatgggga ggagcagcaa 1980 

,ctgccagccg tggcpgctcac caaccaccag ctcttcttcg tgggatttgc ccaggtgtgg 2040 

tgctcggtcc gcacaccaga gagctctcac gaggggctgg tgaccgaccc ccacagccct 2100 

gcccgcttcc -gcgtgctggg cactctctcc aactcccgtg acttcctgcg gcacttcggc 2160 

tgccctgtcg gctcccccat gaa.cccaggg cagctgtgtg aggtgtggta g 2211 

<21p> 3 92 - yj'^i 

<2ii> -2109/-. ■/:' .'■'—■' *' 

<212> <i)NA > \ ■ 
<213> Art if icial'' sequence'.' 

. <220> ; v: • • * - * / 

<223> A novel. preUiqted alfceirnative spliced variant 

<4oo> . 392.. ,V:-'V--: '-' 

atgaacgtcg .cgctgcagga gctgggagct ggcagcaaca tggtggagta caaacgggcc 60 

acgcttcggg. afcgaagactfc! acdcgagacc cccgfcagagg gcggggcctc cccggacgcc 120 

atggaggtgg gattccagaa ggggacaaga cagctgttag gctcacgcac gcagctggag .180 

ctggtcttag '. caggtgcqtc . tctactgc.tg ■ gctgcactgc ttctgggctg ccttgtggcc 240 

■ ctaggggtcc agt^accacag "agac'cca'tcc ' cacagcacct gccttacaga ggcctgcatt 300 

cgagtggctg gaaaaatcct gga^tqcctg, gaccgagggg tgagcccctg tgaggacttt 360 

taccagttct cctgtggggg. ctggattcgg aggaaccccc tgcccgatgg gcgttctcgc 420 

tggaacacct tca^cagcct ctgggaccaa aaccaggcca tactgaagca cctgcttgaa 480 

aacaccacct tcaactccag. -cagbgaagct gagcagaaga cacagcgctt ctacctatct 540 

tgcctacagg tgofagc^cat -tgaggagctg ggagcccagc cactgagaga cctcattgag 600 

aagattggtg gtSg^aUcat-' ^ tacggggccc. tgggaccagg ' acaactttat ggaggtgttg • 660 

aaggcagtag ' da^g^acct^.rcagggccaccr ccattcttca ccgtctacat cagtgctgac 720 

tctaagagtt ' ccaac^g'caa- tgttaticcag. gtggaccagt ctgggctctt tctgccctcfc. 780 
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cgggattact acttaaacag . aactgccaat gagaaagctc tggcgccctc catggactgg 840 

cttgagttcc tgtctttctt gctgtcacca ttggagttga gtgactctga gcctgtggtg 900 

gtgtatggga tggattattt gcagcaggtg tcagagctca tcaaccgcac ggaaccaagc 960 

atcctgaaca attacctgat ctggaacctg gtgcaaaaga caacctcaag cctggaccga 1020 

cgctttgagt Gtgcacaaga gaagctgctg gagac.cctct atggcactaa gaagtcctgt 1080 

gtgccgaggt ggcagacctg catetccaac acggatgacg cccttggctt tgctttgggg 1140 

tccctcttcg .tgaaggccac gtttgaccgg caaagcaaag aaattgcaga ggggatgatc 1200 
agcgaaatcc ggacegca]bt( tgag'gaggcc ctgggacagc tggtttggat ggatgagaag " 1260 

acccgccagg cagccaa^ga gaaagcagat" gccatctatg atatgattgg tttcccagac 1320 

tttatcctgg agcc'caaaga gct^rgatgat gtttatgacg ggtacgaaat ttctgaagaf 1380 

tctttcttcc . aaaacatgtt gaatttgtac aacttctctg ccaaggttat ggctgaccag 1440 

ctccgcaagc c^cccagccg agaccagtgg agcatgaccc cccagacagt gaatgcctac 1500 

taccttccaa ctaagaatga gatcgtcttc cccgctggca tcctgcaggc ccccttctat 1560 

gcccgcaace accccaaggc cctgaacttc ggtggcatcg gtgtggtcat gggccatgag 1620 

ttgacgcatg cctttgatga . ccaagggcgc gagtatgaca aagaagggaa cctgcggccc 1680 

tggtggcaga atgagtpcct ggciagcct.tc cggaaccaca cggcctgcat ggaggaacag 1740 

tacaatcaat' acc^ggtcaa 'tg^gagagg ctcaacggcc gccagacgct gggggagaac 1800 

attgctgaca. acgfgggggct gaaggctgcc tacaatgctt acaaagcatg gctgagaaag 1860 

catggggagg agcagcaa^ct ' gccagccgtg gggctcacca accaccagct cttcttcgtg 1920' 

ggatttgccc aggtgfcggtg ctcggtccgc aca'ccagaga gctctcacga ggggctggtg 1980 

accgaccccc acagccct;gc ccgcttccgc gtgctgggca ctctctccaa ctcccgtgac 2040 

ttcctgcggc acttcggctg ccctgtcggc tcccccatga acccagggca gctgtgtgag 2100 

gtgtggtag 2109 

<210> 393 , ti " . „V. •.' 

<211> 2199 "'" " - 
<212> DNA* '/ • '.{ ' ■ -V ' 

<213> Arrtif icaal.."eequen66. -«f.*. -•' 

<220> ]/.^J')}.' :' V'-V; Vv' 

<223> " A .nbyei'p^ 

<400> 393 ' 

atgaacgtcg cgctggagjga- gc.tgggascfc ggcagcaaca tggtggagta caaacgggcc ' 60 . 

acgcttcggg atgaagacgc.- acccga'gacc cccgtagagg gcggggcctc cccggacgcc 120 

atggaggtgg gatfec'c.agaa ggggacaaga cage tgt tag gctcacgcac gcagctggag 180 

ctggtcttagcag^tgcritc^tctactgctsr gctgcactgc ttctgggctg ccttgtggcc 240 

ctaggggtcc agt^ccacag . agacccatcc .cacagcacct gecttacaga ggectgeatt 300 

cgagtggctg. gaaaaafcect- ggagtccctg gaccgagggg tgagcccctg tgaggacttt 360 

taccagttct cctgtgfgggg ' ctggattcgg aggaaccccc tgcccgatgg gcgttctcgc 420 

tggaacacct teakcagdet .ctgggaccaa* aaccaggcca tactgaagca ectgettgaa 480 

aacaccacct- tc£a£t'ec4g ' cacrtgaa'gcj: gagcagaaga cacagcgctt ctacctatct 540 

tgcctacagg . tggiagc^qa t % 'tgaggagc tg . ggagcccagc cactgagaga cc tcattgag • 600 
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aagattggtg -grttggaaqat. tacg'gggccc fcgggaccagg acaactttat ggaggtgttg 660 

aaggcagtag . cagggaccta ■ cagggccacc' ccattcttca ccgtctacat cagtgctgac 720 

tctaagagtt cdaacagrcaa tgttatccag gtggaccagt ctgggctctt tctgccctct 780 

cgggattact acttaaacag, aactgccaat gagaaagtgc tcactgccta tctggattac 84 0 

atggaggaac- tggggatgct gctgggtggg cggcccacct ccacgaggga gcagatgcag 900 

caggtgctgg agttggagat - acagctggcc aacatcacag tgccccagga ccagcggcgc 960 

gacgaggaga- agate tacca caagat gage atttcggagc tgcaggctct ggcgccctcc 1020 

atggactggc . ttgagttcct -.gtctttcttg ctgtcaccat tggagttgag tgactctgag 108 0 

cctgtggtgg ;tgt;atgggab ggatt'atttg cagcagrgtgt cagagctcat caaccgcacg 1140 

gaaccaagca tcctgaacSia;-. ttacctgatc tggaacctgg tgcaaaagac aacctcaagc 1200 

ctggaccgac pctttgagte tgcacaagag aagctgctgg agaccctcta tggcactaag 1260 

aagtcctgfcg tgccgaggftg gcagacctigc atctbcaaca- cggatgacgc ccttggcttt 1320. 

gctttggggt'"ccctdt£~ccfc gaaggccacg tttgaccggc aaagcaaaga aattgcagat 1380 

gccatctatg 'atafc^aJttgg tttcccagajc tttatcctgg agcccaaaga gctggatgat 1440 

gtttatgacg ggtapgaaat ttctgaagat* tctttcttqc aaaacatgtt gaatttgtac 1500 

aacttctctg ccaaggttat. ggctgaccag ctccgcaagc ctcccagccg agaccagtgg 1560 

agcatgaccc ■ cccagacagt- ' gaatgcctacj taccttccaa ctaagaatga gatcgtcttc 1620 

cccgctggca tcctgcaggc cbccttctat gc'ccgcaacc accccaaggc cctgaacttc 1680 

ggtggcatcg gtgfcggteat gggcpatgag- ttgacgcatg cctttgatga ccaagggcgc 1740 

gagtatgaca aagaagggaa- cctgcggccc tggtggcaga atgagtccct ggcagccttc 1800 

cggaaccaca cggcctgca.t .. ggaggaacag tacaatcaat accaggtcaa tggggagagg 1860 

ctcaacggcc gccagacgct gggggagaac attgctgaca* acgrgggggct gaaggctgcc . 1920 

tacaatgctt acaaaggatg gctgagaaag catggggagg agcagcaact gccagccgtg 1980 

gggctcacca accaccagct cttcttcgtg ggattt.gccc. aggtgtggtg . ctcggtccgc 204 0 

acaccagaga gcfcctcacga ' gggg'c'tggtg accgaccccc acagccctgc ccgcttccgc ' 2100 

gtgctgggca ctctctqcaa .etcca^gac ttcctgcggc acttcggctg ccctgtcggc 2160 

tcccccatga .acccagggca gcfcgtgtgig' gtgtggtag 2199 



<210> 394 l * m 

<211> 2220 : *\ ; \ ■ ■-- T j 

<212> .'DNA .•* • V~.Jy;. : ;/"• ' . .* ' 

<213> Artiflqial". sequence 

<220> ■.- - .'"'...v.'v-. 'j'V."'-'^- 

<223> A." novel; .predicted -alternative spliced variant 
<400> 3 94 . : . » / v>; V V V v y . ;" 

atgaacgtcg pgctgcagga .gctgggagct ggcagcaaca .tggtggagta caaacgggcc 60 

acgcttcggg .atgaa'gacgc; acdcgagacc cccgtagagg gcggggcctc cccggacgcc • 120 

atggaggtgg gattccagaa; ggggacaaga. cagctgttag gctcacgcac gcagctggag 180 

ctggtcfctag cag^gcctc. tctactgctg gctgcactgc ttctgggctg ccttgtggcc 240 

ctaggggtcc agtac'cacag a'gacccatcc cacagcacct gccttacaga ggcctgcatt 300 

cgagtggctg gaaaaatcct. ggagtccctg gaccgagggg tgagcccctg tgaggacttt 3 60 

taccagttct <?ctgtggg^g ; ctggattcgg agcfaaccccc . tgcccgatgg gcgttctcgc , 420 
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tggaacacct tca^cagcbt: ctgjggaccaa aaccaggcca tactgaagca cctgcttgaa 
aacaccac'ct tcaactccag" .cagtgaa'gct gagcagaaga cacagcgctt ctacctatct 
tgcctacagg tggagcgcat tgaggagctg ggagcccagc cactgagaga cctcattgag 
aagattggtg gttggaaaat tacggggccc tgggaccagg acaactttat ggaggtgttg 
aaggcagtag .cagggaccta cagggccacc ccattcttca ccgtctacat cagtgctgac 
tctaagagtt ccaacagcaa. tgttatccag. gtggaccagt ctgggctctt tctgccctct 
cgggattact acttaaacag.aactgccaat gagaaagtgc tcactgccta tctggattac 
atggaggaac tggggatgct gctgggtggg cggcccacct ccacgaggga gcagatgcag 
caggtgctgg ' agttggagat "a'cagctggcc aacatcacag tgccccagga ccagcggcgc 
gacgaggaga agatctacca. caagatgagc atttcggagc tgcaggctct ggcgccctcc • 
atggactggc ttgagttcct ,*; ,.gtct;ttcttg ctgtcaccat tggagttgag tgactctgag 
cctgtggtgg 'tgtatggga^.-.ggattatttg cagcaggtgt cagagctcat caaccgcacg 
gaaccaagca tcQtgaacaa ■ tta.cctga.tc . tggaacctgg tgcaaaagac aacctcaagc 
ctggaccgac gctttgsigtc ^tgcacaagag. aagctgctgg agaccctcta tggcactaag 
aagtcctgtg- tgcc^ggtg; gcagacctgc atctccaaca cggatgacgc ccttggcttt 
gctttggggt ccct.cttegt gaaggccacg tttgaccggc aaagcaaaga aattgcagag 
gggatgatca .gcgaaatc'cg( gaccgcattt gaggaggccc tgggacagct ggtttggatg 
gatgagaaga cccgccaggcv agccaaggag aaatacgaaa tttctgaaga ttctttcttc 
caaaacatgt .tgaatttgta icaacttctct: gccaaggtta tggctgacca gctccgcaag 
cctcccagcc ga^ccagtg gagcatgacc " ccccagacag tgaatgccta ctaccttcca 
actaagaatg agatcgtctt- qcccgctggc- atcctgcagg cccccttcta tgcccgcaac 
caccccaagg ccctgaactt -cggtggcatc; ggtgtggtca tgggccatga gttgacgcat 
gcctttgatg .accaagggcg cgagtatgac aaagaaggga acctgcggcc ctggtggcag 
aatgagtccc tggCagcctt. ccggaa'ccac acggcctgca* tggaggaaca gtacaatcaa 
taccag^tca atgg<gga.gag-; gc : tcaacggc cgccagacgc' tgggggagaa ' cattgctgac 
aacggggggc .tgaSggctgc 'v^t^caatgCt:' tacaaagcat ggctgagaaa gcatggggag 
gagcagcaac tgcqaggcgW ggggc.tca^'cc aaccaccagc tcttcttcgt gggatttgcc 
caggtgtggt" .^cteggiitCg ■ cacaccagag agctctcacg aggggctggt gaccgacccc 
cacagccctg cccgctitCcg/cg6^Ctgggc actctctcca actcccgtga cttcctgcgg 
cacttcggct gccct^cgcf; ctcccccat'g aacccagggc agctgtgtga ggtgtggtag 



480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 



<2io> 39s- • . ~«"/ > ;>. ;':-V 

<211> 2187: - V : «;.'V % \ 

<212> DI&aV ;".\ 

<213> Artificial :.s'e0;ence-. J 



<220> 
<223> 



A novel" pre^ig^ed Alternative ' spliced variant 



<400> 395 * .... v.;./ ■ ' : 

atgaacgtcg cgctgcagga ; jgctigggagct' ggcagcaaca tggtggagta caaacgggcc 60. 

acgcttcggg atgaa^acgc' -accc^g^acc'. cccjgtagagg gcggggcctc cccggacgcc 120 

atggaggtgg gat.tccagaa.. ggggacaaga cagctgttag gctcacgcac gcagctggag 180 



WO 2005/071059 



590 



PCT/1JL2005/000107 



ctggtcttag • cag^gcctc tctactgdtg. gctgcactgc ttctgggctg ccttgtggcc 240 

ctaggggtcc- agtaccacag agacccatcc cacagcacct gccttacaga ggcctgcatt 3 00 

cgagtggctg gaaaaatccb ggagtccctg gaccgagggg tgagcccctg tgaggacttt 3 60 

taccagttct cctgtggggg" ctggattcgg aggaaccccc tgcccgatgg gcgttctcgc 420 

tggaacacct - tcaac'agcct ctgggaccaa- aaccaggcca tactgaagca cctgcttgaa 480 

aacaccacc.t tcaactccag-cagt^aagct gagcagaaga cacagcgctt ctacctatct 540 

tgcctacagg tggagcgjcai" tgagtfagctg ggagcccagc cactgagaga cctcattgag 600 

aagattggtg gttggaacat tacggggccc* tgggaccagg acaactfctat ggaggtgttg 660 

aaggcagtag cagggaccta-.cagggccacp ccattcttca ccgtctacat cagtgctgac 720 

tctaagagtt ccaacagcaa tgttatccag gtggaccagt ctgggctctt tctgccctct 780 

cgggattact actta^acagr aactgccaat gagaaagtgc tcactgccta tctggattac 840 

atggaggaac tggggat^t-;gc^gggtggg cggcccacct ccacgaggga gcagatgcag 900 

caggtgctgg agttgga^fat .acagctggbc! aacatcacag tgccccagga ccagcggcgc 960 

gacgaggaga aga^ctLacc'ai' caagat.ga'gti atttcggagc" tgcaggctct ggcgccctcc 1020 

atggactggq i .ttgagtttibt/ ^ctttc^tg ctgtcaccat tggagttgag tgactctgag 1080 

cctgtggtgg tgtatgggat:,:ggattat^tg cagcaggtgt cagagctcat caaccgcacg 1140 

gaaccaagca tcctgaacaa' ttacctgat'c tggaacctgg tgcaaaagac aacctcaagc 1200 

ctggaccgac gctttgagtcx tgcacaagag aagctgctgg agaccctcta tggcactaag 1260 

aagtcctgtg tgccga\ggtg\ gcagacctigc .atctqcaaca cggatgacgc ccttggcttt 1320 

gctttggggt cccfccttcgt ; gaaggccacg;. tttgaccggc aaagcaaaga aattgcagag 1380 

gggatgatca gcgaaatccg gaccgca'ttt gaggaggccc tgggacagct ggtttggatg 1440 

gatgagaaga cccgccaggc agccaaggag aaagcagatg ccatctatga tatgattggt 1500 

ttcccagact ttatcctgga, gfcccaaagag ctggatgatg tttatgacgg gtacgaaatt 1560 

tctgaagatt ctt^.cttcca''aaacatgttg aatttgtaca acttctctgc caaggttatg 162 0 

gctgaccagc -tccgcaagcc ; tccpagccga gaccaggccc tgaacttcgg tggcatcggt 1680 

gtggtcatgrg gqcatgagt^ :gacgca*tgcc tttgatgacc aagggcgcga gtatgacaaa 1740 
gaagggaacc tgcggpQ.qt^gtggdagdat gagtecctgg ' cagccttccg gaaccacacg . 1800 

gcctgcatgg a'ggaaca^a^daatcaatac caggtcaatg gggagaggct caacggccgc 1860 

cagacgc^gg- ggg^^Jicafc' tgctgapakq ggggggctga aggctgccta caatgcttac. 1920 

aaagcatggc : ;tga.^aagca ':tggg^ cagccgtggg gctcaccaac 1980 

caccagctct tcttcgtyigg- iatt&gcccap- gtgtggtgct cggtccgcac accagagagc 2040 

tctcacgagg' .&gct;gg&gac cgabcfcccac agccctgccc gcttccgcgt gctgggcact 2100 

ctctccaac't. ccfcgtgactt .cctgcggdiaG ttcggctgcc ctgtcggctic ccccatgaac 2160 

ccagggca^c /^gtgtgiiggt gtgsrtag- ; - 2187 

<2io> 39.6 J-'' 'j : '- m • 7 . 

<211> 3022* ~ r ..'' /- : V* ' * " ' ": ' *' '.' 

<2i2*> ma' -r . a'V-./X >!-• : .V.v* .-. ' 

<213> Art£f ipial -.seguence : . 
■<220> . .•.•"'•* ':/c v " ** " 

<223> A hc^el/^reaict'ed " alt einiative spliced variant 
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<400> 396 ,. • , '■ .' ' * ■ 

atggccagag . cttt^tgtcc. • actgcaacpcc ctctggcttc tggagtgggt gctgctgctc 60 

ttgggacctfc gtgctg'cccc'-tccagcctgg gccttgaacc tggacccagt gcagctcacc 120 

ttctatgcag gccccaafcgg. cagccagittt ggattttcac tggacttcca caaggacagc 180 

catgggagag .tggccafcqgt ggtgggcgQc ccgcggaccc tgggccccag ccaggaggag 240 

acgggcggcg tgttcctgtg; cccctgga'gg gccgagggcg gccagtgccc ctcgctgctc 3 00 

tttgacctcc gcctgcgccc ; cctggcagca 1 ' ctggaacgtc ctagaaaaga ctgaggaggc 3 60 

tgagaagaog cccgtaggta gctgcttttt ggctcagcca ' gagagcggcc gccgcgccga 420 

gtactccccc tgt'cgcggga acaccctgag ccgcatttac gtggaaaatg atfcttagctg 480 

ggacaagcgt. tact'gtgaag .cgggcttcag ctccgtggtc actcaggccg gagagctggt 540 

gcttggggct cctggcggct attatttctt aggtctcctg gcccaggctc cagttgcgga 600 

tatttfcctcg agt^accgcc; caggcatcct- tttgtggcac gtgtcctccc agagccfcctc 660 

ctttgactcc agcaaccdag; agtadttcga cggctactgg gggtactcgg tggccgtggg 720 

. cgagttcgac ggggatdfeqa:/acaG]tacaga atatgtcgtc ggtgccccca cttggagctg. 780 

gaccctggga gcg^tgga/aa- tttfcggattc ctactaccag aggctgcatc ggctgcgcgc 840 

agagcagatg' gcgt:'cgfca'tt! ttggjgcattG; agtggctgtc actgacgtca acggggatgg 900 

gaggcatgat ctgqtggtgg ' gcgctccac't gtatatggag agccgggcag accgaaaact 960 

ggccgaagtg gggcgtgtgt /atttgttcc,t gcagccgcga ggcccccacg cgctgggtgc 1020 

ccccagcctc ctgqtgactg gcacaeagct.. ctatgggcga ttcggctctg ccatcgcacc 1080 

cctgggcgac .ctcgaccggg. atggctaqaa tgacattgca gtggctgccc cctacggggg 1140 

tcccagtggc cggggccaag tgctgjgtgtt cctgggtcag agtgaggggc tgaggtcacg 1200 

tccctcccag gfccctggaca gccccttocc cacaggctct gcctfctggct tctcccttcg 1260 

aggtgccgta gacatcgatg *acaacggata cccagacctg atcgtjgggag cttacggggc 1320 

caaccaggtg gct'gtg'taca" gagctcagcc agtggtgaag gcctctgtcc agctactggt 1380 

gcaagattca ctgaatcctg. : ctgitgaagag ctgtgtccta cctcagacca agacacccgt 1440 

gagctgcttc aaca'tccaga. 'tgtgigttgg agccactggg cacaacattc ctcagaagct 1500 

atccctaaat grccgagctgc .agctggaccg gcagaagccc cgccagggcc ggcgggtgct 1560 

gctgctgggc tctcaacagg cagigcacaac cctgaacctg gatctgggcg gaaagcacag 1620 

- ccccatctgc cacjaccac^ tcgagatgag gcagacttcc * gggacaagct 1680 

gagcccqatt. ^gctcag^c^ tca^jtgtgtc cctaccgccc acggaggctg gaatggcccc 1740 

tgctgtcgtig ctgcatgc^g- acaccdat^'. gcaggagcag. acacgaatcg tcctggactc' 1800 

tggggaagat ; gacJcftat'^tg fcgcbddagct . t cage t cac t gccagcgtga . eggge tcccc . 1860 

gctcctagrt't ;g^^gqa^aiba.;at^cct;gga gcfcgcagatg gacgcagcca aegagggega 1920 

gggggectafe gaagcafcrag-c- tggcc.gtgca • cctgccccag ggcgcccact acatgeggge 1980 

cctaagcaat gtcgagggc.t 'ttga^gaat cat'ctgtaat cagaagaagg agaatgagac 2040 

cagggtggtg /ctgtgtgagc. tggg^aaccc catgaagaag aacgcccaga taggaatege 2100 

gatgttggtg agcgtgggga : : atctggaaga ggctggggag tctgtgtcct tccagctgca 2160 

gataeggage ' aagaacagecy gtgctgctgg acgtgccggt 2220 

cegggcagag gcccaagfcgg, agetgegagg .gaactccttt ccagcctccc tggtggtggc- 2280 
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agcagaagaa ggtgagagg;g agcagaacag 
cacctatgag ctccaca^ca atggccctgg 
ccttccggga cagtcccagq cctccgacct 
gggccttcag tgcttcccac; agqc'tcctgt 
catccccagc .ccctcqccca fctcaeccggc' 
cctgccagag cccgagcagc cctcg;aggct 
ggcgccctgt actgtggtgc ' agtgfcgaccfc 
ggtcacggtg ctggccfctcc . tgtggctgcc 
tgtgctgcag tcgcacgeat : ggttcaadgt 
cagcctgccc' cgaggggaag ctcaggtgtg 
ggccattcca/ atctggtggg' tgcfcggtggg 
cctggtcctg" gccatgtgga aggtcggctt 
agatgatgaa gagggggagt ga 



592 



.cttcjgacagc 
gactgtgaat 
gctctacatc 
caacccfcctc 
ccatcacaag 
tcaggatcca 
gcaggagatg 
cagpctctac 
gtcctccctc 
gacacagctg 
tgtgctgggt 
cttcaagcgg 



tggggaccca 
ggtcttcacc 
ctggatatac 
aaggtggact 
cgggatcgca 
gttctcgtaa 
gcgcgcgggc 
cagaggcctc 
ccctatgcgg 
ctccgggcct 
ggcctgctgc 
aaccggccac 



aagtggagca 
tcagcatcca 
agccccaggg 

gggggctgcc 

gacagatctt 
gcfcgcgactc 
agcgggccat 
tggatcagtt 
tgcccccgct 
tggaggagag 
tgctcaccat 
ccctggaaga 
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2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3022 



<210> ■ 397 

<211> 1775 . 

<212> DNA ■- 
<213 



> ' Artif icia.1 ;,se;querice. ' *• 



<22 0> * -• . . : . - > ■; ' * 

<223> A novel ■ predicted alterative., spliced variant 
<400> 397- . . ••; 'V \ :\*\- ' ,\ ,'" 

atgccctcct/gggccctctt catggfccacc tcctgcctcc tcctggcccc tcaaaacctg 
gcccaagtca gcagccaagg gagaagccgc gtgcttgcac cctgagttqc cagagcatgc 
cccactttgg aacccgafca'c: gtg.tgcda<j't tfcccagacca ggaggaagtg cgtctcttct 
ttccgctgca cctctgggtg aagaatgtgt tcctaaacca gactcggact cagcgagtcc 
tctttgtg;ga cagtgtaggc ctgccggctc . cccccagtat catcaaggcc atgggtggga 
gccagccagg .ggaacttcag" atcagctggg- aggagccagc tccagaaatc agtgatttcc 
tgaggtacga actdcgctat ggccccagag atcccaagaa ctccactggt cccacggtca 
tacagctgat tgccacagaa\.acctgctgcc ctgctctgca gaggcctcac tcagcctctg 
ctctggacca gtcVccatgt' gctcagccca caatgccctg gcaagatgga ccaaagcaga 
cctccccaag; tagagaagct' tcagctctga cagcagaggg tggaagctgc ctcatctcag 
gactccagcc tggcaactcc;- tac'tggctgc agqtgc^cag. cgaacctgat gggatctccc. 
tcggtggctc' .qtggggat'cc ^tg^tccctcc: ctgtgactgt ggacctgcct ggagatgcag 
tggcacttgg. actgcaat^q/ tttaccttgg acctgaagaa tgttacctgt caatggcagc 
aacaggacca tgcbagcfccc ■ caaggcttct tctaccacag cagggcacgg tgctgcccca 
gagacaggta. ^ ccccatiqfcgg gagaactgcgr aagaggaaga gaaaacaaat ccaggactac 
agaccccaca'/gtt:ctctcgc : tgccactfcda agtcacgaaa tgacagcatt attcacatcc 
ttgtggaggt gaccacagcc ccgggtactg tfccacageta cctgggctcc cctttctgga 
tccaccaggc .tgtgjsg.QG'tcT cccacccqaa ac.ttgcactg gagggagatc tccagtgggc 
atctggaatt ggagtggcag. .cacccaticgfc- cctgggcagc ccaagagacc tgttatcaac 
tccgatacac aggaga^ggc tcatcagga'ct: < ggaaggtgct ggagccgcct ctcggggccc 
gaggagggac .cctggagctg cgccbgcgat ctcgctaccg tttacagctg cgcgccaggc 



60 
120 
180 
240 
3 00 
360 
420 
480 
540 
600 
660 
720 
780 
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900 
960 
1020 
1080 
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tcaacggccc cacqtaccaa .ggjtccctgga gctcgtggtc ggacccaact agggtggaga 1320 

ccgccaccga gaccgcctcjg atdtccttgg tgaccgctct gcatctagtg ctgggcctca 13 80 

gcgccgtcct gggcctgctg ; ctgctgaggt • ggcagtttcc tgcacactac aggagactga 1440 

ggcatgccct gtggccctc^'/cttccagacc. tgcaccgggt cctaggccag taccttaggg 1500 

acactgcagc cctgagccqg cccaaggcca cagtctcaga tacctgtgaa gaagtggaac 1560 

ccagcctcct tgaaatcctc cccaagtect ca'gagaggac tcctttgccc ctgtgttcct 1620 

cccaggccca gatggactac "cgaagattgc agccttcttg cctggggacc atgcccctgt 1680 

ctgtgtgccc acccatggct cpagtcagggt . cctgctgtac cacccacatt gccaaccatt 1740 

cctacctacc actaagctat tggcagcagc cttga 1775 

<210> 398 
<211> 2233. 
<212> DNA 

<213> Artificial sequence 
<220> • ; :■' [ 

<223> "A novel- predicted alternative spliced variant 
<400> . 398 • V *V.^V : :*'.-.l V 

atggcgapgt ctaatctgtt. .aaagggatgt gcatgcagtc tgtctttggg atgataaagg 60 

cccagcaaaa • attcatcagg - ctttaaakga agatattctt gagtttatta agcaggcaca 120 

ggcacgagta ctg&gccat'c- aagatgatac ggctttgcta aaagcatata ttgttgaatg 180 

gcgaaagttc tttacacaat' gtgatatt:tt accaaaacct ttttgtcaac tagagattac 24 0 

tttaatgggrt aaacagggca gcaataaaaa- atcaaatgtg gaagacagta ttgttcgaaa 300 

gcttatgctt gatacatgrga atgagtcaat cttttcaaac ataaaaaaca gactccaaga 360 

tagtgcaatg aagctggtac atgctgragag attgggagaa gcttttgatt ctcagctggt 420 

tattggagta .agagaatact* atgttaacct -ttgttctaat cctgaggata aacttcaaat 48 0 

ttatagggac aatfc'ttgaga' aggcatac.tt ggattcaaca gagagatttt atagaacaca 540 

agcaccctcg t'atttacaac \caaatggtgt acagaattat atgaaatatg cagatgctaa 600 

attaaaagaa gaagaaaaac" gagcactacg. ttatttagaa acaagacgag aatgtaactc 660 

cgttgaagca ctcatggaat, gcfcgtgtaaa" tgccctggtg acatcattta aagagactat 720- 

cttagctgag tgccaaggca "tgatcaagag aaatgaaact gaaaaattac atttaatgtt 780 

ttcattgatg gacaaagttc ;ctaatggtat agagccaatg ttgaaagact tggaggaaca 840 

tatcattagt gctggcctgg cagatatggt agcagctgct gaaactatta ctactgactc 900 

tgagaaatac gttgragcagt- -fcacttaaact atttaataga tttagtaaac tcgtcaaaga 960 

agcttttcaa 'gatgatccac 1 gatttcttac tgcaagagat aaggcgtata aagcagttgt 1020 

taatgatgct-' accatattta^ aaotfcgaatt acctttgaag cagaaggggg tgggattaaa. 1080 
aactcagcct gaatcaaaat gccctgagct gcttgccaat tactgtgaca tgttgctaag ' 1140 

'.aaaaacacca t.taagcaa^ :aacVaacctc' tgaagagatt gaagcaaagc ttaaagaagt 1200 

gctcttggta *cttaagtat<g .taaagaacaa agatgttttt atgaggtatc ataaagctca 1260 

tttgacacga cgtcttatat togacatctc tgc'cgatagt gaaattgaag aaaacatggt 1320 

agagtggcta. •agagaagtt'g - gtatigccagc ggattatgta aacaagcttg ctagaatgtt 1380 

tcaggacata ■aaagtatctg'. aagatttgaa- ccaagctttt aaggaaatgc acaaaaataa 1440 
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taaafctggca ttaccagctg. attpagttaa 


LaCdaddelLC 


ctgaatgctg gcgcctggtc 


T cnn 


aagaagttct gagaaagbfet- "ttgtctcact 


tcctactgaa 


ctggaggact tgataccgga 


1560 


agtagaagaa ttctacaa'aa aaaatcatag 


tggtagaaaa 


ttacattggc atcatctcat 


* 1620 


gtcaaatgga atta'taacat ttaagaatga. 


agttggtcaa 


tatgatttgg aggtaaccac 


1680 


gtttcagctc gctgtattgt ttgcatggaa 


ccaaagaccc 


agagagaaaa tcagctttga 


1740 


aaatcttaag cttgcaactg aactccctg^a 


tgctgaactt 


a gg a ggactt tatggtcttt 


1800 


agtagctttc • ccaaaactca*. -aacggcaagt 


iicccucgcat 


gaccctcaag tcaactcacc 


1860 


caaagacttt- acagaaggta ccctcttctc 


agtgaac cag 


gagttcagtt taataaaaaa 


1320 


tgcaaaggtt ■ cagaaaaggg _ gtaaaatcaa 


c t tga 1 1 gga 


cgtttgcagc tcactacaga 


1980 


aaggatgaga gaagaagaga atgaaggaat' 


agtt caac t a 


cgaatactaa gaacccagga 


2040 


agctatcata caa&taatga aaatgagaaa 


gaaaattagt 


aatgctcagc tgcagactga 


2100 


attagtagaa attttgaaaa acatgttctt 


gccacaaaag 


aaaatgataa aagagcaaat 


2160 


agagtggcta atagagcaca.; aatacatcag 


aagagatgaa 


tctgatatca acactttcat 


2220 


atatatggca taa- 






2233 



<210> 399 ■• 

<2ii> 2249 .. ; . 

<212> ' DNA ... ; 

<213> * Artificial, sequence' ' 

i. '„•"•*' •* 

<220> 

<2 2 3 > • A . novel .precli<:ted alternative epl iced . variant 
<400> 399 J 

atggcgacgt ctaatctgtt aaagaataaa ggttctcttc agtttgaaga caaatgggat 60 

tttatgcgcc . cgatfcgttfc't gaagctttta cgccaggaat ctgttacaaa acagcagtgg 120 

tttgatctgt tttcggatcrt- gcatgcagtc tgtctttggg atgataaagg cccagcaaaa 180 

attcatcagg ctttaaaaga agatattctt gagtttatta agcaggcaca ggcacgagta 240 

ctgagccatc aagatgatac . ggccttgcta aaagcatata ttgttgaatg gcgaaagttc 300 

tttacacaat gtgatatttt accaaaacct ttttgtcaac tagagattac tttaatgggt 360 

aaacagggca gcaataaaaa atcaaatgtg gaagacagta ttgttcgaaa gcttatgctt 420 

gatacatgga atgagtcaat cttttcaaac ataaaaaaca gactccaaga tagtgcaatg 480 

aagctggtac. atgctgag&g/ attgggagaa gcttttgatt ctcagctggt tattggagta 54 o' 

agagaatcct atgttaacct ttgttctaat cctgaggata aacttcaaat ttatagggac 600 

aattttgaga aggcatactt : ,ggattcaaca gagagatttt atagaacaca agcaccctcg 660 

tatttacaac. caaafcggrtgt : acagaattat atgaaatatg cagatgctaa attaaaagaa 720 

gaagaaaaac gagcacta^cg- tt^tttagaa acaagacgag aatgtaactc cgttgaagca 780 

aattacattt aatgttttca - ttgdjtggaca aagttcctaa tggtatagag ccaatgttga 840 

aagacttgga ggaa'ca^atc-attagt tatggtagca gctgctgaaa 900 

ctattactac.-.tgactctgag aaatacgtifcg agcagttact tacactattt aatagattta 960 

gtaaactcgt .ca^aga^ot.ftttpaa^tg atccacgatt tcttactgca agagataagg 1020 

cgtataaagc agttgttaat- gatjgctacca - tatttaaact tgaattacct ttgaagcaga 1080 

agggggtggg SLitsiaaia^^csigcc^q^a.^ caaaatgccc tgagctgctt gccaattact 1140 

gtgacatgtt gctaagaaaa ■ acacqattaa gcaaaaaact aacctctgaa gagattgaag 1200 
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caaagcttaa agaagtgctc? ttggtactta agtatgtaca gaacaaagat gtttttatga 1260 

ggtatcataa agctcatttg aca'cgacgtc ttatattaga catctctgcc gatagtgaaa 1320 

ttgaagaaaa catggtagag tggctaagag aagttggtat gccagcggat tatgtaaaca 1380 

agcttgctag aatgtt^cag . gacataaaag tatctgaaga tttgaaccaa gcttttaagg 1440 

aaatgcacaa aaataat'aaa ttggcattaic cagctgattc agttaatata aaaattctga 1500 

atgctggcgc ctggtcaaiga agttgt^ajga aagtctttgt ctcacttcct actgaactgg 1560 

aggacttgat accggaagta gaagaattct acaaaaaaaa tcatagtggt agaaaattac 1620 

attggcatca tct:catgtca aatggaatta taacatttaa gaatgaagtt ggtcaatatg 1680 

" atttggaggt aaccacgttfc- cagctcgct'g tattgtttgc atggaaccaa agacccagag 1740 

agaaaatcag ctttgaaaat cttaagcttg caactgaact ccctgatgct gaacttagga 1800 

ggactttatg gtctttagta , gctttcccaa aaatcaaacg gcaagttttt ttgtatgacc 1860 

ctcaagtcaa ctcacccaaa; gactfctacag - aaggrtaccct cttctcagtg aaccaggagt 1920 

tcagtttaat aaaaaatgca"- aaggttcaga. aaaggggtaa aatcaacttg attggacgfct" 1980 

tgcagctcac tacagaaagg.atgagagaag. aagagaatga aggaatagtt caactacgaa 2040 

tactaagaac ccaggaagct atcat^caaa taatgaaaat ga^aaagaaa attagtaatg 2100 

ctcagctgca gactgaatta gtagaaattt fcgaaaaacat gttcttgcca caaaagaaaa 2160 

tgataaaaga gcaaatagag ■ tggctaatag agcacaaata catcagaaga gatgaatctg 2220 

atatcaacac tttcatatat atg'gpataa •- 2249 

<210> 400 ' ' . . . • 
<211> 1S"17 . ■: ' 

<212> DNA * 

<213> Artificial- sequence..: 
<220> : . .*-*"•• : . ". *• 

<223> A novel predicted /alternative spliced variant 

<4oo> 400 

atgctgctgc sctcgraagcc 'tgcgctgccg ccgccgctga tgctgctgct cctggggccg 60 

ctgggtcccc tctcccctgg cgccctgcca cgacctgcgc aagcacagga cgtcgtggac 120 

ctggacttct tcacccaggal-gccgctgcac. ctggtgagcc cctcgttcct gtccgtcacc 180 

attgacgcca acctggccac^ggacccgcgg 'ttcctcatcc tcctgggttc tccaaagctt 240 

cgtaccttgg' ccagagcfctt' 'gtctcctgcg tacctgaggt ttggtggcac caagacagac 300 

ttcctaattt tcgatcccaa :gaaggaatca acctttgaag agagaagtta ctggcaatct 360 

caagtcaacc .aggatatttg. caaatatgga tccatccctc ctgatgtgga ggagaagtta 420 

cggttggaat ggcactacca .gga'gcaattg ctacticcgag aaqactacca gaaaaagttc 480 

aagaacagca cCtactjca.ag aagcftct'^rta gatgtgctat - acacttttgc aaactgetca.- 540 

gga'ctggact '. tga tcttitgg cctaaatgpg ttattaagaa cagcagattt gcagtggaac 600 

agttctaatg/cfcca^tegc't. / ccfcggactac tgctcttcca" aggggtataa catttcttgg 660 

gaactaggca atgaaccfcaa - cagtttcctt . aagaaggctg atattttcat caatgggtcg 720 ' 

cagttaggag- aagatt'tta^/tcaattgcat. aaabt'tctaa gaaagtccac cttcaaaaat 780 

.gcaaaactct atggtcctjja. tgfctg^'q'ag cctcgaagaa .agacggctaa gatgctgaag 840 

agcttcctga aggctggtgg agaagtgatfc gattcagtta catggcatca ctactatttg 900 
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aatggacgga 
tcatctgtgc 
ttaggagaaa 
gctggcttta 
taatggcaag 
acactgacaa 
atgtcaccaa 
ttctaagacc 
ctctaaagat 
gaagttcact 
ttgctgcttg 



ctgctaccag- 

aaaaagtttt 

caagct;ctgc 

tgattattgg 

cgtgcaaggt . 

tcca^ggtat. 

gtacttgcgg 

ttfcgggaccjt 

ggtggatgat. 

gggcttgcca 
catctga^. - 



ggaagatttfc 
ccaggtggtt 
atatggaggc 
ctatctcttc 
tcaaagagaa 
aaagaaggatfr 
ttaccctatc 
catggattac 
caaaccttgc 
gctttctcat 



ctaaaccctg 
gagagcacca 
ggagcgc'cct 
tgttcaagaa 
ggaagcttcg 
atttaactct 
ctttttctaa 
tttccaaatc 
cacctttaat 
atagtttttt 



atgtattgga 
ggcctggcaa 
tgctatccga 
aittggtgggc 
agtatacctt 
gtatgccata 
caagcaagtg 
tgtccaactc 
ggaaaaacct 
tgtgataaga 



catttttatt 
gaaggtctgg 
cacctttgca 
accaaggtgt 
cattgcacaa 
aacctccata 
gataaatacc 
aatggtctaa 
ctccggccag 
aatgccaaag 



PCT/1L2005/000107 

960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1517 



<2io> 401 - ' - : 

<2ii> .1607 . .;: • . ' .* 

<212> DKA "..* : " - •.. 

<213> Artificial sequence 

<22o> / . . ;• " " 

<223> A novel predicted alternative spliced variant 
<400> 401 , \ . . 

atgagggtgc -tttgtgcctt ccctgaagcc atgccctcca gcaactcccg cccccccgcg 
tgcctagccc cgggggctct • ctacfctggct ctgttgctcc atctctccct ttcctcccag 
gctggagaca ggagaccctt. gcctgtiagac agagc.tgcag gtttgaagga aaagaccctg 
attctacttg atgtgagcac - caagaaccca' gtcaggacag .tcaatgagaa cttcctctct 
ctgcagctgg atccgtcca'fc cattcatgat; ggctggctcg atttcctaag ctccaagcgc. 
ttggtgaccc tggcccgggg" actttcgcjcc gcctttctgc gcttcggggg caaaaggacc 
gacttcctgc agttccagaa cctga.gga.ac ccggcgaaaa gccgcggggg cccgggcccg 
gattactatc tcaa^aacta tgaggatgac attgttcgaa gtgatgttgc cttagataaa 
cagaaaggct gcaagattgc ccag^ccct gatgttatgc tggagctcca aagggagaag 
gcagctcaga 'tgcatctggt-. tcttttaaag -gagcaattct ccaatactta cagtaatctc 
atattaacag ccaggtctct agacaaactt ■ tataactttg ctgattgctc tggactccac 
ctgatatttg otctaaatgc act^cgtegt aatcccaata "actcctggaa cagttctagt 
gccctgagtc fcgttgaagta cagcgccagc. aaaaagtaca acatttcttg ggaactgggt 
aatgattcat gaaggtgg.ca* v ggaagtacag tagatgcagt tacctggcaa cattgctaca 
ttgatggccg ggtggtcaag • gtgatggact tcctgaaaac tcgcctgtta gacacactct 
ctgaccagat taggaaaatt' cagaaagtgg ttaatacata cactccagga aagaagattt 
ggcttgaagg tgtggtg^cc. acqtcagctg gaggcacaaa caatctatcc gattcctatg 
ctgcaggatt ottatgg^ gas(tgctggc caatcagggc . attgatgtcg 

tgatacggca ctcattttttj gaccatggat acaatcacct cgtggaccag aattttaacc 
cattaccaga etactgg^tc - tctd&ctct'. acaagcgcct gatcggcccc aaagtcttgg 
ctgtgcatgt ^."ggctg^gctic "cagcggaagc cacggcctgg ccgagtgatc cgggacaaac 
taaggatfcta tgctda^tgd*'* acaa'a'ccacc" acaaccacaa ctacgttcgt gggtccatta 
' cactttttat . <^tcaactt£ .cafccg^tc^aa gaaagaaaat caagctggct gggactctca 



60 
120 

180 

240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1.260 
1320 
1380 
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gagacaagct ggttcaccag tacctgctgc agccctatgg gcaggagggc ctaaagtcca 1440 

agtcagtgca actgaatggc cagcccttag tgatggtgga cgacgggacc ctcccagaat 1500 

tgaagccccg cccccttcgg .gccggccgga- cattggtcat ccctccagtc accatgggct 1560 

tttttgtggt caagaatgtc aatgct.ttgg cc tgccgcta ccgataa 1607 

<210> 402..- ' /' ... ,*" 
<211> .173a, *-• 

<2i2> dna *. .y: y. ' 

<213> Artificial -sequence,: '"" 
<220> . • 

<223> A novel predicted . alternative' spliced variant 
<400> 402 . 

atgagggtgc tttgtgcctt' ccctgaagcc atgccctcca gcaactcccg cccccccgcg 60 

tgcctagccc cgggggctc.t; ctacttggct ctgttgctcc atctctccct ttcctcccag 120 

gctggagaca . ggagaccctt • gcctgtasrac agagctgcag gtttgaagga aaagaccctg 18 0 

attctacttg atgtgagcac daagaaccca gtcaggacag tcaatgagaa cttcctctct 240 

ctgcagctgg atccgtcqat;.^catt.catgat..ggctggctcg atttcctaag ctccaagcgc 300 

ttggtgaccc- tggcccgggg. actttcgc'cc .gcctttctgc gcttcggggg caaaaggacc 3 60 

gacttcctgc agttccagaa" cctgaggaac cc^gcgaaaa gccgcggggg cccgggcccg 420 

gattactatc tcaaaaacta tgaggatgac attgfttpgaa ■ gtgatgttgc cttagataaa 480 

cagaaaggct gcaagattgc- ccagcaccct: gatgttatgc tggagctcca aagggagaag 540 

gcagctcaga tgcatctg^t tcttttaaag gagcaattct ccaatactta cagtaatctc 600 

atattaacag ccaggtctet- agacaaactt tatiaactttg ctgattgctc tggactccac 660 

ctgatatttg ctctaaatg.c actgcgtcgt aatcccaata actcctggaa cagttctagt 720 

gccctgagtc. tgttgaagta' . cagcgccagc aaaaa'gtaca acatttcttg ggaactgggt 780 

aatgagccaa ataacta'tc'g gaccat^bat. ggc.cgggcag taaatggcag. ccagttggga 840 

aaggattaca tccagc.tga,^ gagcctgtjtg cagcccatcc ggatttattc cagagccagc 900 

ttatatggcc ctaa'tattg^" gcggccga^g * aagaatgtca tcgccctcct agatggttgc 960 

tacattgatg gccgggtggt; .caaggtgatg gacttcctga aaactcgcct ^ttagacaca 1020 

ctctctgaac -agattaggaa-'aattoagaaa gtggttaata catacactcc aggaaagaag 1080 

atttggcttg aaggtgtggfc gacca£ct:ca gctjgrgaggca caaacaatct atccgattcc 1140 

tatgctgcag gattctta'tg gttgaacact, ttaggaatgc tggccaatca gggcattgat 1200 

gtcgtgatac.ggcactcatt ttttgaceat ggatacaatc acctcgtgga ccagaatttt 1260 

aacccattac cagactactg gctctctctc ctctacaagc gcctgatcgg ccccaaagtc 1320 

ttggctg-tgc atgtggctgg. gctccagcgg aagccacggc ' ctggccgagt gatccgggac 1380 

aaactaagga tttatgctca ctgcacaaac caccacaaca acaactacgt tcgtgggtcc 1440 

.attacacttt'- ttatca^^ tcaagaaaga aaatcaagct . ggctgggact 1500 

ctcagagaca agc£ggjbt:^ atgggcagga gggcctaaag 1560 

tccaagtcag tgcaact^aii ^ggccagqc'c ttagtgatgg. tggacgacgg gaccctccca 1620 

gaattgaagc cc^cpc^ct' : 'pc^q^ccggc- cgga'cattgg* tcatccctcc agtcaccatg 1680 

ggcttttttg/tg^caagaa.t^ gctaccgata a s 1731 



WO 2005/071059 



598 



PCT/1L2005/000107 



<210> 403 
<211> 1685 
<212> DNA 

<213> Artificial sequence 
<220> • 

<223> A novel '.predicted alternative spliced variant 
<400> 403 . 

. atgagggtgc tttgtgfcctt - ccctgaagcc atgccctcca . gcaactc'ccg cccccccgcg 60 

tgcctagccc cgggggctct • ctacttggct ■ ctgttgctcc atctctccct ttcctcccag 120 

gctggagaca ggagacccfct gcct'grtagp.G agagctgcag gtttga.agga aaagaccctg 180 

attctacttg* atg : tgagc^c:caagaaccca gtcaggacag tcaatgagaa cttcctctct 240 

ctgcagctgg atccgtcckt cattcatgat ggctggctcg atttcctaag ctccaagcgc 300 

ttggtgaccc jtggcccgggg actttcgccc gcctttctgc gcttcggggg caaaaggacc 3 60 

gacttcctgc agjttccagaa cctgaggaac acgg.cgaaaa gccgcggggg cccgggcccg 420 

gattactatc .tcaa^aa'cta* tgaggat'gac attgttcgaa gtgatgttgc cttagataaa 480 

cagaaaggct gcaagattgc. ccagcaccct gatgttatgc tggagctcca aagggagaag . 540 

gcagctcaga tgcatcjtggt tcttttaaag ga^caattct ccaatactta cagtaatctc 600 

atatfcaacag ccagtjfcctct agacaaactt tataactttg ctgattgctc tggactccac 660 

ctgatatttg ctcfcaaatgc, actgcgtcgt aatcccaata actcctggaa cagttctagt 720 

gccetgagtc tgrttgaagta- .'cagcgccagc aaaaagtaca acattfccttg ggaactgggt 780 

aatgagccaa ataabjtatcg .gaccatgcat ggccgggcag taaatggcag ccagttggga 840 

aaggattaca tccagctgaa gagcctgttg cagcccatcc ggatttattc cagagccagc 900 

ttatat'ggcc ctaatattgg: gcggccgagg aagaatgtca tcgccctcct agatggattc 960 

atgaaggtgg caggaagtac v agtagatgcc< gttacctggc aacagtggtt aatacataca 1020 

ctcc^ggaaa/gaagatttgg/ctt^aaggtg tggtgaccac ctcagctgga ggcacaaaca 1080 

atctatccga .ttcctatgct • gcaggattct tatggttgaa cactttagga atgctggcca 1140 

atcagggcat tgatg^'cgtg,.atacggdact cattttttga ccatggatac aatcacctcg 1200 

.tggaccagaa ttt.taac;cca' ttaccagkct actggctctc .tctcctctac aagcgcctga 1260 

tcggccccaa agtcttggcjb gtgcatgtgg ctgggctcca gcggaagcca cggcctggcc 1320 

gagtgatccg ^gacaaajcfcik ^ aggatttatg.ctcactgcac aaaccaccac aaccacaact 1380 

acgttqgtgg ^c.datta/ca- ct^tttatca . tcaacttgca tcgatcaaga aagaaaatca 1440 

age tggctgg gactet;icaga; ; gacaagc tgg • ttpstccagta ; cc'tgc t gcag cccta tgggc 1500 

aggagggcqt aaagtccaag tcagfegcaaq tgaatggcca geccttagtg atggtggacg 1560 

acgggacc.ct ccc'kgaattg; aagccccgcc* cccttcgggc cggccggaca ttggtcatcc 1620 

ctccagtcac cat'gggcttt/.t;ttgt'ggtca. agaatgtcaa tgctttggcc tgccgctacc 1680 

gataa ' ; "' : ;'. . V 1685 

<2 10> 4 04. ' : V V. '■: ' ? * 

<211> . '1672;.. . .V. " t .} ; / : j' 

' <212> *dna '^y':\fr 
<213> . Artificial ^"sequence; 

<22o> - . V'.. V* . }*. V- . ' 

<223> A jiovei;'pr£<&^ 
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<400> 404 

atgagggtgc tttgrtgcctt ccctgaagcc 


atgccctcca 


gcaactcccg 


cccccccgcg 


60 


tgcctagccc cgggggctct ctacttggct 


ctgttgctcc 


atctctccct 


ttcctcccag 


120 


gctggagaca ggagaccctt gcctgtagac 


agagctgcag 


gtttgaagga 


aaagaccctg 


180 


attctacttg atgtgagcac caagaaccca 


gtcaggacag 


tcaatgagaa 


cttcctctct 


240 


ctgcagctgg atccgtccat cattcatgat 


ggctggctcg 


atttcctaag 


ctccaagcgc 


300 


ttggtgacco tggcccgggg actttcgccc 


gcctttctgc 


gcttcggggg 


caaaaggacc 


360 


gacttcctgc agttccagaa cctgaggaac 


ccggcgaaaa 


gccgcggggg 


cccgggcccg : 


420 


gattactatc tcaaaaatata tgaggatgac 


attgttcgaa 


gtgatgttgc 


cttagataaa 


480 


cagaaaggct. gcaagajtitgc. ccagcac/cct 


gatgttatgc 


tggagctcca 


aagggagaag 


540 


gcagctcaga : .tgcatctggt \ tcttttaaag 


gagcaattct 


ccaatactta 


cagtaatctc 


600 


atattaacag ccaggtctct agacaaactt- 


tataactttg 


ctgattgctc 


tggactccac 


660 


ctgatatttg ctctaaatgc actgcgtcgt 


aatcccaata 


actcctggaa 


cagttctagt 


720 


gccctgagtc tgtjtgaagta cagcgccagc 


aaaaagtaca 


acatttcttg 


ggaactgggt 


780 


aatgagccaa ataactatcg. gaqcatgcat 


.ggccgggcag 


taaatggcag 


ccagttggga 


840 


aaggattaca tccagctgaa gagcctgttg 


cagcccatcc 


ggatttattc 


cagagccagc 


900 


ttatatggcc ctaatattgg gcggccgagg 


aagaatgtca 


tcgccctcct 


agatggattc 


960 


atgaaggtgg caggaagtac agtagatgca 


gttacctggc 


aacattgcta 


cattgatggc 


1020 


cgggtggtca aggtgatgga .cttcctgaaa 


actcgcctgt 


tagacacact- 


ctctgaccag 


1080 


attaggaaaa ttcagaaaat ggttgaacac 


tttaggaatg 


ctggccaatc 


agggcattga 


1140 


tgtcgtgata cggcactcat -tttttgacca 


tggatacaat 


cacctcgtgg 


accagaattt 


1200 


taacccat ta ccagactact ggctctctct 


cctctacaag 


cgcctgatcg 


gccccaaagt 


1260 


cttggctgtg catgtggctg ggctccagcg 


gaagccacgg 


cctggccgag 


t ga t ccggga 


1320 


caaactaagg atttatgctc actgcacaaa 


ccaccacaac 


cacaactacg 


ttcgtgggtc 


1380 


cattacactt tttatcafcca acttcfcatcg 


atcaagaaag 


aaaatcaagc 


tggctgggac 


1440 


tctcagagac aagctggttc • accagtacct 


gctgcagccc 


tatgggcagg 


agggcctaaa 


1500 


gtccaagtca. gtgcaactga- atggccagcp 


cfctagtgatg 


gtggacgacg 


ggaccctccc 


1560 


agaattgaag cqccgccccc;- ttagggccgg. 


ccggacattg gtcatccctc 


cagtcaccat 


1620 


gggctttttt. gtg^tca^ga. atgtcaatgc 


tttggcctgc cgctaccgat 


aa 


. 1672 



<210> 405 

<211> 1664 ' - .*' ■''.** 

<212> DNA 

<213> Artificial sequence 

<220> . . ' ■ 

<223> A- novel -predicted, alternative spliced variant 

<400> 405/ . \. . ; 

atgagggtgc tttgtgcctt ' ccctgaagcc* atgccctcca gcaactcccg cccccccgcg 
tgcctagccc cgggggctct- ctacttggct. ctgttgctcc atctctccct ttcctcccag 
gctggagaca ggagaCcctfc : • gcctgtagac agagctgcag gtttgaagga aaagaccctg 
. attctacttg ktgt$a£da&;6ttg£aLCcc3L- gtcaggacag tcaatgagaa cttcctctct . 
ctgcagctgg at fccgt peat..* cattcatgat ggctggctcg atttcctaag ctccaagcgc 



60 
120 
180 
240 
300 
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ttggtgaccc 
gacttcctgc 
gattactatc 
cagaaaggct 
gcagctcaga 
atattaacag 
ctgatatttg 
gccctgagtc 
aatgagccaa 
aaggattaca 
ttatatggcc' 
atgaaggtgg 
cgggtggtca 
attaggaaaa 

. ggtgtggtga 
ttcttgacta 

. tgcatgtggc 
ggatttatgc 
tttttatcat 
acaagctggt 
cagtgcaact 
agccccgccc 
ttgtggrtcaa. 



tggcccgggg 
agttccagaa 
tcaaaaacta 
gcaagattgc 
tgcatctggt 
ccaggtctct 
ctctaaatgc. 
.tgttgaagta- 
ataactat.cg 
tccagctgaa 
ctaatahtgg 
caggaagtac- 
aggtgatgga 
ttcagaaagt- 
cca'cctcagc 
ctggctctct . 
tgggctccag 
tcactgcaca 
caacttgcat 
tcaccagtac 
gaatggccag 
ccttcgggcc 
gaatgtcaat- 



actttcgccc 
cctgaggaac 
tgaggatgac 
ccagcaccct 
tcttttaaag 
agacaaactt 
actgcgtcgt 
cagcgccagc 
gaccatgcat 
gagcctg^tg 
gcggccgagg 
agtagafcgca 
"cttcctgaaa 
ggttaataca 
tg;gaggcapa 
ctcctctaca 
cggaagccad 
aaccaccaca 
cgatcaagaa 
"ctgctgcagc 
cccttagtga 
ggccggacat 
gctttggcct 



gcctttctgc 
ccggcgaaaa 
atfcgttcgaa 
gatgttatgc 
gagcaattct 
tataactttg 
aatcccaata 
aaaaagtaca 
ggccg'ggcag 
cagcccatcc 
aagaatgtca 
gttacctggc 
actcgcctgt 
tacactccag 
:aacaatctat 
agcgcctgat 
ggc'ctggccg 
accacaacta 
agaaaatcaa 
cctatgggca 
tggtggacga 
tggtcatccc 
gccgctaccg 



gcttcggggg 
gccgcggggg 
gtgatgttgc 
tggagctcca 
ccaatactta 
ctgattgctc 
actcctggaa 
acatttcttg 
taaatggcag 
ggatttattc 
tcgccctcct 
aacattgcta 
tagacacact 
gaaagaagat 
ccga'ttcc.ta 
cggccccaaa 
agtgatccgg 
cgttcgtggg 
gctggctggg 
ggagggccta 
cgggaccctc 
tccagtcacc 
ataa 



caaaaggacc 
cccgggcccg 
cttagataaa 
aagggagaag 
cagtaatctc 
tggactccac 
cagttctagt 
ggaactgggt 
ccagttggga 
cagagccagc 
agatggattc 
cattgatggc 
ctctgaccag 
ttggcttgaa 
tgctgcagga 
gtcttggctg 
gacaaactaa 
tccattacac 
actctcagag 
aagtccaagt 
ccagaattga 
atgggctttt 



360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 . 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1664 



<210> 406 

<211> . 1633 - ... * V \ % .. ..'*•' 

<213> Art if ioial' -s^quenc^- 
<220> . • .' • .. .. 

<2 2 3 > A novel . predicted .' alternative . spliced variant 
<400> 406 -". . ' .V*. 

atgagggtgc tttgtgcc.tt; ccc.tgaagrcc- atgccctcca gcaactcccg cccccccgcg 60 
tgcctagccc cgggggctct 1 ctact-tggat "ctgttgctcc atctctccct ttcctcccag ' 120 
gctggagaca ggagaccctt- gcctgtagac agagrctgcag gtttgaagga aaagaccctg 180 
attctactcg atgtgagcac.; da'aga'accca .gtcjagtfacag tcaatgagaa cttcctctct 24 0 
ctgcagctgg'atccgtccat-cattcat atttcctaag ctccaagcgc 300 

ttggtgaccc tggcccgggg actttcgccc gcctttctgc gcttcggggg caaaaggacc 360 
gacttcctgc agttccagaa cctgaggaac Ccggcgaaaa gccgcggggg cccgggcccg 420 
gattactatc- tcaaaaacta tgaggatgac attgttcgaa gtgatgttgc cttagataaa 480 
cagaaaggct . gcaagattgc- 'ccagcaccct gatgttatgc tggagctcca aagggagaag 540 
gcagctcaga tgdatctg^t" tcttttaaag gagcaattct. ccaatactta cagtaatctc 600 
atattaacag ccaggtctctvagacaaact ctgattgctc tggactccac' 660 
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ctgatatttg ctctaaatgc- actgcgtcgt aatcccaata actcctggaa cagttctagt 720 

gccctgagtc tgttgaagta cagcgccagc aaaaagtaca acatttcttg ggaactgggt 780 

aatgagccaa ataa'ctatcg- gaccatgcat ggccgggcag taaatggcag ccagttggga 840 

aaggattaca tccagctgaa gagcctgttg cagcccatcc g^atttattc cagagccagc 900 

ttatatggcc ctaatattgg gcggccgagg aagaatgtca tcgccctcct agatggattc 960 

atgaaggtgg caggaagtac agtagatgca gttacctggc aacattgcta cattgatggc 1020 

cgggtggtca aggtgatgga cttcctgaaa actcgcctgt tagacacact ctctgaccag 1080 

attaggaaaa ttcagaaagt ggttaataca tacactccag gaaagaagat ttggcttgaa 1140 

ggtgtggtga ccacctcagc tggaggcaca aacaatctat ccgattccta tgctgcagga . 1200 

ttcttatggt tgaapacfc.tt aggaatgctg gccaatcagg gcattgatgt cgtgatacgg 1260 

cactcatttt ttgaccatgg . atacaatcac ctcgtggacc agaattttaa cccattacca . 1320 

ccacaactab gttcgtg^gt ccattacadt ttttatcatc aacttgcatc gatcaagaaa 1380 

gaaaatcaag: ctggctggga .ctctcagaga caagctggtt caccagtacc tgctgcagcc 1440 

ctatgggcag'gagggcetaa agtccaagitc agtgcaactg aatggccagc ccttagtgat 1500 

ggtggacgac gggaccctcc .cagaattgaa gccccgcccc cttcgggccg gccggacatt 1560 

ggtcatccct ccagtqacca tgggct'ttt't tgtggtcaag aatgtcaatg ctttggcctg 1620 

ccgctaccga ; taa . . 1633 

<210> 407. 

<211> 1632.". ■ ■:■ 

<212> DNA* . 
<213> Artificial' sequence 

<220> 

<223> A novel, predicted alternative spliced variant 
<400> 407 " 

atgagggtgc tttgtgcctt ccctgaagcc atgccctcca gcaactcccg cccccccgcg 60 

tgcctagccc cgggggctct ctacttggct ctgttgctcc atctctccct • ttcctcccag 120 

gctggagaca ggagaccctt gcctgtagac- agagctgcag gttt'gaagga aaagaccctg 180 

attctacttg atgtgagrcac caagaaccca _ gtcaggacag tcaatgagaa cttcctctct 240 

ctgcagc tgg; -a ttfc'gtcbat • cattcatgat " ggcfcggctcg att tqc taag ctccaagcgc 300 

ttggtgaccc - tggcccgg^g actt.tcgccc' gcctfctctgc gcttcggggg * caaaaggacc ' 360 

gacttcctgc agtfccca&aa' cdtg^ggfrac ccggcgaaaa .gccgcggggg cccgggcccg 420 

gattactatc tcaaaaacta tgaggatgaq attgttcgaa gtgatgttgc cttagataaa 480 

cagaaaggct .gcaag^tgc,' ccagcaccct gatgtt'atgc tggagctcca- aagggagaag 540 

gcagctcaga tgcatet'ggt. tcttVtaaag gagcaattct ccaatactta cagtaatctc 600 

atattaacag ,'ccaggtctct' agacaaactt/tataactttg ctgattgctc tggactccac 660 

ctgatatttg ctctaaatgc' actgcgtcgt* aatcccaata actcctggaa cagttctagt 720 

gccctgagtc tgtBgaadrta. cagcgccagc- aaaaagtaca acatttcttg ggaactgggt 780 

aatgagccaa ataactatcg-. gaccatgcat ggccgggcag taaatggcag ccagttggga 840 

aaggattaca .tccajgctgaa gagcctgttg cagcccatcc ggatttattc cagagccagc • 900 

ttatatggcc ' ctaatattgg .'gcggccgagg aagaatgtca tcgccctcct agatggattc 960 
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atgaaggt'gg 
cgggtggtca 
attaggaaaa 
ggtgtggtga 
ttcttatggt 
cactcatttt 
gactactggc 
gtggctggg'c 
tatgctcact 
gtggacgacg 
gtcatccctc 
cgctaccgat 



caggaagtac 
aggtgatgga 
ttcagaaagt. 
ccacctcagc 
tgaacactfct 
ttgaccatgg 
tctotctcct 
.tccagcggaa 
gcacaaacca 
ggacc.ctccc 
cagtcaecat 



agtagatgca 
cttcctgaaa 
ggttaataca 
tggaggcaca 
aggaatgctg 
atacaatcac 
ctacaagcgc 
, gccacggcct 
ccacaagtca 
agaattgaag 
gggc£ttttt 



gttacctggc 
actcgcctgt 
tacactccag 
aacaatctat 
gccaatcagg 
ctcgtggacc 
ctgatcggcc 
ggccgagtga 
gtgcaactga 
ccccgccccc 
gtggtcaaga" 



aacattgcta 
tagacacact 
gaaagaagat 
ccgattccta 
gcattgatgt 
agaattttaa 
ccaaagtctt 
tccgggacaa 
atggccagcc 
ttcgggccgg 
atgtcaatgc 



cattgatggc 
ctctgaccag 
ttggcttgaa 
tgctgcagga 
cgtgatacgg 
cccattacca 
ggctgtgcat 
actaaggatt 
cttagtgatg 
ccggacattg 
tttggcctgc 



PCT/1L2005/000107 

X020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1632 



<210> 408 \:s -\ . .! ; . 

<2il> 2091; . -V.."- 
<212> DNA : . ....... \/ 

<213> Artificial 0e<5uence : ..' . 

<220> " ; • ' '* " ' - 

< 2 2 3 > A navel predicted ■ alternative • spli ced variant 
<400> 408 • '.. - : ; \ . .'" 

atgggcaagt cagaaa^rbca' gatggatata.actgatatca acactccaaa gccaaagaag 60 

aaacagcgat ;ggactcgact ggagatcago . ctctcggtcc ttgtcctgct cctcaccatc 120 

atagctgtga gaa,tgatcgc actetatgca acctkcgatg /atggtatttg caagtcatca 180 

gactgcataa aat,caga'tgt ccttcaagaa' cccaaaactg aagatatagt agcagtgcag 240 

aaagcaaaag cattgtacag; gtcttgtata' aatgaatctg ctattgatag cagaggtgga 300 

gaacctctac tcaaactgtfc -accagacata. tatgggtggc cagtagcaac agaaaactgg 360 

gagcaaaaat -atggtgcttc. ttggacagct gaaaaagcta ttgcacaact gaattctaaa 420 

tatgggaaaa aagtcctfcat taatttgttt gttggeactg atgataagaa ttctgtgaat 480 

catgtaafztc atattgadca, acctcgactt ggcctccctt "• ctagagatta " ctatgaatgc 540 

actggaatct 'ataaaga'ggc 'ttgtac^gca: tatgtggatt .ttatgatttc tgtggccaga . 600 

ttgattcgtc. agcppa^ciaag; att^gcccato gatgaaaacc' agcttgcttt ggaaatgaat 660 

aaagttatgg 'aattggaa^a •■ agaaattgcc i- aatgctacgg ctaaacctga agatcgaaat 720 

gatccaatgc ' ttqtgt^taa.|caa^tg4ga ttggcccaga tccaaaataa cttttcacta 780 

gagatcaatg ;\|fgaa.j^c*a£t£' cagCtggttg aatttcacaa atgaaatcat gtcaactgtg 840 

aatattagta , ttacaaatga ggaagatgtg gttgtttatg ctccagaata tttaaccaaa 900 

cttaagccca ;ttctt^can\ata\tc|bgdc -agaga,tcttc aaaatttaat gtcctggaga 960 

ttcataatgg atct'tgtaag* cagcctcaga- cgaacctaca aggagtccag aaatgctttc 1020 

cgcaaggccc. tttatggtac '.aacctcagaa acagcaactt ggagacgttg tgcaaactat 1080 

gtcaatggga ataCgga'aaa* tgctgtgggg aggctttatg tggaagcagc atttgctgga il40 

gagagtaaac atgfeggtcgra, g'gatttgatt gcacagatcc gagaagtttt tattcagact 1200. 

ttagatgacc tcacttggat ".ggatgccgag- acaaaaaaga gagctgaaga aaaggcctta 1260 

gcaattaaag aaaggatcgg. ctatcctgat gacattgttt caaatgataa caaactgaat 1320 
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aatgagtacc tcgagttgaa ctaca^agaa gatgaatact tcgagaacat aattcaaaat 1380 

ttgaaattca gccaaagtaa acaactgaag aagctccgag aaaaggtgga caaagatgag 1440 

■ tggataagtg- gagcagctgt agtcaatgqa tfcttactc'tt caggaagaaa tcagatagtc 1500 

ttcccagccg gcattctgca' gccccccttc ' ttt'agtgccc agcagtccaa ctcattgaac 1560 

tatgggggca tcggcatggt cataggacac? gaaatcaccc atggcttcga tgacaatggc 1620 

agaaacttta acaaagatgg agacctcgfcfc gactggtgga ctcaacagtc tgcaagtaac 1680 

tttaaggagc aatfcccagtig ^atggtgtat cagtatggaa acttttcctg ggacctggca 1740 

ggtggacagc accttaatgg aattaataca ctgggagaaa acattgctga taatggaggt 1800 

cttggtcaag catacagagc ctatcagaat fcatattaaaa agaatggcga agaaaaatta 1860 

cttcctggac ttgacctaaa . tcacaaacaa- ctatttttct tgaactttgc acaggtgtgg 1920 

tgtggaacct ataggcca.ga gtafcgeggtt aactccatta aaacagatgt gcacagtcca 1980 

ggcaatttca ggattatVgg. .gapfctit^cag- aaotc.tgcag agttttcaga agcctttcac 2040 

tgccgcaaga attcat^cat gaafcpcagaa aagaagtgcc gggtttggtg a 2091 

<210> 409 " : . 

<211> 2134' 

<2i2> dna * 
<2 13 > Artificial- sequence.;. ' 

<220> * " ■ .'• \ -;. \ 

<223> A novel'. predicted' alternative spliced variant 

<400> 409 .; ]. ' . • 

atgggcaagt cagaaagtca .. gatgga'tata "actgatatca acactccaaa gccaaagaag 60 

aaacagcgat ggactcgact ggagaticagc ctatcggtcc ttgtcctgct cctcaccatc 120 

atagctgtga gaatgatcjg& actc'tatg'ca acctacgatg atggtatttg caagtcatca 180 

gactgcataa aatqagctgc tcgact^atc caaaacatgg atgccaccac tgagccttgt 24 0 

agagactttt tcaaatatgc, ttgcggaggc tggttgaaac gtaatgtcat tcccgagacc 300 

agctcccgtt acggcaa.ctt. tgacatttta agagatgaac tagaagtcgt tttgaaagat 360 

. gtccttcaag aaccca'aa'acl.tgaa^at^ta; gtagcagtgc agaaagcaaa agcattgtac 420 

aggtcttgta. t^aatgaatc tgptat.tgat agcacpaggtg gagaacc.tct actcaaactg 480 

ttaccagaca totetgg^tg. gccagtagda' acagaaaact gggagcaaaa atatgattga 540 

ccaacctc^ cttsggcc^gc^ c^ ttactatgaa tgcactggaa tctataaaga 600 

. ggcttgtaca gcatotg^cfg- attttat^t . ttcjtgtggcc. agattgattc gtcaggaaga' 660 

aagattgccok^ aataaagtta . tggaattgga 720 

aaaagaaatt ; ged.a'a^gcfca/ csfgctaaacc tgaagatcga aatgatccaa tgcttctgta 780 

taacaagatg : 'agafctggccd' agatccaaaa taacttttca ctagagatca atgggaagcc 840 

attcagctgg ttgaatttca caaatgaaat catgtcaact gtgaatatta gtattacaaa 900 . 

tgaggaagat . glig^tt^t t/ atgdj^ccaga atatttaacc aaacttaagc ccattcttac * 960 

caaatattct jgcca ! ga.gatc/ ttcaaaattt .aatgtc.ctgg agattcataa tggatcttgt 1020 

aagcagcctc agccgaa^^ ttccgcaagg ccctttatgg 1080 

tacaacctca • gaa^cagcaa . cttggaga'c'g < ttg.tgcaaac tatgtcaatg ggaatatgga- 1140 

aaatgctgtg: gggaggcttjb ^ atgtggaagc agcatttgct ggagagagta aacatgtggt 1200 



604 
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cgaggatttg attgcacaga tccgagaagt ttttattcag actttagatg acctcacttg 


1260 


gatggatgcc.-gag'acaaaaa' agagagctga agaaaaggcc ttagcaatta aagaaaggat 


1320 


cggctatcct gatgacattg tttcaaatga taacaaactg aataatgagt acctcgagtt 


13 80 


gaactacaaa 'gaagatgaat acttcgagaa cataattcaa aatttgaaat tcagccaaag 


1440 


taaacaactg aagaagctcc 'gagaaaa^ggt -ggacaaagat gagtggataa gtggagcagc 


1500 


tgtagtcaat gcattttact cttcaggaag aaatcagata gtcttcccag ccggcattct 


1560 


gcagcccccc fctctpttagtg. cccagcagtc caactcattg aactatgggg gcatcggcat 


1620 


ggtcatagga cacgaaatca ccqatggctt cgatgacaat ggcagaaact ttaacaaaga 


1680 


tggagacctc- gttgactggt ggactcaa'ca gtct'gcaagt aactttaagg agcaatccca 


1740 


gtgcatggtg tatcagtatg gaaacttttc ctgggacctg gcaggtggac agcaccttaa 


1800 


tggaattkat acactgggag aaaacattgc tgataatgga ggtcrttggtc aagcatacag 


I860 


agcctatcag aattatatta. aaaagaatgg cgaagaaaaa ttacttcctg gacttgacct 


1920 


aaatcacaaa caactattt^ tctt^aactt tgcacaggtg. tggtgtggaa cctataggcc 


1980 


" agagtatgcg gttaactcca^ ttaaaacaga tgtgcacagt ccaggcaatt tcaggattat 


2040 


x-gggaccuug cagaaccctg cagagxccxc agaagccccc cactgccgca agaattcata 


2100 


.' catgaatcca gaaaa'gaagt . gccgggtttg gtga' 

". "£**.'"'"" 


2134 


<210> 410 .. ' 




<2ii> 2118 *. ;/ : * 








<213> Artificial" sequence 




<220> ■ *. 




<223> A* novel predicted, alternative spliced variant 




<400> 4.10 > . 




atgggcaagt cagaaagtca gatggatata actgatatca acactccaaa gccaaagaag 


60 


aaacagcgat ggactcg^ct/ gga^ratcagc ctctcggtcc ttgtcctgct cctcaccatc 


120 


atagctgtga gaatgatcgc . actctatgca acctacgatg atggtatttg caagtcatca 


180 


gactgcataa aatcagc.tgc tcgactgatc caaaacatgg atgccaccac tgagccttgt 


240 


agagactttt tcaaatatgc. ttgcggaggc tggtt'gaaac gtaatgtcat tcccgagacc 


300 


agctcccgtt . acggcaactt ' tgacatttta agagatgaac tagaagtcgt tttgaaagat 


360 


.gtccttcaag ^aadccaaakc. tgaagatata gtagcagtgc agaaagcaaa . agcattgtac 


420 


aggtcttgta . taaa^bgaa^c- ' tgctkttgat . agcagaggtg gagaacctct actcaaactg 


480 


ttaccagaqa tafeatgggt.g gccagta£;ca acagaaaact. gggagcaaaa atatggtgct . 


540 


tcttggacag..ctgaaaaa^c 'tat^gcacaa ctgaattcta' aatatgggaa aaaagtcctt 


600 


attaatttgt /tt^ttggcac tgatgataag- aattctgtga atcatgtaat • tcatattgac 


660 


caacctcgac tfcggcc.tccc. ttcta^agait tactatgaat gcactggaat ctataaagag 


720 


gctacggcta aacctgaaiga tcgaaatga't ccaatgcttc tgtataacaa gatgagattg 


780 


' gcccagatcc aaaata'actt!- -ttrcactaga'g atcaatggga agccattcag ctggttgaat 


840 


ttcacaaatg .aaatcatgtc ' aactgtgaat attagtatta caaatgagga agatgtggtt 


900 


gtttatgctc cagaatabttj .aaccaaactt aagcccattc .ttaccaaata ttctgccaga 


960 


gatcttcaaa atttaatgtcvctggagatftc ataatggatc ttgtaagcag cctcagccga 


1020 


acctacaagg agtc'cagaaa' tgctttcpgc. aaggcccttt atggtacaac ctcagaaaca 


1080 
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gcaacttgga gacgttgtfgrc. 
ctttatgtgg aagcagcatt. 
cagafcccgag aagtttttat 
aaaaagagag ctgaagaaaa- 
attgtttcaa atgataacaa 
gaatacttcg agaacataa't 
ctccgagaaa aggtggacaa. 
tactcfctcacj gaagaaafcca 
agtgcccagc .agtccaactc 
atcacccatg gcttcgatga 
tggtggactc aacagtctgc* 
tatggaaact tttcct'ggga 
ggagaaaac'a ttgatcfataa 
• attaaaaaga atggcgaaga. 
tttttcttga acjfttgcaca* 
tccattaaaa. cagatgb'gca 
tctgcagagt :tttcagaagc 
aagtgccggg. tttggtga , 



aaactatgtc 
tgctggagag 
tcagactt'ta 
ggccttagca 
actgaataat 
.tcaaaatttg 
agatgagtgg 
gatagtcttc 
attgaactat 
caatggcaga 
aagtaacttt- 
cctggcaggt 
tggaggtqtt 
aaasi'ttactfc 
ggtgtggtgt; 
cagtccag'gc. 
ctttcaetgc 



aatgggaata 
agtaaacatg 
gatgacctca 
attaaagaaa 
gagtacctcg 
aaat'tcagcc 
ataagtggag 
ccagccggca 

gggggcatcg 

aactttaaca 
aaggagcaat 
ggacagcacc 
ggtcaagcat 
cctggacttg 
ggaacctata 
aatttcagga 
cgcaagaatt 



tggaaaatgc 
tggtcgagga 
cttggatgga 
ggatcggcta 
agttgaacta 
aaagtaaaca 
cagctgtagt 
ttctgcagcc 
gcatggtcat 
aagatggaga 
cccagtgcat 
ttaatggaat 
acagagccta 
acctaaatca 
ggccagagta 
ttattgggac 
catacatgaa 



tgtggggagg 

tttgattgca 
tgccgagaca 
tcctgatgac 
caaagaagat 
actgaagaag 
caatgcattt 
ccccttcttt 
aggacacgaa 
cctcgttgac 
ggtgtatcag 
fcaatacactg 
tcagaattat 
caaacaacta 
tgcggttaac 
tttgcagaac 
tccagaaaag 



1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2118 



<210> 411 

<211> 2116 * 
<212> DNA • 

<213> Artificial ' sequence 

<220> . ■ . - . ' .. ; . 

<223> A noveX preciiqted . alternative spliced variant 

<400> 411 - 

atgggcaagt cagaaagtca gatggatata actgatatca acactccaaa gccaaagaag 60 

aaacagcgat ' ggactcgact ggagatcagc ctctcggtcc ttgtcctgct cctcaccatc 120 

atagctgtga gaatjcfatc^.-actctatgca. acctacgatg atggtatttg caagtcatca 180 

gactgcataa -aatcagctgc tcgactgatc caaaacatgg atgccaccac tgagccttgt 240 

agagactttt tcaaat;afcgc--. ttgcggaggrc tggttgaaac gtaatgtcat tcccgagacc 3 00 

agctcccgtt acggcaacjfct . tgacatttta agagatgaac' tagaagtcgt tttgaaagat 360 

gtccttcaag 'aacccaaaac -tgaagatata. gtagcagtgc .agaaagcaaa agcattgtac 420 

aggtcttgt'a; taaatgaatc-.'tgctattgat agcagaggtg gagaacctct actcaaactg 480 
ttaccagaca • tatatgggtg ' gccagtagca acagaaaact gggagcaaaa atatggtgct . 540 

tcttggacag ct^aaaaagc. tatt^cadaa- ctgaattcta aatatgggaa aaaagtcctt 600 

-attaatttgt' tj:gt^gg;cac/ tgatgataa*g aattctgtga atcatgtaat tcatattgac 660 

caacctcgac ttggcctccc ttcta!gagat tactatgaat gcactggaat ctataaagag 720 

gcttgtac^g'vpatatgfcg^^^^^ gattgattcg tcaggaagaa 780 

agattgccca '..tcgat^aaa ccagcttgct'- ttggaaatga ataaagttat ggaattggaa 840 

aaagaaattg ccaatgctac'.ggctaaacct gaagatcgaa atgatccaat gcttctgtat 900 
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aacaaga t ga 
tcttcaaaafc 
ctacaaggag 
aacttggaga 
ttatgtggaa 
gatccgagaa 
aaagagagct 
tgtttcaaat 
atacttcgag 
ccgagaaaag 
ctcttcagga 
tgcccagcag 
cacccatggc" 
gtggactcaa 
tggaaacttt 
agaaaacatt 
taaaaagaat 
tttcttgaac 
cattaaaaca 
tgcagagtt't 
gtgccgggtt 



gatfcggccca 
ttaatgtcct 
"tccagaaatg 
cgttgtgcaa 
gcagcatttg 
gtttttattc 
gaagaaaagg 
gataacaaac 
aacataattc 
gtggaeaaag- 
aga'aatcaga 
tcqaacfccat. 
ttcgatgaca 
cagtctg/caa 
tcctgggacc 
gctgata'atg. 
ggcgaagaaa 
tttgcacagg t 
gat'gtgcaca 
tcagaagcct 
tggtga 



gatccaaaat 
ggagattcat 
ctttccgcaa 
actatgtcaa 
ctggagagag 
agactttaga 
ccttagcaat 
tgaataatga' 
aaaatttgaa 
atgagtggat 
tagtcttccc 
tgaactatgg* 
atggcagaaa 
gtaactttaa 
tggcaggtgg 
gaggtcttgg 
aattacttcc 

tgtgg^gfcjsrsr 

gfcccaggcaa' 
ttcactgccg 



aacttttcac 
aatggatctt 
•ggccctttat 
' tgggaatatg 
taaacatgtg 
tgacctcact 
taaagaaagg 
gtacctcgag 
attcagccaa 
aagtggagca 
agccggcatt 
gggcatcggc 
ctttaacaaa 
ggagcaatcc 
acagcacctt 
tcaagcatac 
tggacttgac 
aacctatagg 
tttcaggatt 
caagaattca 



tagagatcaa 
gtaagcagcc 
ggtacaacct 
gaaaatgctg 
gtcgaggatt 
tggatggatg 
atcggctatc 
ttgaactaca 
agtaaacaac 
gctgtagtca 
ctgcagcccc 
atggtcatag 
gatggagacc 
cagtgcatgg 
aatggaatta 
agagcctatc 
ctaaatcaca 
ccagagtatg 
attgggactt 
tacatgaatc 



tgggaagaga 
tcagccgaac 
cagaaacagc 
tggggaggct 
tgattgcaca 
ccgagacaaa 
ctgatgacat 
aagaagatga 
tgaagaagct 
atgcatttta 
ccttctttag 
gacacgaaat 
tcgttgactg 
tgtatcagta 
atacactggg 
agaattatat 
aacaactatt 
cggttaactc 
tgcagaactc 
cagaaaagaa 



PCT/IL2005/000107 

960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2116 



<210> 412 

<211> 2253 

<212> DNA* - • * 

<213> Artificial" sequence 

<220> •' • - - 

•<223> " A novel predicted' alternative spliced variant 

<40O> 412 •. ' / . "... 

. atgggcaagt cagaaagtca gatggatata" actgatatca acactccaaa 

aaacagcgat ggaGtcgac.t ggagatcagc ctctcggtcc ttgtcctgct 

atagctgtga gaatgafccgc ' actctatgca acctacgatg atggtatttg 

gactgcataa aatc.a^ctgc tcgactgafc.c caaaacatgg atgccaccac 

agagactttt tcaaatat^c ttgcggaggc- tggttgaaac gtaatgtcat 

agctccc'gtt acggcaaatt- tgacatt'tta .agagatgaac tagaagtcgt 

gtccttcaag "aacccaaaac; tgajaigatata gtagcagtgc agaaagcaaa 

aggtcttgta taaatgaatc tgctattgat agcagaggtg gagaacctct 

ttaccagaca" - tata'tgggtg gqcagtagca acagaaaact gggagcaaaa 

tcttggacag. ctgaaaaagc tafctgcacaa .ctgaattcta aatatgggaa 

attaatttgt; t'tgttg'gcac . tgatgataag aatt.ctgtga atcatgtaat 

caacctcgac ttggiccfcccc ttctagagat tac'tatgaat gcactggaat 

gcttgtacag catatgtgga : ttfctatgatt: tctgtggcca gattgattcg 



gccaaagaag 
cctcaccatc" 
caagtcatca. 
tgagccttgt 
tcccgagacc 
tttgaaagat 
agcattgtac 
actcaaactg 
atatggtgct 
aaaagtcctt 
tcatattgac 
ctataaagag 
tcaggaagaa 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660' 
720 
780 
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agattgccca rtcgatgaaaa .ccagcttgct ttggaaatga ataaagttat ggaattggaa 840 

aaagaaattg ccaatgctac ggctaaaccfc gaagatcgaa atgatccaat gcttctgtat 900 

aacaagatga gattggccca. gatccaaaat aacttttcac tagagatcaa tgggaagcca 960 

ttcagctggt tgaatttcac • aaatgaaatc atgtcaactg tgaatattag tattacaaat 1020 

gaggaagatg tggttgttta. tgctccagaa tatttaacca aacttaagcc cattcttacc 1080 

aaatattctg ccagagatct. tcaaaattta. atgtcctgga gattcataat ggatcttgta 1140 

agcagcctca gccgaaccta , caaggagt'cc agaaatgctt tccgcaaggc cctttatggt 1200 

acaacctcag aaacagcaac ttggagacgt tgtgcaaact atgtcaatgg gaatatggaa 1260 

aatgctgtgg ggaggcttta tgtggaagca gcatttgctg gagagagtaa acatgtggtc 1320 

gaggatttga ttgcacagat .ccgagaagtt tttattcaga ctttagatga cctcacttgg 1380 

atggatgccg agacaaaaaa gagagctgaa gaaaaggcct tagcaattaa agaaaggatc 1440 

ggctatcctg atgaeattgt/ttcaaatgat aaqaaactga ataatgagta cctcgagttg' 1500 

aactacaaag aagatgaata cttcgagaac ataattcaaa atttgaaatt cagccaaagt 1560 

aaacaactga agaagctbcg agaaaaggtg gacaaagatg agtggataag tggagcagct 1620 . 

gtagtcaatg' catitttactc ttcaggaaga aatcagatag tcttcccagc . cggcattctg 1680 

cagcccccct • tctti:agtgc : . ccagcagtcrc aactcattga actatggggg catcggcatg 1740 

gtcataggac acgaaatcac' ccatggcttc gatgacaatg gcagaaactt taacaaagat 1800 

ggagacctcg ttgactggtg. gactcaacag tctgcaagta actttaagga gcaatcccag 1860 

tgcatggtgt atcagtatgg ' aaacfctttcc tgggacctgg caggtggaca gcaccttaat 1920 

ggaattaata cactgggaga. aaacattgct gataafeggag gtcttggtca agcatacaga 1980 

gcctatcaga attatattaa 'aaagaatggc gaagaaaaat tacttcctgg acttgaccta 2040 

aatcacaaac aactattttt- cttga'acttt gcacaggtgt ggtgtggaac ctataggcca* 2100 

gagtatgcgg ttaactccat taaaacagat gtgcacagtc caggcaattt caggattatt 2160 

gggactttgc agaactetgc. agagttttca gaagc.ctttc actgccgcaa gaattcatac 2220 

atgaatccag • aaaagaagtg ccgggtttgcr tga 2253 



<210> 413 . -." • • / 

<211> 2149 . ••■ 

<212> DMA.'-:..:, 

<213> . Artif icial' : ; Sequence- " 

<22o> *; ' ". : ■ • 

<223> A novel'- predicted /alternative spliced . variant 

<4oo> 4i3": r"".. • ( V.- 

atgggcaagt ; cagaaacjtca gatgrgatata actgatatca acactccaaa gccaaagaag 60 

aaacagcgat ggactdgact ggagatcagc ctctcggtcc ttgtcctgct cctcaccatc 120 

atagctgtga gaatgatcgc; actctatgca acctacgatg atggtatttg caagtcatca 180 

gactgcataa aatqagctgcr' tcgactgatc. caaaacatgg atgccaccac tgagccttgt 240 

agagactttt tcaaatatgc; .ttgcgga.ggc. tggttgaaac gtaatgtcat tcccgagacc 300 

agctcccgtt .a'cggca^ctt, t^a ; cktt£ta agagatgaac tagaagtcgt tttgaaagat 360 

gtccttcaag aaoqcaaaac * tgaagatata. gtagcagtgc a,gaaagcaaa agcattgtac 420 
aggtcttgta taaatgaatc. tgctattgat agcagaggtg gagaacctct actcaaactg ' 480 
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ttaccagaca tatatgggtg ' gccagtagca acagaaaact gggagcaaaa atatggtgct 540 

tcttggacag ctgaaaaagc tattgcacaa ctgaattcta aatatgggaa aaaagtcctt 600 

attaatttgt ttgttggcac tgatgafcaa'g aattctgtga atcatgtaat tcatattgac 660 

caacctcgac ttggcctccc ttctagagat tactatgaat gcactggaat ctataaagag 72 0 

gcttgtacag catatgtgga ttttatgafct tctgtggcca gattgattcg tcaggaagaa 780 

agattgccca tcgatgaaaa ccagcttgct . ttggaaatga ataaagttat ggaattggaa 84 0 

aaagaaattg ccaatgctac ggctaaacct gaagatcgaa - atgatccaat gcttctgtat 900 

aacaagatga gattgg.cfcca gatccaaaat aacttttcac tagagatcaa tgggaagcca 960 

ttcagctggt tgaaltttcac. aaatgaaafcc atgtcaactg tgaatattag tattacaaat 1020 

• gaggaagatg tggtjtgfctta-' tgctccagaa tatttaacca aacttaagcc cattcttacc 1080 

aaatattctg ccagagatct tcaaaattta atgtcctgga gattcataat ggatcttgta . 1140 

agcagcctca gccga^c.qta . caaggagtcc agaaatgctt tccgcaaggc cctttatggt 1200 

acaacctcag aaackgcaac ttggkgfacgt. tgtgcaaact atgtcaatgg ' gaatatggaa 1260 

aatgctgtgg ggaggctfcta ;* tgtg^aagca: gcatttgctg gagagagtaa acatgtggtc 1320 

gaggatttga ttgcaaagat' ccgagaagtt tttattcaga ctttagatga cctcacttgg. 1380' 

atggatgccg agacaaaaaa gagagctgaa * gaaaaggcct tagcaattaa agaaaggatc 1440 

ggctatcctg atgacattgt ttcaaatgat aacaaactga ataatgagta cctcgaggtg 1500 

gataagtgga gcagctgtag tcaatgcatt ttactcttca ggaagaaatc agatagtctt 1560 

cccagccggc. attctgcagc cccccttctt tagtgcccag cagtccaact cattgaacta . 1620 

tgggggcatc ggcatg^tca taggacac^a aatcacccat ggcttcgatg acaatggcag 1680 

aaactttaac aaagatggag acctcgttga • ctggtggact caacagtctg caagtaactt 1740 

taaggagcaa tcccagtgca tggtgtatca gtatggaaac ttttcctggg acctggcagg 1800 

tggacagcac cttaatggaa ttaatacact gggagaaaac attgctgata atggaggtct 18 60 

tggtcaagca tacagagcct atcagaatta tattaaaaag aatggcgaag aaaaattact 1920 

tcctggactt gacctaaatc acaaacaact atttttcttg aactttgcac aggtgtggtg 1980 

tggaacctat aggccagagt atgcggttaa ctccattaaa acagatgtgc acagtccagg ■ 2040 

caatttcagg attattggga ctttgcagaa ctctgcagag ttttcagaag cctttcactg 2100 

. ccgcaagaat tcatacatga- atcqagaaaa. gaaigtgccgg ' gtttggtga . • 2149 

<210> 414- "'V'i v ' 

<2ii> i95i ; .:• • . 

. <212> DNA . • v ' ' - \ ' 

<213>. Art±±Xdi^ ^e^&ac^ . . - !. " 

.<220> './\ -. \ "; 

<22 3 > A" novel; predicted. . alternative* spl iced variant 

<4oo> 414 ! 't , 

atgtctgttc catcatqact gagccagtcg gccattaatg ccaacagcca cggaggcccc 60 

gcactgagcc tacc'cctgcc tctgcacgct gcccaiaacc agctgctcaa cgccaagctg 120 

caggccaCag ;ctgtgggacq/caaggacqtg cgcagcgcca tgggggaggg tggtgggcct 180 

gagccaggcc ctgccaatgc 'caagtggcta aaagagggcc ' agaaccagct ccggcgggcc 240 

gccacggccc accgtgacca gaatcgcaat gtgaccttga ccttggcgga ggaggccagc 300 

" caggagcctg agatggcacc ■ cttgcrgcccc .aaaggcctga tacacctgta ctctgagctg 3 60 
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gagctctcag 
actcaagagc 
gaggaggatg 
gagcccctgg* 
gaacacagca 
gactcaagct 
gctcacctgg 
tgaacccagt 
gaccttccca 
cccacggaat 1 
gatgaccgag- 
tcagctetct 
aaaggatctg 
ggcactgctg 
tggaagggac 
gtttcgctgt 
gatcatggcc 
taaacttgtg 
gaagttccaa " 
gattaatggg 
tcatgtcagt 
gggagagtgt 
tgcattcatc 
caatgctgcc. 
tctggatgcc 
ggcacggcgt 
gcccaaacgg 



ctcacaacgc 
aggggccaga 
atgatgatga 
agagtgtgga 
agagtgccag 
gggctacctt 
acaggttttg 
gratgaggccc 
gctcagagcc 
accaaccc'ag 
gaggagctgg 
taccacaaaa 
ctactgcagc 
cacgfcqcaac. 
tttgcct.acg 
gaggcacctg 
gaacggcgta 
.gatgtccctt. 
gtctattacc 
gccctcgagt. 
gtggcccctg 

cgggtgcgtt. 

a.tggrctg,ccg. 
agcctctcag 
cgttcccagg . 
gtagggtgrga ' 
ctgggggccc 



agccaaccga 
tgagggagag 
agaggaggag 
ggcccctccc 
cctcctgtt.t 
atcccagggc 
■ ctcatggaga 
caatggagct 
tcagcccaga 
ggatcaagtg 
cccctggacg 
acaacctgca 
tggaggatga^ 
ccatcatcag 
tagctcgtga 
,ccaagaa0a't 
atgcccgctg 
tccaagt.gga 

tggggaatgt 

cagtcctgfcc 
' ctaccctcac 
tfcctctcctt 
gcccagcctc- 
aggctgtgca 
. cctccacct.c 
' ctgtccgcag 
ataccccatg 



ggcctacgag 
gagaaggcgg 
.gaggacttat 
aggccccaag 
ggcatgcgga 
agcccctcct 
aggctttgag 
gggactgaag 
gccgttgccc 
tttcgccgtg 
cag'cagtgtg 
tgaccccatg 
gacactaaag 
cat'ccgcgtg 
taagctgacc 
cg.ccaccagc 
cttggtaaat 
attcccagcg 
acc.tgttgct 
otccagcagc 
catcttgcac 
.cctggccgtg 
cttctgctgc 
ggctgcgtgc 
ctgcctccca 

gggtgttcag 



gacictggcct 

ccggggaggc 

cttctccccc 

cccttacaga 

acagtgcagc 

afcggctcccc 

gatggagaat 

gaacctgagg 

caagaggagg 

cgctccctag 

gcagtcaaca 

tctgggggct 

ctagtggagc 

tggggcgtcg 

cagatgctca 

ctgcatgaga 

ggactctccc 

cctaagaatg 

aaacctgfctg 

cgtgaacaat 

cagcagacag 

ggcagagatg 

cacatgttct 

atgcttcgct 

gcaccccctg 

tcgctgtggg 



gatcatcagc 
cgaggaggag 
agggctgcct 
tggcccccgg 
cagtgatgag 
agaggacaca 
tttggaagga 
aggggacgtt 
agaagctfccc 
gctgggtaga 
attgcatccg 

ggggggaagg 

cacagagcca 
ggcgggacag 
agtgccacgt 
tctgctctaa 
tggaccactc 
agttggtcca 
gggtagatgt 
ggaccccaag 
aggcagtgct 
tccacacgtt 
ggtgcgagcc 
accagaagtg 
ctgagtctgt 
gctccctgaa 



420 
480 
540 
600 
660 
72 0 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1951 



<2io> - ; 4.i5 :;. >: '.. ; ■*" * 

<2ii> "1977 \ : r * : * V , ' • 

<212> DNA 

<213> -Art if icial" sequence. * 

<22o> ■. -.'s ' '■: ' 

<2 2 3 > A n&ve 1 premie t ed alternative; spliced ; variant 
<400> 415 ' **:. . ' • .. . • • 

atgtctgttc catca£cact,' gagcea*g£c;g gccattaatg ccaacagcca cggaggcccc 60 

gcactgagcc taccccjbgbc tctgcacgct gcccacaacc agctgctcaa cgccaagctg 120 

caggccacag fctgfcgg'gacfc; caag^accfcg cgcagegcca tgggggaggg. tggtgggcct 180 

gagccaggcc ctgccaatgc caagtggc'ta^ aaagagggcc agaaccagct ccggcgggcc 240 

gccacggccc accgtg|L'acd\gaatcgcaat gtgjiccttga ccttggcgga ggaggccagc 300 

.caggagcctg agatggcacc : cttgggcccc ■ aaaggcctga tacacctgta ctctgagctg .3 60 
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gagctctcag ctcacaacgc agccaaccga ggcctacgag gacctggcct gatcatcagc 420 
actcaagagc agg'ggccaga tgagggagag gagaaggcgg ccggggaggc cgaggaggag 480 
gaggaggatg atgatgatga . agaggaggag gaggacttat cttctccccc agggctgcct 540 
gagcccctgg agaigtgtgga ggcccctccc aggccccaag cccttacaga tggcccccgg 600 
gaacacagca agagtgccag- cctqctgttt ggcatgcgga acagtgcagc cagtgatgag 660 
gactcaagct gggctacctt atcccag^gc agcccctcct atggctcccc agaggacaca 720 
gattccttct. ggaaccGcaa" cgqcttcgag acggattccg acctgccggc- tggatggatg 780 
agggtccagg acacqtcag^. gac'cfc'attac tggcacatcc caacagggac cacccagtgg 840 
gaaccccccg gccgggcctc- cccctcacag gggagcagcc cccaagagga gtcccagctc 900 
acctggacag gttttgctca** tggagaaggc' tttgaggatg gagaattttg gaaggatgaa 960 

cccagtgatg aggccccaat. ggagctggga ctgaaggaac ctgaggaggg gacgttgacc 1020 

ttcccagctc agagcctcag . cccagagccg ttgccccaag aggaggagaa gcttccccca 1080 

cggaatacca accca'gggat caagggaaag gatctgctac tgcagctgga ggatgagaca 1140 

ctaaagcta'g t'ggagccaca . gagccaggca ctgctgcacg cccaacccat catcagcatc 1200 

cgcgtgtggg gcgtcgg^cg: ggacagtgga agggactttg cctacgtagc ■ tcgtgataag 1260 

ctgacccaga ^ tgqtcaa^g;.ccacgtgttt'* cgctgtgagg cacctgccaa gaacatcgcc 1320 

accagcctgc . atgagatctg ctqtaagatc atggccgaac ggcgtaatgc ccgctgcttg 1380 

gtaaatggac tctccctgga - ccactctaaa . cttgtggatg tccctttcca agtggaattc 1440 

ccagcgccta agaafcgagtt ; -ggtccacfaag ttccaagtct attacctggg gaatgtacct 15 00 

gttgctaaac ctgttggggt " agatgtgatt aatggggccc tcgagtcagt cctgtcctcc 1560 

agcagccgtg aacaatggac cccaagtcat gtc'agtgtgg cccctgctac cctcaccatc 1620 

ttgcaccagc agacagaggc agtgctggga .gagtgtcggg tgcgtttcct ctccttcctg 1680 

gccgtgggca •gagatgtcca - cacgtttgca. ttcatcatgg ctgccggccc agcctccttc 1740 

tgctgccaqa .t^tctggtg .cgagdccaat gctgccagcc tctcagaggc tgtgcaggct 1800 

gcgtgcatgc -ttcgptaqca" gaagtgtc.tg gatgcccgtt cccaggcctc cacctcctgc 1860 

ctcccagcac ccectgctga gtctgtggca- cggcgbgtag ggtggactgt ccgcaggggt 1920 

gttcagtcgc tgtggggctpv qctgaagccc aaacggctgg gggcccatac cccatga 1977 

<2io> 416 ..:*'.-'. 

<211> 1999 

<2i2> DNft r..,.v;;": .//-:.■ 
<213> Artificial sequence^ . 

<22b> . '. :- )' '>*•; '-• ".' ' 

<223> .A no^el-prepiicted alternative Spliced variant 

<4oo> 416 [ ' . 

atgtctgttc •'catcataact -gagcca^cg gccattaatg ccaacagcca cggaggcccc 60 

gcactgagcc f i^^fsc<A^p^tci^6dcgot- gcccacaacc agctgctcaa cgccaagctg 120 

•caggccacag■ ctgtgggacc : , caaggacctg cgcagcgcca tgggggaggg tggtgggcc't 180 

gagccaggqc ^ ctgcqaat£q caagtggcta aaagagggcc* agaaccagct ccggcgggcc 240 

gccacggccq* .mqcgtga'cci' gaat^gcaat .gtgac.cttga ccttggcgga ggaggccagc 300 

caggagcctg agatg^cacc i" .qttgggcccq. aa'aggcctga tacacctgta ctctgagctg 360 

gagctqtcag ctcacaacgc. :agccaaccga ' ggcctacgag : 'gacctggcct gatcatcagc 420 
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actcaagagc 
gaggaggatg 
gagcccctgg- 
gaacacagca 
gactcaagct 
' gattccttct 
agggtccagg 
gaaccccccg 
acctggacag 
cccagtgatg 
ttcccagctc 
cggaatacca 
accgaggagg 
ctctcttacc 
tgcctacgta 
ggcacctgcc 
acggcgtaat 
tgtccctttc 
ctattacctg 
cctcgagtca 
ggcccctgct 
ggtgcgtttc 
ggctgccggc 
cctctcagag 
ttcccaggc'c 
agggtggact 
gggggcccat . 



aggggccaga 
atgatgatga 
agagt gtgga 
agagtgcaag 

gggctacctt- 

ggaaccccaa- 
acacctcagg 
gccgggcctc' 
gttttgctca 
aggacccaat 
agagcctcag 
acccagggat 
agctggcccc 
acaaaaa'caa 
gctegtgafca 
aagaaca'tcg 
.gcccgc.tgct 
caag"tggaat 

srgerstatgtac 

gtcctgtccti 
accct caeca 
.ctctcctr'tcc. 
ccagcctcct'; 
gctgtgcagg 
tccacctcct 
gtdcgc&'ggg 
accccat'ga ■;: 



tgagggagag 
agaggaggag 
ggaccctccc 
cctcctgttt 
atcccagggc 
.cgcctfccgag 
gacctattac 
cccctcacag 
tiggagaaggc 
ggagctggga 
cccagagqcg 
caagtgtfctc 
tggaegcage 
cctgcatgac 
agctgaccca 
ccaccagcct 

• ■ > *",| J - -5 ■ 

"tggfcaaatgg 
tcccagcgcc 
ctgttgat:a'a 
.ccagcagccg 
tcttgcacca 
tggccgtrggg 
tctgctgcca- 
ctgcgtgcat ' 
gcctcccagc 
gtgttcagtc 



gagaaggegg 
gaggaqttat 
aggccccaag 
ggcatgcgga 
agcccctcct 
aeggattccg 
tggcacatcc 

gggagcagee 

tttgaggatg 
ctgaaggaac 
ttgccccaag 
gccgtgcgct 
agtgtggcag 
cccatgtctg 
gatgetcaag 
gcatgagatc 
actctccctg 
taagaatgag 
acctgttggg 
tgaacaatgg 
gcagacagag 
cagagatgtc 
catgttctgg 
gcttcgctac 
accccctgct 
gctgtggggc 



ceggggagge 
cttctccccc 
cccttacaga 
acagtgeage 
atggctcccc 
acctgccggc 
caacagggac 
cccaagagga 
gagaattttg 
ctgaggaggg 
aggaggagaa 
ccctaggctg 
tcaacaattg 
ggggctgggg 
tgccacgtgt 
tgctctaaga 
gaccactcta 
ttggtccaga 
gtagatgtga 
accccaagtc 
gcagtgctgg 
cacacgtttg 
tgcgagccca 
cagaagtgtc 
gagtctgtgg 
tccctgaagc 



cgaggaggag 

agggctgect 

tggcccccgg. 

cagtgatgag 

agaggacaca 

.tggatggatg 

cacccagtgg 

gtcccagctc 

gaaggatgaa 

gaegttgace 

gcttccccca 

ggtagagatg 

catccgtcag 

ggaaggactt 

ttcgctgtga 

teatggcega . 

aacttgtgga 

agttccaagt- 

ttaatggggc 

atgtcagtgt 

gagagtgtcg 

cattcatcat 

atgctgccag 

tggatgcccg 

cacggcgtgt 

ccaaacggct 



480 
540 
600 
660 
720 
780 
840 
- 900 
960 
1020 
1080 
1140 
1200 
1260 
132 0 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
1999 



<2io> -417 . • 

<211> -2042- - . ... 

<212> DMA . .. .•'"*• 

<213> Art if iciCa^ /s^guencje* ' r. ";. 

<220> ' "".X:?;?;';.'; ' ' \ ' 

<223> ' A novel'* predicted alternative .spliced variant 

<400> • 417. . j-.. 1 . 

atgtctgttc catcWcjact gagec'agteg gecattaatg ccaacagcca 
gcactgagcc - tacccctgcc * tctgcacgct gcccacaacc agetgetcaa 
caggccac.ag .ctgtggga'cc caaggacctg cgcagcgcca tgggggaggg 
gagccaggcc 'ctgccaat^c caagtggcta: aaagagggee agaaccagct 
. gccacggcccr accg^gacOa:. gaaicgcaat .gtgaccttga ccttggcgga 
caggagectg agaj:ggcaeji 1! cttgsrgcccp aaaggectga. tacacctgta 



cggaggcccc 
cgccaagctg 
tggtgggcct 
ccggcgggcc 
ggaggecage 
ctctgagctg 



60 
120 
180 
240 
300 
360 
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gagctctcag 

actcaagagc. 

gaggaggatg 

gagcccctgg 

gaacacagqa 

gactcaagct ■ 

gattccttqt . 

agggtccagg- 

gaaccccccg 

acctggacag . 

cccagtgatg 

ttcccagctc 

cggaatacca- 

accgaggagrg 

ctctrcttacc 

gatctgctac 

ctgctgcacg 

agggactttg 

cgctgtgagg 

aattcccagc 

tacctgttgc- 

cctccagcag 

ccatcttgca . 

tcctggccgt 

ccttctgctg 

aggctgcgtg 

cctgcctccc 

ggggtgttca 
9 a 



ctcacaacgc 
•aggggccaga 
atgatgafcga 
agagtgtgga 
agagtgccag 
gggctacctt 
.grga^ccccaa 
acacctcagg 
gccgggcctc 
gttttgctca 
aggccccaat. 
agagcctcag 
accqagggat 
agctggcccc 
acaaaaacaa 
tgcagctgga 
cccaacccat 
cct'acgtagc ; 
cacctgccaa 
gcc€aagaat 
taaacctgtts 
ccgtjjaacaa 
ccagcagaea 
gggcagagat, 
acacatgitc ' 
catgcttcgc/ 
agcaccc.cct. 
gtqgctgtgg 



agccaaccga. 
tgagggagag 
agaggaggag 
ggcccctccc 
cctcctgttt 
atcccagggc 
cgccttcgag 
gacctattac 
cccctcacag 
tggagaaggc 
ggagctggga 
.cccagagccg 
caagtgtttc 
tggacgcagc 
cctgcatgac 
•ggafegagaca 
catcagcatc 
tcgtgataag 
gaacatcgcc 
gagtfcggtcc 

ggggtagatg 

tggaccccaa 
gaggca^tgc 
gtccacacgt 
tggtgcgagq 
taccagaagt 
.gcfcgagtctg. 
ggctccctga 



ggcctacgag 
gagaaggcgg 
gaggacttat 
aggccccaag 
ggcatgcgga 
agcccctcct 
acggattccg 
tggcacatcc 
gggagcagcc 
tttgaggatg 
ctgaaggaac 
ttgccccaag 
.gccgtgcgct 
agtgtggcag 
cccatgtctg" 
ctaaagctag 
cgcgtgtggg 
ctg'acccaga 
.accagcctgc 
agaajgttcca 
tgattaatgg 
gtc'atgtcag 
tggcragagtg 
ttgcattcat 
ccaatgctgc 
•gtctggatgc 
tggcacggcg 
agcccaaacg 
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gacctggcct gatcatcagc 


420 


c cggggaggc cgaggaggag 


480 


cttctccccc agggctgcct 


540 


cccttacaga fcggcccccgg 


600 


acagtgcagc cagtgatgag 


660 


atggctcccc agaggacaca 


720 


acctgccggc tggatggatg 


780 


caacagggac cacccagtgg 


840 


cccaagagga gtcccagctc 


900 


gagaattttg gaaggatgaa 


960 


ctgaggaggg gacgttgacc 


1020 


aggaggagaa gcttccccca 


1080 


ccctaggctg ggtagagatg- 


114 0 


tcaacaattg catccgtcag 


1200 


ggggctgggg ggaaggaaag 


1260 


tggagccaca gagccaggca 


1320 


gcgtcgggcg ggacagtgga 


1380 


tgcfccaagtg ccacgtgttt 


1440 


atgagatctg ctctaagtgg 


1500 


agtctattac ctggggaatg 


1560 


ggccctcgag tcagtcctgt 


1620 


tgtggcccct gctaccctca 


1680 


tcgggtgcgt ttcctctcct 


1740 


catggctgcc ggcccagcct 


1800 


cagcctctca gaggctgtgc 


1860 


ccgfctcccag gcctccacct 


1920 


tgtagggtgg actgtccgca 


1980 


gctgggggcc cataccccat 


2040 




2042 • 



<210> 418 * * 

<2ii> " 200,1- '-'*■ . 

<212> DNA • 

.<213> - Artificial -'Sequence: ' . 

<220> • - ; . *■" *-y! '. \- - ' _ ' 

<223> A novel .predicted alternative spliced variant 

<400> 418" ' 'V- . ' 

atgtctgtt'c .caicatc^ct /ga^ccagbcg gccattaatg ccaacagcca cggag'gcccc 
gcactgagcc/tacccct^ca .tctgcacgbt gqccaqaacc agctgctcaa * cgccaagctg' 
caggccacag; ; ct^^g^acc:-caa^gacc^ cgcagcgcca tgggg£aggg tggtgggcct 
gagccaggcc ctgccaatgc caagtggqta aaagagggcc agaaccagct ccggcgggcc 
gccacggccc accgtga]cca^ gaatcgca'a't gtgaccttga ccttggcgga. ggaggccagc 



60 
120 
180 
240 
300 
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caggagcctg agatggcacc cttgggcccc aaaggcctga tacacctgta ctctgagctg 360 

gagctctcag ctcacaacgc. agccaaccga ggcctacgag gacctggcct gatcatcagc 420 

actcaa'gagc aggggccaga tgagggaga*? gagaaggcgg ccggggaggc cgaggaggag.. 480 

gaggaggatg , atgatgatga agaggaggag ' gaggac ttat cttctccccc agggctgcct 54 0 

gagcccctgg. agag;fegtigga ggcccctccc aggccccaag cccttacaga tggcccccgg 600- 

gaacacagca' agag.tgccag.. cctcctgttfc ggcatgcgga acagtgcagc cagtgatgag 660 

gactcaagct gggctacctt atcccagggc agcccctcct atggctcccc agaggacaca 720 

gattccttct. ggaaccccaa; cgccttcgag acggattccg acctgccggc tggatggatg 780 

agggtccagg acacctcagg gacctattac fcggcacatcc caacagggac cacccagtgg 840 

gaaccccc'cg .gccgggc'ctc cccctcacag gggagcagcc cccaagagga gtcccagctc 900 

acctggracag ^tfctgctca tggagaaggc tttgaggatg gagaattttg gaaggatgaa 960 

cccagtgatg aggccccaat ggagctggga ctgaaggaac ctgaggaggg gacgttgacc 1020 

ttcccagctc agagccJtrcag* cccatjagc.Cg ttgccccaag aggaggagaa gcttccccca 1080 

cggaatacca acccagggat caagtgtttc gccgtgcgct ccctaggctg ggtagagatg 1140 

accgaggagg agctggcccc tggacgcagc. agtgtggcag tcaacaattg catccgtcag 1200 

ctctctfcacc .acaaaaacaa. cctgcatgao cccatgtctg ggggctgggg ggaaggaaag 1260 

gatctgctac tgcagctg^ ggatgagaca ctaaagctag tggagccaca gagccaggca 1320 

ctgctgcacg cccaacc.cat ca'fccagcatc cgcgtgtggg gcgtcgggcg ggacagtgga : 1380 

agggactttg -cctacgtagc .tcgtgataag ctgacccaga tgctcaagtg ccacgtgttt 1440 

cgctgtgagg cacctgccaa gaacatcg'pq accagcctgc atgagatctg ctctaagatc 1500 

atggccgraac ggcgtaatgc ccgctgc^tg gtaaatggac tctccctgga ccactctaaa 1560 

cttgtggatg* tccetttcca .^igtggaattc ccagcgccta agaatgagtt ggtccagaag 1620 

ttccaagtc.t attacctggg gaatg'tac'is t gttgc.taaac ctgttgacag aggcagtgct 1680 

gggagagtgt cgggtgcgtt tpcctctcfctt cctggccgtg ggcagagatg tccacacgtt 174 0 

tgcattcatc atggctgcco; gcccagcctc .cttctgctgc cacatgttct ggtgcgagcc 18 00 

caatgctgcc .agce^ctcag- aggctgfcgca ; . ggcjtgcgtgc atgcttcgct accagaagtg 1860 

tctggatgcc -cgt^tcccagrg -cctccadctc ctgc'ctccca Vgcaccccctg ctgagtctgt 1920 

ggcacggcgt gtagggtgga"' ctgtcc£cag gggtgtitcag tcgctgtggg gctccctgaa 1980 

. gcccaaacgg ctgcfgggccc . ataccccatg' a . 2011 



<210> 41? y : ' "... 
<211> "485 " 

<212> DNA ... . .. . "' : •/ 

<213> Artificial "sequence 

<22o> . "'. . r. .'•>. " V " ■ "■ 

<223> A novel predicted^ variant 

<4oo> 419 '.{•' *. v.- : i/v'.: V : Vv ' ' • 

caaatotgcc • aga£ga£t^ tcgatgatgt catggatttt attcaagcca 

ccattaaaag actga'aaagg *: tcafa.cagata ■ aacaaatggc agtgcttcct agaagagagc 

ggaatcggc'a g^ctgcagpt ;gcca^cccag- a'gaattccag aggaaaaggt cggagaggcc 

agaggggcaa aaaccg^ggt tgtgt^'cttaa ctgcaataca tttaaatgtc actgacttgg 



60 
120 
180 
240 
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gtctgggcta tgaaaccaag gaggaactga t£tttaggta ctgcagcggc tcttgcgatg 
cagctgagac aacgtacgac aaaatattga aaaacttatc cagaaataga aggctggtga 
gtgacaaagt agggcaggca tgttgcagac ccatcgcctt tgatgatgac ctgtcgtttt 
tagatgataa cctggtttac catattctaa gaaageattc cgctaaaagg tgtggatgta 
tctga . 
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300 
360 
420 
480 
485 



<210> 420 •*' \ 
<211> ' 1231 . 

<212> dna ':"*. *.:'•' - . •.■ :* -.■. 

<213> . Artificial .sequence; 

v * ' *- / • • 

<22o> . " - 

<2 2 3 > A novel , predicted alternative - spliced variant 
<400> 420' 

atgcgtcccc acctcjtcgcc gccgctgcag cagctactac tgccggtgct gctcgcctgc 
gccgcgcact cgactggagc ccttccccga ctatgtgacg tgctacaagt gctgtgggaa 
gagcaagacc ag£gcct:gca ggaactctcc- agagagcaga caggagacct gggcacggag 
cagccagtgc caggttgtga. .ggggatgtgg gacaacataa gctgctggcc ctcttctgtg 
ccgggccgga itggtggaggt ggaatgcccg. agattcctac ggatgctcac cagcagaaat 
ggttccttgt tccgaaac.tg. cacacaggat; ggctggtcag aaaccttccc caggcctaat 
ctggcctgtg gcgtta.atgt "gaacgactct tccaacgaga agcggcactc ctacctgctg 
aagctgaaag tcatgtacac. cgtgggqtac agctcctccc tggtcatgct cctggtcgcc 
cttggcatcc tctgfegcttt ccggaggctc cactgcactc gcaactacat ccacatgcac 
ctgttcgtgt ccttcatcct ■ .tcgtgccctg tccaacttca tcaaggacgc cgtgctcttc 
tcctcagatg atgt'caccta ctgcgatccg cacagggcgg gctgcaagct ggtcatggtg 
ctgfctccagt actgcat'cat ggc'daactac tcctggctgc tggtggaagg cctctacctt 
cacacactcc tcgccatcfcc ctt'cttctct * gaaagaaagt acctccaggg atttgtggca 
ttcggatggg gttctccagc .catttttgtt gctttgtggg ctattgccag acactttctg 
gaagatgttg .ggtgctggga catcaatgcc aacgcatcca tctggtggat cattcgtggt 
cctgtgatcc tetccat'cct .ggcgcc.tggc caggtccact ctcctgctga tccccctctt 
tggcatccac tocafccgtc't'- tcgqctjtatc. • cccagagg'ac gctatggaga tccagctgtt 
ttttgaacta gcccttggct: . qattccaggg * acfcggt'ggtg gccgtcctct actgcttcct 
caatgggga'g "tftgcagctggr aggttcagaa gaagtggcag caatggcacc tccgtgagtt 
cccactgcac cccgrtggdct ccttcagqaa cagcaccaag gccagccact tggagcagag 
ccagggcacc , tgcaggacca- gcateatctg a 

<210> 421' - ' ./ * • / . *■ 
<211> 751 

<212> DNA- ■ •' " ..,.*.*. . . 
<213> Artificial 5 , .'sequence,.. " 

<220> . » \ m V V/.=v : - • ;V ":, '•' • . * - ." ■ • - : 

<223> ' A novel- -predicted' 'alternative spliced variant 

<4oo> ?4%x/y \ ^' ; U '.--J:' 

atgtccaagt ctctg^ga^L gttggtggag' gagagccggg agaagaacca gcccgaggtg- 
gracatga^.g>ccg[gg^qat ctccaac^tg ctggatgfcca acggcctctt taccttatcc 
catatcacac .aadtggtcqt' cagccataac aagc.taacaa tggtgccacc gaacatcgca 



60 
120 
18 0 
240 
300 
360. 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1231 
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gaactgaaga 
cagatcagta 
ttgccacgag 
ttgagcgaaa 
cctgatctcg 

gsrg;gaaccgc 

gcaggtattc 
tggcgtgtcc 
acacatgcag 
ccggaaaccc 



atttggaggt 
gccttcagaa 
gcttcggctc 
attctcttcc 
ctgcctaagg 
ctcaccgt.tc 
aaagcagaga 
cat^ttfcjfetg. 
gccaacc'dag 
qtggcagcca 



gctcaacttt 
actcaaacac 
cctgccagct 
tggaaacttc 
aaatcgggga 
•tgcceccaga, 
aqaajt'ccctg 
agtatatcdg 
aaccabcgaa 
aga'acagajta 



tttaataacc 
ctgaaccttg 
cttgaggttc 
ttctacctga 
gcttacccag 
. actaggaaac 
ggtgaccccc 
ttct'gagaca 
gaagaataat 



aaatcgagga 
gcatgaacag 
tggacttgac 
ctcagcctta 
cttaaagagc 
ttggatttaa 
attgcagacc 
tacaaatacc 
gacaaatcga 



gctgcccaca 
gctgaacact 
gtacaacaac 
gggataacga 
tccacattca 
ctggccagaa 
agttccagct 
tctacggcag 
aaaagatcag 



240 

300 

360 

420 

480 

540 

600 

660. 

720 

751 



<210> 422 *' •**. „*.--. 

<211>- 1467 ." , ; * '/.'. - 

<212> DfiA*; - -'.[*'''- [' ', . ...... 

<213> Artif icial. 'sequence! . *' 

<220> ' " V 4 ' : '* " 

<223> A novel. pr%iicW 1 alteriia'tive; spliced variant 

<400> 422 '.'.'.* - • ' 

atgaattgte. gagaatteacc . cttgaccctt tgggtgctta tatctgtaag oactgcagaa 60 

tottgtactt: cacgtcooca; cattactgtg gtfcgaagggg aacctttcta tctgaaacat 120 

tgctcgtgtt oacbtg,caca, tgagattgaa acaaccacca aaagctggta caaaagoagt 180 

ggatcacagg. aacatgtgga; gctgaacdca: aggagttcct; cgagaattgc tttgcatgat 240 

tgtgtt^tgg- agt^tggcc. .agtfc^gtitg aatgacacag. gatcttactt tttocaaatg 300 

a^ttato.«^^^.^t fc ^ t ..^t c . gila gaaataaaca cagctgtttc 360 

actgaaagac ^g^^ taa^tt^ .gaagttaaaa aattttttca gataacctgt 420 

gaaaacag tt ..aolU t .ca^c .aotggicaaii-; agcacatcat tgtataagaa ctgtaaaaag 480 

ctactactgg-agaacaat^ aaaqpciaacg ataakgaaga acgccgagtt tgaagatcag 540 

gggtettaot jot^cgtgca. cataatggaa aactatttaa tatcacoaaa 600 

acct t caat^ ;taa^at^:igaagiVs^ agtaktatag ttccggttct tcttggacca 660 

aagcttaacjc ^g^g^g^.gga^ta^a 'aa^aogtaa ggctcaactg. ototgotttg 720 ■ 

ctgaatgaag ;^^fc;»a^t£ ttcggggaag aaaatggatc ggatcctaat 780 

atacatgaag agaaa^a^:^gag^tt^tg actpcagaag goaaatggca tgcttoaaaa 840 

gtattgagaa ^aaatktivtggt^aagc -aatctaaatg ttfctatataa ttgcactgtg 900 

gccagcacgg.^gca^ tgagaaaagc agacatggct 960 

gatatpcoag^gocaog^ecacai^ atgatcatag ctgttttgat ottggtggca 1020 

gtagtgtgcc tagtg^fcgtgtgtcatt tatagagttg aottggttct attttataga 1080 

oatttaacga gaagagatga; aac^tta^ca gctgttgttg atgaaatcca ctcactgata 1140 

•gagaaaagco ^^ ^t^c^ta agtaaaagtt. atatgtctaa . tgaggtcagg 1200 

tatgaacttg^gig^^a^agca- ttggtggaaa gaaaaattaa aataatctta ' 1260 

•tt^^;. -ttebti^cec aatcactaaa gcttttgaaa . 1320 

tc^^.^t^r^^jlte^'t- aaaiptcttf cttataactc aaggttctgg i 380 • 
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aagaaccttc tttacttaat . gcctgcaaaa acagtcaagc caggtagaga cgaaccggaa 1440 



gtcttgcctg ttcttt'ccga gtcttaa 



1467 



<210> 423 
<211> 1067 
<212> DNA 

<213> Artificial- sequence 
<:220> 

<223> A novel predicted alternative spliced variant 
<400> 423 . '\ ' 

atgcactact gtgtgcegag:.cgctttt:ct;g: atcctgcatc tggtcacggt cgcgctcagc 
ctgtctacct gqagoacact. cg'a£atggac cagttcatgc gcaagaggat cgaggcgatc 
cgcgggcaga tcctgagc'aa..gctgaagc.tc . accagtcccc cagaagacta tcctgagccc 
gaggaagtcc. ccccggaggt .gatttccatc. tacaacagca ccagggactt gctccaggag 
aaggcgagcc ggagggcggc cgcctgcgag cgcgagagga gcgacgaaga gtactacgcc 
aaggaggttt acaaaataga catgccgccc ttcttcccct ccgaaaatgc catcccgccc 
actttctaca /gacccbact'fc' Cagaattgt't cgatttgacg tctcagcaat ggagaagaat 
gcttccaatt tggtgaaagq agagttcaga gtctttcgtt tgcagaaccc aaaagccaga 
gtgcctgaac aacggattga; .gctatatcag attctcaagt ccaaagattt aacatctcca 
acccagcgct acatcgacag" caaagttgtg aaaacaagag cagaaggcga atggctctcc 
ttcgatgtaa ctgatgctgt fccatgaatgg' cttcaccata aagacaggaa cctgggattt 
aaaataagct tacactgtcc .-ctgctgcact tttgtaccat ctaataatta catcatccca 
aataaaagtg .aagaactaga . agcaagattt gcagaaatgt gcaggataat tgctgcctac 
gtccacttta cattgatttc- aagagggatc tagggtggaa atggatacac gaacccaaag 
• ggtacaatgc caac.btc.tgt. gctggagcat gcccgtattt atggagttca gacactcagc 
acagcagggt cctgagctta vtajtaatacca taaatccaga agcatctgct tctccttgct 
gcgtgtccca agattt;agaa cctctaacca ttctctacta cattggcaaa acacccaaga 
ttgaacagct ttotaatatg attgtaaagjt cttgcaaatg cagctaa 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
90b 
960 
1020- 
1067 



<2io> 424 v \ ; . ;; *. - : ; . 

-<211> .63,53:.* " ? - "■ < : - 

<2i2> ' dna !: ,. r r v Sv; ■**>•; :*.;': ■•-.v - 

<213> Artif icial seqiience/ .* V 
<:220> • :-* •':"■* V ■ »!■■'•" . 

<223> A'.nQyer predicted !' alternative- spliced variant 

<400> 424 * > ':'■ V - • \ ",. 

atgtttaacc -taatgaigaa agacaaggac aaagatggcg ggcggaagga 

aaaaaggaga •aaa.aggagcg'' gat^tScagcg gcaga^cttc ggagcctgga 

•ctgcgacgtg gctfcettcaa cctgaa'ccgc' tcctccaagc gtgaatccaa 

gaaatctcca accccatccc • catcaaggtg gccagcggct ctgacctgca 

attgactccg atagtaaccg. gggcagcgtc atcctggact cgggccacct 

agctccagcg atgaccncaa .gggtgaggag ggtagcttcc gtggctcggt 

.' ■ "' ) 'V -'."V ""*'."' ' ' 

gcagccaagt tcggctqactj ggccaagcag. aactcacaga " tgattgtcaa 
ttctcccagc g^agccggga tgagagcgac* tcagaaacct .cgacgccctc 
gccgccccct. cgcgacag^/ggag^g^gg actctagagg gacagctggt 



gaagaaggag 

ggagatgagc 

gacgcgcctg 

cctgactgac 

aagtacagcc 

gctgcagcgg 

gcgcttttcc * 

agagcactct 

gcagcatcct. 



60 
120 
180 
240 
300 
360 
420 
480 
540 
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ggcccaggca tccctcgace agggcaccga tcccgagccc ctgagctagt gactaaaaag 
ttcccagtcg acctgcgcct- -gccccccgtg gtgcccctgc ccccacctac cctccgggag 
ctggagctgc aacgacggcc cactggagac tttggcttct ccctgcggcg cacaaccatg 
ctggatcggg gccccgaggg ccaggcctgt cggcgtgtgg tccactttgc tgagcctggt 
gcaggcacca aggacctggc cctggggctg gtgccaggag atcgactggt ggagattaat 
gggcacaatg tggagagcaa gtccagggat. gagattgtgg agafcgatccg gcagtcaggg 
gacagcgtgc ggctca'aggt gcag'cccatt ccagagctca gcgagctcag caggagctgg 
ctgcggagcg gcgagggacc tcgcagggag ccatccgatg cgaaaacaga agaacagatt 
gcagcagaag .a'ggcctggaa tgagacggag aaggtgtggc tggtccatag ggacggcttc 
tcactggcca gtcaatitcaa. atptgaggag ctdaacttgc ctgaggggaa ggtgcgtgtg 
aagctggacc . acga£ggggc catcctggat, gtggatgagg atgacgttga gaaggctaat 
gctccctcct gcgaccgtct: "gga^gatctg gcctcactgg tgtaccfccaa tgagtccagc 
gtcctgcaca •cctt?g'cg : cca.-gcgcfcatgg.c gctagcctgc tgcacacgfca tgctggcccc 
agcctgctgg .ttcttggcc'c. ccgfcggggcc cct'gctgtgt actcfcgagaa ggtgatgcac 
atgttcaagg gttg;tcggcg '; ggajjgacatg gcaccccaca tctatgcagt ggcccagacc 
. gcatacaggg "cgatgcfcgat gagccgt'cag" gatcagtcaa tcatcctcct gggcagtagt 
ggcagtggca agadcaccag ctgccagcat ctggtgcagt apctggccac catcgcgggc 
atcagcggga acaaggtgtt ttctgtggag aagtggcagg ctctgtacac cctcctggaa 
gccttfctjgga acagccccac. catcattaat ggcaatgcca cccgcttctc ccagatcctc 
tccctggact ttgaccaagc tggccaggtg gcctcagcct ccattcagac aatgcttctg 
gagaagctgc gtgtggctcg gcgcccagcc agtgaagcca cattcaacgt cttctactac 
ctgctggcct gtggggatgg caccctcagg acagagctcc acctcaacca cttggcagag 
aacaafcgtgt titggga^ttgt*. gccactggcc aagcctgagg aaaagcagaa ggcagctcag . 
cagtttagta agcjtgcaggc- ggccatgaag' gtgcfegggca tctcccccga tgaacagaag 
gcctgctggt tcafetp^gc. tgccabdtax:- capctggggg ctgcgggagc caccaaagct 
gggcgcaagc/agtf:tgcccg ^ ccatgagtgg gcccagaagg ctgcgtacct acfcgggatgc 
agcctggagg agotgtccfcc m : agccatcttc aagcaccagc acaagggtgg caccctgcag 
cgctccacct ccttccgcca gggccccgag . gagagtggcc tgggagatgg gacaggcccg 
aaactgagtg cact.ggagt^ ccttgagrggc atggcggccg gcctctacag cgagctcttc 
acccttotcg tatccctjggt gaatagggcts ctcaagtcca gccagcactc actctgctcc 
. atgatgattg tcgacafaccc gggcttccag aaccctgagc agggtgggtc agcccgcgga 
gcctcctttg aggagctgt^^ccacaact^c ^ccpaagacc ggctgcagag gctcttccac 
gagcgcacct. tcgtiigcagga. gttggaaaga .tacaaggagg agaacatcga gctggcgttt 
gacgacttgg; aaccGc'cgacrggatgactct gtggctgctg tggaccaggc ctcccatcag 
tccctggtcc. gctcgctggc ccgcacagac gaggcgaggg gcctgctctg gctattggaa 
gaggaggctc tggjtgc'cagg /ggccagtga'g: gacaccctcc tg-gagcgcct tttctcctat 
tatggcccdc. agg^iaggtga eaaaaaaggc caa'a^ccccc ttctgcacag cagcaaacca 
caccacjtttc tcdigggcca ■ .'cagccatggc accaactggg tagagtacaa ' tgtgactggc 



€00 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
22B0 
2340 
24 00 
2460 
2520 
2580 
2640 " 
2700 
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2820 
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tggcfcgaact acaccaagca. gaacccagcc acccagaatg ccccccggct cctgcaggac 


2880 


tcccagaaaa -aaatcatcag' caacctgttt ctgggccgcg caggcagtgc cacggtgctc 


2940 


tctggctcca tcgcgggcct ggagggcggc tcgcagctgg cactgcgccg ggccaccagc 


3000 


atgcggaaaa cctt'taccac. aggcatggcg gctgtcaaaa agaagtcact gtgcatccag 


3060 


atgaagctac aggtggacgc cctcatcgac accatcaaga agtcaaagct gcattttgtg 


3120 


cactgcttcc tgcctgtagc tgagggctgg gctggggagc cccgttccgc ctcctcccgc 


3180 


cgagtcagca gcagcagtga gctggacctg ccctcgggag accactgcga ggctgggctc 


3240 


ctgcagctcg acgtgcccct gctccgcacc cagctccgcg gctcccgcct gctcgatgcc 


3300 


atgcgcatgt accgccaagg. ttaccctgac cacatggtgt tttccgagtt ccgccgccgc 


3360 


tttgatgtcc tggqcchgca /cctgaccaag aaacacgggc gtaactacat cgtggtggat 


3420 


gaaaggcggg qagtggagga gctgctggag -tgcttggatc. tggagaagag cagctgctgc 


3480 


atgggcctga-.gccggStgtt' cttccgggcg ggca'ccttgg cacggctgga ggagcagcgg 


3S40 


gatgaacaaa . ccagcaggaa cctaaccctg ttccaagcag cctgcagggg ctacctggcc 


3600 


cgccagcact tcaagaigag/ aaa^tccag gacctggcca ttcgctgtgt acagaagaac 


3660 


atcaagaaga acaaaggggt gaaggactgg ccctggtgga agetttttac cacagtgagg 


3720 


cccctcatcg aagt'acagct- gtcagagga'g cagatccgga acaaagacga ggagatccag 


3780 


cagctgcgga gcaagct'cga ' gaaggcggag aaggagagga acgagctgcg gctcaacagt 


3840 


gaccggctgg a3a*gccggat ; ..ctcagagcfcg acatcggagc .tgacagatga gcgtaacaca 


3900 


ggagagtccg pctc'ccagct .- gctggacgcg : gagacagcag agaggctccg ggctgagaag 


3960 


gagatgaagg aact:gcagac • cpagtacgat. gcactgaaga agcagatgga ggttatggaa 


4020 


atggaggtga tggaggcccg tc teat c egg geageggaga teaaegggga agtggatgat 


4080 


gatgatgeag' gtggcgagtg gcggctgaag tatgageggg ctgtgcggga ggtggacttc . 


4140 


accaagaaac ggctbeagea ggag-tttgag gacaagctgg aggtggagca gcagaacaag 


4200 


aggcagctgg aaeggegget eggggacctg caggcagata gtgaggagag teageggget . 


4260 


ctgcagcagc tcaagaia^aa-; gtgecagega. ctgacggctg agetgeaaga caccaagctg 


4320 


cacctggagg gccagc'a§'gt ccgc.aac.cac gaa'ctggaga- agaagcagag gaggtttgac 


4380 


agtgagctct cgcaggcgca /tga^^ggpc' cagpgggaga agetgeageg ggagaagctg 


4440" 


cagcgggaga^aggacatgct cctcgc'tgag gctttcagcc tgaagcagca actagaggaa* 


4500 


"aaagacatgg-^ca^t't^cag^ 'gt.t'ga^pcfcag- aaggttgtgt ctctagaggc agagctccag 


4560 


gacatttctt cccaagacftc. .caaggatgag gct.tctctgg ccaaggtcaa gaaacagctc 


4620 


cgggacct'gg- aggcckaaCgt; .caaggatcag gaagaagagc tggatgagca ggcagggacc 


4680 * 


atecagatge . tggaacag^c. caagc'tg'cgt, ctggagatgg agatggagcg gatgagacag 


4740 


acccattcta aggagatgga gagtegggat gaggaggtgg .aggaggeccg gcagtcgtgt 


4800 


cagaagaagt .taaaacagat ggaggtgcag ■ ctagaggaag agtatgagga caagcagaag 


4860 


gttctgegag agakgeggga gctggagggc- aagctcgcca ccctcagcga ccaggtgaac 


4920 


eggegggact .ttgagtgaga'.gaagcggctg eggaaggace tgaagegcac caaggccctg 


4980 


ctggcagatg ccca'g'ctcat sctg/gaccac ctgaagaaca gtgctcccag caagegagag 


5040 


attgcccagc/ tcdagaacca- gctggaggag tcagagttca cctgtgcggc agccgtgaaa 


siod 


geaeggaaag caatgga^gt ggagatcgaa gacctgcacc'. tgcagattga ■ tgacatcgcc.: 


5160 
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aaagccaaga cagcgctgga ggagcagctg agccgccttc agcgtgagaa gaatgagatc 


5220 


cagaaccggc tggaggaaga tcaggaagac atgaacgaat tgatgaagaa gcacaaggct 


5280 


gccgtggctc -aggcttcccgr ggacctggct cagataaatg atctccaagc tcagctagaa 


5340 


gaagccaaca aagagaagca ggagctgcag gagaagctac aagccctcca gagccaggtg 


5400 


gagcucctgg agcagtccac ggtggacaag tccctggtga gcaggcagga agctaagata 


5460 


cgggagcfcgg agapacgcct ggagtttgaa aggacgcaag tgaaacggct ggagagcctg 


5520 


gctagccgtc tcaaggaaaa catggagaag ctgactgagg agcgggatca gcgcattgca 


5580 


gccgagaacc gggagaagga acagaacaag cggotaqaga ggcagctccg ggacaccaag 


5640 


gaggagatgg gcgagqttgc . caggaaggag gccgaggcga gccgcaagaa gcacgaactg 


5700 


gagatggatc tagaaagc'ct-' ggaggctg.ct aaccagagcc tgcaggctga cctaaagttg- 


5760 


gca 1 1 caagc "gcatcgggga cctgcaggct gccattgagg atgagat gga gagtgatgag 


5820 


aatgaggacc - tcat-caacag.: tttg.caggac atggt gacaa agtatcagaa aagaaagaa t 


5880 


aaacttgagg gagactctga • tg-tggac£cg gagctggagg accgtgttga cggggtcaag 


5940 


tcctggttgt caaaaaacaa ggga6cttcc< aaggcagctt ctgatgatgg cagcttaaag 


6000 


agttccagcc ccaqcagcta ctgga'agtcc cttgcccctg atcggtcaga tgatgagcac 


6060 


gaccctctcg aca'acacctc cagaccgcga tactcccaca ottatctoaa toacaacaac 


6120 


acagaggcca agctgacgga gactaacgca .tag 


6153 


' : / ; ' '- " • 
■ <210> 425 * ■ 




<211> 6045 " 




<212> DNA 




iiLt.itic.iai • sequence 




<220> 




<223> A novel predicted alternative .spliced variant 




<400> 425 ........ 




atgtttaacc taatgaagaa agacaaggac aaagatggcg ggcggaagga gaagaaggag 


60 


aaaaaggaga aaaaggagcg^gatgtcagcg gcagagcttc ggagcctgga ggagatgagc 


120 


ctgcgacgtg gcttcttqaa cctgaaccgc tcctccaagc gtgaatccaa gacgcgcctg 


18Q 


gaaatctcca ■ accqcatccc"catc^.aggtg- gccagcggct ctgacctgca cctgactgac 


240 


attgactccg* atag^accg* gggcagcgtc atcctggact cgggccacct aagtacagcc 


300 


ay^u^i-ayi-y dtgeicct cs .a . gggtgaggag ggpagcttcc gtggctcggt gctgcagcgg 


360 


gcagccaagfc tcggct;ca'cfe- ggccaagcag* aactcacaga tgattgtcaa gcgcttttcc 


420 


ttctcccagc gtagccggga tgagagcgcc tcagaaacct cgacgccctc agagcactct 


480 


3v.vav.wv.v.i.L vy^ttvaayu -sgaggcgagg acuccagagg gacagctggt gcagcatcct 


540 


•3 -3 -3i>>; t * L.v»uv,i,v.yai-u ayyyLdLcyd Lcccyagccc ccgagccagt gactaaaaag 


. 606 


ttCCGaCTtCCT -SLCfihOfr'rT'fOt" rr^nn<^r</^<YtTr • /r4-rrnr«nr<4-/T^ rm—i -b- _ — . » 

-3 ^-^-a a^t»Lyuyv.ui, . ^c^uccvyxy y tycccccyc ccccacccac cctccgggag 


660 


CtgcraCJCtCTC aaCCraCCrCrCC -CaCtCrcratTaC! t*t-t , ererr«H-r»t- • *-•<-« rot-rr/^rrrrrw 

33 w ^ **'* v 'JJ.r , ~3 y .^«a.uuyyoy^v. »~ u L.y y I— L. U CCCbyCyyCy CaCaaCCaLy^ 


720 


ctggatcggg gccccgaggg ccaggcctgt cggcgtgtgg tccactttgc tgagcctggt 


780 


gcaggcacca aggacctggc- qctggggctg gtgccaggag atcgactggt ggagattaat 


840- 


gggcaca^tg tggagagcaa '.gtccagggat gaga.ttgtgg agatgatccg gcagtcaggg 


900 


gacagcgtgc ggcfccaa^gt gcagcccatt' ccagagctca gcgagc.tcag caggagctgg ■ 


960 



620 
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ctgcggagcg gcgagggacc fccgcagggag ccatccgatg cgaaaacaga agaacagatt 


1020 


gcagcagaag aggcctggaa tgagacggag aaggtgtggc tggtccatag ggacggcttc 


1080 


tcactggcca. gtcaactcaa atctgaggag ctcaacttgc ctgaggggaa ggtgcgtgfcg 


1140 


aagctggacc acgatggggc catcctggat gtggatgagg afcgacgttga gaaggctaat 


1200 


gctccctcct gcgaccgtct ggaggatctg gcctcactgg tgtacctcaa tgagtccagc 


1260 


gtcctgcaca ccttgcgcca gcgctatggc gctagcctgc tgcacacgta tgctggcccc 


1320 


agcctgctgg ttcttggccc ccgfcggggcc cctgctgtgt actctgagaa ggtgatgcac 


1380 


atgttcaagg gtfcgtcggcg ggaggacatg gcaccccaca tctatgcagt ggcccagacc 


1440 


gcatacaggg cgatgctgat gagccgtcag gatc.agtcaa tcatcctcct gggcagtagt 


1500 


ggcagfcggca agaccaccag ctgccagcat ctggtgcagt acctggccac catcgcgggc 


1560 


atcagcggga acaaggtgtt' ttctgtggag aagtggcagg ctctgtacac cctcctggaa 


1620 


gcctttggga acagcc'cqac' catc^tt^at ggcaatgcca cccgcttctc ccagatcctc 


1680 


tccctggact .ttgapcaagc ' tggdcaggtg gcctcagcct ccattcagac aatgctfcctg 


1740 


gagaagctgc gfcgfcggetc.g gcgccoagcc. agtgaagcca cattcaacgt cttctactac- 


1800 


ctgctggcct gtgg^gatgrg cacecjtcagg acagagctcc acctcaacca cttggcagag 


1860 


aacaatgtgt ttgg^attj^ -gccacJtggcc aagcctgagg aaaagcagaa ggcagctcag 


1920 


cagtttagta agctgcagcjc ggccatgaag gtgctgggca tctcccccga tgaacagaag 


1980 


gcctgctggt tcattctggc fcgceatctac .cacctggggg ctgcgggagc caccaaagaa 


2040 


gctgctgaag ctgggcgcaa' gcagtttgce cgccatgagt gggcccagaa ggctgcgtac 


2100 


ctactgggct gcagcctgga. gcfagctgtcc ' tcagccatct tcaagcacca gcacaagggt 


2160 


ggcaccctgc agcgctccaq ctccttccgc cagggccccg aggagagtgg cctgggagat 


2220 


gggacaggcc cgaaacfcgag tgcactggag tgccttgagg gcatggcggc cggcctctac 


2280 


agcgagctct fccacccttcfc cgtctccctg gtgaataggg ctctcaagtc cagccagcac 


2340 


tcactctgct ccatgafcgat tgtcgacacc ccgggcttcc . agaaccctga gcagggtggg 


2400 


tcagcccgcg gagcctcctt tgaggagctg tgccacaact acacccaaga ccggctgcag 


2460 


aggctcttcc acgagcgcac. cttcgtgcagf gagttggaaa gatacaagga ggagaacatc 


2520 


gagctggcgt ttgapgactt . ggaacccccg acggatgact ctgtggctgc • tgtggaccag. ■ 


2580 


gccfccccatc agtccctprgt ccgetcgctg gcccgcacag acgaggcgag gggcctgctc 


2640 


tggctattgcj' aaga'gg^ggc.. tcfcggtgcca- gggg.ccagtg aggacaccct cctggagcgc 


2700 


cttttctcct./atta^ggcicc ccaggaaggt gacaaaaaag gccaaagccc ccttctgcac 


2760 


•agcagcaaae cadapcac|;t'. tctcctgggc cacagccatg gcaccaactg ggtagagtac 


2820 


aatgtgactg. gctggc£g^a; *cta'cac.qaag. cagaacccag ccacccagaa tgccccccgg 


2880 


ctcctgcagg act'cccagaa. aaa&atcatc agcaacctgt ttctgggccg cgcaggcagt 


2940 


gccacggtgrc "tctc.tgg/ctc . catcgcgggc "ctg : gagggcg gctcgcagct ggcactgcgc 


3000 


cgggccacca- gcatgccrga& : aacctttacc acaggcafcgg cggctgtcaa aaagaagtca 


3060 


ctgtgcatcc agafcgaagct acaggtggac gccctcatcg acaccatcaa gaagtcaaag 


3120 


ctgcattttg. tgcactgctt cctgcctgta gctgagggct gggctgggga gccccgttcc 


3180 


gcctcctccc gccgagtcag. cagcagcagt gagctggacc tgccctcggg agaccactgc 


3240 


gaggctgggc tcctgcagct cgacgtgccc ctgctccgca cccagctccg cggctcccgc 


3300 
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ctgctcgatg 
ttccgccgcc 
atcgtggtgg 
agcagctgct 
gaggagcagc 
ggctacctgg 
gtacagaaga 
accacagtga 
gaggagatcc 
cggctcaaca 
gaggttatgg 
gaagtggatg 
gaggtggact 
cagcagaaca 
agtcagcggg. 
gacaccaagc ' 
aggaggtttg 
cgggagaagc 
caactagagg 
gcagagctcc 
aagaaacagc 
caggcaggga 
cggatgagac 
cggcagtcgt 
gacaagcaga 
gaccaggtga 
accaaggccc 
agcaagcgag 
.gcagccgtga 
gatgacatcg 
aagaatgaga 
aagcacaagg. 
gctcagcfcag 
cagagccagg 
gaagctaaga 
ctggagagcc 
cagcgcattg 
cgggacacca 



ccatgcg'cat gtacqgccaa 
•gc'tttgatgt cctggccccg 
atgaaaggcg ggcagt'ggag 
gcatgggcct. gagccgggtg 
gggatgaaca aaccagcagg 
cccgccagca cttcaagaag 
acatcaajgfaa gaacaaaggg 
ggcccctcat cgaagtacag 
agcagctgcg gagcaagctc 
gtgaccggcfc ggagagccgg 
aaatggaggt gatggaggcc 
afcgaigatgcj aggtggcgag 
tcagcaagaaV: acggctccag 
agaggc'agc£ ggaacggc&jg 
ctctgcagca" gctcfagaag 
tgcacctgga gggccagcag 
acagtgagat .'• c tcgqagg.c.g 
t'gcagcggga gaaggacatg 
aaaaagacafc- ggacat.tgtta 
aggacatttc ' ttcccaagag 
tccgggaccfc- ^gaggccaaa 
ccat'ccagat . gcfcggaacag: 
agacccattc taaggagatg 
gtcagaagaa gttaaaacag 
aggttctgrcg agagaagcgg 
accggcggga ctttgagfcca 
tgcfcggcaga . jbgcbcagc?tc 
•.agattge.cca /-'gctc^agaae 
aagG.acggaa .agcafafcggag 
ccaa'agccaa . gacagcgc.tg 
■ tccagaac'cg a/ctggaggaa 
ctgccsrtggp : tcaggpttcc 
aacjaagccaa. caa'agagaag 
tggagtfccct; ggagcagtcc 
. tacgggagct*. g-gagacacgo 
tggc tagccg ~ tc t'caaggaa 
. cagccgacfaa : ccgggagaag * 
' agga'ggagat.' gggcgagctt- 



ggttaccctg 
cacictigacca 
gagctgctgg 
ttcttccggg 
aacctaaccc 
agaaagatcc 
gtgaaggact 
ctgtcagagg 
gagaaggcgg 
acccagtacg 
cgtctcatcc 
tggrcggctga, 
qaggagtttg 
cfccggggacc 
aagfegccagc 
gfcccgpaacc 
catgaggagg 
ctcctcgctg 
gggttcaccc 
tccaaggatg 
gtaaaggatc 
gccaagctgc 
gagagtcggg 
atgga^gtgc 
gagctggagg 
gagaagcgga 
atcfctggacc- 
cagcfcggagg 
gtggagatcg 
gaggagcagc 
gatcaggaag 
"cgg^acctgg 
caggagctgc 
aitggtggaca 
ctggagtttg 
aacafccjrgaga 
gaacagaaca 
&ccagjgaagg 



accacatggt 
agaaacacgg 
agtgcttgga 
cgggcacctt 
tgttccaagc 
aggacctggc 
ggccctggtg 
agcagatccg 
agaaggagag 
atgc'actgaa 
gggcagcgga 
agtatgagcg 
aggacaagct 
tgcaggcaga 
gactgacggc 
acgaactgga 
cccagcggga 
aggctttcag 
agaaggttgt 
aggcttctct 
aggaagaaga 
gtctggagat 
atgaggaggt 
agctagagga 
gcaagctcgc 
tgc ggaagga 
. acctgaagaa 
agtcagagtt 
aagacctgca 
tgagccgcct 
acatgaacga 
ctcagataaa 
aggagaagct 
agtccctggt 
aaaggacgca 
agctgactga 
agcggctaca 
aggccgaggc 



gttttccgag 
gcgtaactac 
tctggagaag 
ggcacggctg 
agcctgcagg 
cattcgctgt 
gaagcttttt 
gaacaaagac 
gaacgagctg 
gaagcagatg 
gatcaacggg 
ggctgtgcgg 
ggaggtggag 
tagrtgaggag . 
tgagctgcaa 
gaagaagcag 
gaagctgcag 
cctgaagcag 
gtctctagag 
ggccaaggtc 
gctggatgag 
ggagatggag 
ggaggaggcc 
agagtatgag 
caccctcagc 
cctgaagcgc 
•cagtgctccc . 
cacctgtgcg 
cctgcagatt • 
tcagcgtgag 
attgatgaag 
tgatctccaa 
acaagccctc 
gagcaggcag 
agtgaaacgg 
ggagcgggat 
gaggcagctc 
gagccgcaag 



3360 

3420 

3480 

3540 

3600 

3660 

3720 

3780 

3840 

3900 

3960 

4020 

4080 

4140 

4200 

4260 

4320 

4380 

4440 

4500 

4560 

4620 

4680 

4740 

4800 

4860 

4920 

4 980 

5040 

S100 

5160 

5220 

5280 

5340 

5400 

5460 

5520 

5580 



WO 2005/071059 



622 



aagcacgaac 
gacctaaagt 
gagagtgafcg 
aaaagaaaga 
gacggggtca 
ggcagcttaa 
gatgatgagc 
agtgacagcg 



tggagatgga 
tggcattcaa' 
agaatgagga 
ataaacttga 
agtcctggtt 
Agagtfcccajg 
acgaiccctct 
acacagaggc 



tctagaaagc 
gcgcatcggg 
cctcatcaac 
gggagactct 
gteaaaaaad 
ccccaccagc 
cgacaacacc 
caagcfcgacg 



ctggaggctg 
gacctgcagg 
agtttgcagg 
gatgtggact 
aagggacctt 
tactggaagt 
tccagaccgc 
gagactaacg 



cfcaaccagag 
ctgccattga 
acatggtgac 
cggagctgga 
ccaaggcagc 
cccttgcccc 
gatactccca 
catag 



cctgcaggct 
ggatgagatg 
aaagtatcag 
ggaccgrtgtt 
ttctgatgat 
tgatcggtca 
cagttatctg 



<210> 426 

<211> 6051 " 

<212> DNA. ' 

<213> • Artificial ..sequence 
<220> . : .' - * 

<223> A novel predicted; alternative spliced variant 

<400> 426. . ->;. 

• atgttt'a'acc taatgaagaa' agfacaaggac aaagatggcg ggcggaagga 
aaaaaggaga aaaaggagcg . gatgtcagcg gcagagctt c ggagcctgga 
ctgcgacgtg gcttct^caa cctgaacc'gt tcctccaagc gtgaatccaa 
gaaa t c t c ca a c ccca tec c * ca tcaag'gt g gccagcggc t c t ga c c tgea 
attgactccg atagtaaccg/gggc:^gcgtc- atcctggact cgggccacct 
agctccagcg atgaccicaa ggg^gaggag ggtagcttcc gtggctcggt 
geagecaagt tcggctcact ggccaag^cag aactcacaga tgattgtcaa 
ttctcccagc gtagecgr^ga' tgagagegee .tcagaaacct cgacgccctc 
gccgccccct cgcpacaggt ggaggtga^g. actctagagg gacagctggt 
ggcccaggca tccctcgacc' agggcaccga tcccgagccc ctgagctagt 
ttcccagtcg acctgcgcct gccccccgtg gtgcccctgc ccccacctac 
ctggagctgc aacgaeggee cac.tggagac tttggcttct ccctgcggcg 
ctggatcggg gccccgraggg '•* cicaggcctgt cggcgtgtgg tccactttgc 

. gcaggcacca -aggacctggc. cctggggctg gtgecaggag atcgactggt 
gggcacaatg tggagagcaa .^gcagggat gagattgtgg agatgatccg 
gacagcgtgc ggctcaaggt. .gcagriccatt. ccagagctca ^cgagctcag 
ctgcggagcg 'gcgaggga.ee tegcagggag ccatccgatg cgaaaacaga 
gcagcagaag: aggo.ctggaa..' tgagaeggag aaggtgtggc tggtccatag 
tcactggcca .^caa'ct^ ctgacfgggaa 
aagctggacc acgatgg^jgc-^atcctggat- gtggatgagg atgacgttga 
gctccctcct gcgacpgtct- .ggaggatctg gcctcactgg tgtacctcaa 
gtcctgcaca ccttgcgcea gcgctatggc gctkgcctgc tgcacacgta 
agectgetgg; .'ttcttggccc . ccgtggggcc. cctgetgtgt actctgagaa' 
atgttcaagg gttgtcggcg grgaggaqatg - gcaccccaca tetatgeagt 
gcatacaggg cgatgctgali* gagcegtcag gatcagtcaa "tcatcctcct 
ggcagtggca agaccaccag ctgccagcat ctg'gtgcagt acctggccac 



gaagaaggag 
ggagatgagc 
gacgcgcctg 
cctgactgac 
aagtacagee 
getgeagegg 
gcgcttttcc 
agagcactct 
gcagcatcct 
gactaaaaag 
cctccgggag 
cacaaccatg 
tgagcctggt 
ggagattaat 
gcagtcaggg 
caggagctgg 
agaacagatt 
ggaeggctte 
ggtgcgtgtg 
gaaggctaat 
tgagtccagc 
tgctggcccc 
ggtgatgcac 
ggcccagacc 
gggcagtagt 
catcgcgggc 
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atcagcggga 
gcctttggga 
tccctggact 
gagaagctgc 
cfcgctggcct 
aacaatgtgt 
cagtfctagta 
gcctgctggt 
gctgctgaag 
ctactgggct 
ggcaccctgc 
gggacaggcc 
agcgagctct 
tcactctgct 
tcagcccgcg 
aggctcfctcc 
gagctggcgt 
gcctcccate 
tggctattgg 
cttttctcct 
agcagcaaac. 
aatgtgacjtg 
ctcctgcagg 
gccacggtgc 
cgggccacca 
ctgtgcatcc 
ctgcattttg 
gcctcctccc 
gaggctgggc 
ctgctcgatg 
ttccgccgcc 
atcgtggtgg 
agcagctgct; 
gaggagcagc- 
ggctacctgg. 
gtacagaaga 
ac'cacagtga 
gaggagatcc 



•acaaggtgtfc ttcfrgtqgag 
acagccccac. catca'ttaafc 
ttgaccaagc tggccaggtg 
gtgtggctcg gcgcccagcc 
gtggggatgg caccctcagg 
ttgggattgt gccactggec 
agctgcaggc ggccatgaag 
tcafc'tctggc tgccatctac. 
ctgggcgcaa gcagtttgcc 
gcagec.tgga ggagctgtcc 
agcgctccac, ctccttccgc 
cgaaactgag tgcactggag 
tcaccctt.ct cgfcotcccfc^ 
ccatgatgafc tgtcgacacc: 
gagccfccctt." tgaggagcfcg 
acgagcgcac cttcgtgcag 
ttga'qgacLtt ggaaccc'ccg 
agtccctjgrgt -ccgfctcgc'fcg 
aagaggaggc- s fectggtggca' 
attatgtjccc cc'aggaaggt, 
cac^ccactfc tct.ccfcgggd 
'gctggctgaa ctaicaccaag 
ac tcccagaa ' aaaaatca t o • 
' t c tctggq t c *ca t g gcgggc 
gcafcgctjgaa aacctttacc 
agatgaagcfc. acaggfcggac 
tgcactgqtt '.cctgcctgta 
gcc^a^tcag- cagcagcagt 
tcctgcagct :' * cgacgrtgccc 
ccat^cgcat^'/gtaQcgccaa- 
/g'Gtt^gatgt;.rcctggccciig- 
aSga : ajsc^grG'g; .ggpag tg|fkg. 
gcat^ggcct:. • gagccgggprg 

gggatgaaqa ' " ^accagcagg 

■ r* ' A: '''-;-' ' * "" .*£■ "■•i-V* ' 
cccgccagca. cfctcaagiag 

.a,cataaagaa gaaqaaaggg 

ggcccctcdt ; cgaagtaipag. 

cigca^cifcsrcg Vgagca^gt.c 



aagtggcagg 
ggcaafcgcca 
gcctcagcct 
agtgaagcca 
acagagctcc 
aagcctgagg 
gtgctgggca 
. cacatggggg 
cgccatgagt 
tcagccatct 
cagggccccg 
tgcctfcgagg 
gtgaataggg 
ccgggcttcc 
tgccacaact 
gagttggaaa 
acggatgact 
gcccgcacag 

ggggccagtg 

gacaaaaaag 
cacagccatg 
cagaacccag 
agcaacctgt 
ctggagggcg 
acaggcatgg 
gccctcatcg 
gctgagggct 
gagctggacc 
ctgctccgca 
ggtfcaccctg 
cacctgacca 
gagctgctgg 
ttcttccggg 
aacctaaccc 
agaaagatcc 
gtgaaggact 
ctgtcagagg 
gagaag'gcgg 



ctctgtacac 
cccgcttctc 
ccattcagac 
cattcaacgt 
acctcaacca 
aaaagcagaa 
tctcccccga 
ctgcgggagc 
gggcccagaa 
tcaagcacca 
aggagagtgg 
gcatggcggc 
cfcctcaagtc 
agaaccctga 
acacccaaga . 
gatacaagga 
ctgtggctgc 
acgaggcgag 
aggacaccct 
gccaaagccc 
gcaccaacfcg 
ccacccagaa 
ttctgggccg 
gctcgcagct 
cggctgtcaa 
acaccatcaa 
gggctgggga 
tgcccfccggg 
cccagctccg 
accacatggt 
agaaacacgg 
agtgcttgga 
cgggcacctt 
tgttccaagc 
aggacctggc 
ggccctggtg 
agcagatccg 
agaaggagag 



cctcctggaa 
ccagatcctc 
aatgcttctg 
ctfcctactac 
cttggcagag 
ggcagctcag 
tgaacagaag 
caccaaagaa 
ggctgcgtac 
gcacaagggt 
cctgggagat 
cggcctctac 
cagccagcac 
gcagggtggg 
ccggctgcag' 
ggagaacatc 
tgtggaccag 
gggcctgctc 
cctggagcgc 
ccttctgcac 
ggtagagtac 
tgccccccgg 
cgcaggcagt 
ggcactgcgc 
aaagaagtca 
gaagtcaaag 
gccccgttcc 
agaccactgc 
cggctcccgc 
gttttccgag' 
gcgtaactac 
tctggagaag- 
ggcacggctg 
agcctgcagg 
cattcgctgt 
gaagcttttt 
gaacaaagac 
gaacgagctg 
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cggctcaaca .gtgacdggct ggagagccgg atctcagagc tgacatcgga gctgacagat 3900 

• gagcgtaaca caggagagtci cgcctcccag ctgctggacg cggagacagc agagaggctc 3960 

cgggctgaga aggagatgaa ggaactgcag acccagtacg atgcactgaa gaagcagatg 4020 

gaggttatgg aaatggaggt gafcggaggcc cgtc.tcatcc gggcagagga gatcaacggg 4080 

gaagtggatg . atga£gatgc aggtggcgag tggcggctga agtatgagcg ggctgtgcgg 4140 

gaggtggact tcaccaaga^. acggctccag caggagtttg aggacaagct ggaggtggag 4200 

cagcagaaca.agaggcagct. ggaacggcgg ctqggggacc tgcaggcaga tagtgaggag 4260 

agtcagcggg ctctgcagca gctcaagaag aagtgccagc gactgacggc tgagctgcaa 432 0 

gacaccaagc tgcacctgga . gggccagcag gtccgcaacc acgaactgga gaagaagcag 4380 

aggaggtttg acagtgagct afccgcaggcg catgaggagg cccagcggga gaagctgcag 4440 

cgggagaagc tgcagcggga gaaggacatg ctcctcgctg aggctttcag cctgaagcag 4500 

caactagagg aaaaagabat ggacattgca' gggttcaccc agaaggttgt gtctctagag 4560 

gcagagctcc aggacatttc ■ ttcccaagag tccaaggatg aggcttctcfc ggccaaggtc 4 620 

aagaaacagc tccgggac.ct ggaggccaaa gtcaaggatc aggaagaaga gctggatgag 4680 

caggcaggga ccatccagat gctggaacag gccaagctgc gtctggagat ggagatggag 474 0 

cggatgagac .agacccat.tc taaggag^tg gagagtcggg atgaggaggt ggaggaggcc 4800 

cgg'cagtcgt gtcagaa'gaa gttaaaacag' atggaggtgc agctagagga agagtatgag . 4860 

gacaagcaga aggttci^cg- agagaagcgg gagctggagg gcaagctcgc caccctcagc 4 920 

gaccaggtga accggfcggga ctttgagt:ca- gagaagcggc tgcggaagga cctgaagcgc 4 980 

accaaggccc tgc.tggcaga tgcccagc.tc atgctggacc acctgaagaa cagrtgctccc 5 040 

agcaagcga'g agattgcc'ca gctcaagaac cagctggagg agcagctgag ccgccttcag 5100 

cgtgagaaga atgagatcca gaaccggctg . gaggaagatc aggaagacat gaacgaattg 5160 

atgaagaagc aca'aggctgc- cgtggctcag gcttcccggg acctggctca gataaatgat 5220 

ctccaagctc agctagaaga. ' agccaabaaa gagaagcagg agctgcagga gaagctacaa 5280 

gccctccaga gcc>gg£gga gttcctggag cagtccatgg tggacaagtc cctggtgagc 5340 

aggcaggaag ctaagatacg ggaifctggag .acadgcctgg agtttgaaag gacgcaagtg 5400 

aaacggctgg agagcctggc tagccgtctc .aaggaaaaca tggagaagct gactgaggag. 5460 

cgggatcagc. gcattgcagc . cgagaaccgg gagaaggaac agaacaagcg gctacagagg 5520 

cagctccggg acaccaagga,. ggagatgggc gagcttgcca ggaaggaggc cgaggcgagc 5580 

cgcaagaagc acga'ac'tgga ■ gatggatcta. gaaagcctgg aggctgctaa ccagagcctg 5640 

caggctgacc taaagttiggc attcaagcgc atcggggacc tgcaggctgc cattgaggat 5700 . 

gagatggaga gtga tga^aa^ "tgaggacc t c' atcaacagtt tgcaggacat ggtgacaaag 5760 

tatcagaaaa gaaagaaVaa' acttgaggga gactctgatg tggactcgga gctggaggac 5820 

cgtgttgacg g'ggt'ckagfcc .■ ctgigtt^ca- aaaaacaagg gaccttccaa ggcagcttct' 5880. 

gatgatggca gcttaaagag ttccagcccc. accagctact ggaagtccct . tgcccctgat 5940 

cggtcagata .a^^g6^0L : :cct^o%d3?J2 aacacctcca gaccgcgata ctcccacagt 6000 

tatctgagtg' acagcgaca'c "agaggccaag • ctgacggaga ctaacgcata g 6051 

<210> 427; . ■ - v Y^'X' \ \ " A . 
<211> 1569. ; - - ' V-"' •* * - 
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<212> DNA 

<213> Artificial sequence 
<220> -', • ' * . 

<223> A novel predicted alternative spliced variant 
<400> 427 

atgacacttc tgtggtgftgt agtgagtctc tact tt tat g gaatcctgca aagtgatgcc 
tcagaacgct gcgatgactg gggactagac accatgaggc aaatccaagt gtttgaagat 
gagccagctc gcatcaagtg cccactctfct- gaacacttct tgaaattcaa ctacagcaca- 
gcccattcag ctggccttac tctgafcctg'g tattggacta ggcaggaccg ggaccttgag 
gagccaatta acttccgcct ccccgagaac ' cgcattagta aggagaaaga tgtgctgtgg 
ttccggccca ctctcctcaa. tgacactggc aactatacct gcatgttaag gaacactaca 
tattgcagca aagttgcatt tcccttggaa gttgttcaaa aagacagctg tttcaattcc 
cccatgaaac tcccagtgca taaactgtat atagaatatg gcattcagag gatcacttgt 
ccaaatgtag atggatajfctt tccttccagt gtcaaaccga ctatcacttg gtatatgggc 
tgttataaaa tacagaattt taataatgta atacccgaag gtatgaactt gagtttcctc 
attgccttaa tttcaaafcaa .tggaaattac. acatgtgttg ttacatatcc agaaaatgga 
cgtacgtttc atctcaccag gactctgact gtaaaggtag tagg^tctcc aaaaaatgca 
gtgccccctg tgatccattc acctaatgat catgtggtct atgagaaaga accaggagag 
gagctactca ttccctgtaa ggtctatttt agttttctga tggafcfcctc'g . caatgaggtt 
tggtggacca ttgatggaaa aaa'acctgat- gacatcacta ttgatgtcac cattaacgaa 
agtataagtc atagtagaao agaagatgaa acaagaactc agattttgag catcaagaaa 
gttacctctg aggatctcaa gccf cage tat ' gtctg teat g ctagaagtgc caaaggegaa 
gttgecaaag. cagecaaggt gaagcagaaa gtgccagctc caagatacac agtggaactg 
gcttgtggtt. ttgcfagccac. agtedtgeta gtggtgattc tcattgttgt ttaccatgtt 
tactggctag agatggtcet attttacegg gctcattttg gaacagatga aaccatttta 
gttgtcacag atgagacfctt gagefetca't't cagaaaagca gacgcctcct ggttgttcta 
agccccaact acgt.gctcca; gggaa:cccaa gcccjfccctgg agctcaaggc tggcctagaa 
aatatggcct ctcggggcaai.catcaac.gtc atfcttagtac agtacaaagc tgtgaaggaa 
acgaaggtga aagagctgaa: gagggctaag" aeggtgetea eggtcattaa atggaaaggg 
gaaaaatcca agtatccaca. gggcaggfctc. ' tggaagcagc tgcaggtggc catgecagtg 
aagaaaagtc ccaggcggtc.:tagc'agtgat. gagcagggee tetegtatte atctttgaaa 
aatgtatga "•■ • 
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1380 

1440 

1500 

1560 

1569 



<210> 428 . • • . { '* 

•<211> ' ±904. "\':".- " ' 

<212> . DNA / . 
<213> Artificial '..sequence ^ 

<220> i ' _7 : y. V- "'. 

<2 2 3 > A novel ipre^i cted * ;aiternatiye spliced variant 

<4oo> • 428*.; : . ' \ - : W''\ ..' . v \ ■ 

atgaaagctc '/bgattcc^ca ett^tfcetc* ttataegcta cttttactca ' gagtttgaag 
;gttgtgacca/aaagag^ct:'c : cgecgr^t^ga tgcactgact ggtctatcga tatcaagaaa 
tatcaagttt tggtgggaga gccfgttcga atcaaatgtg cactctttta tggttatatc 



60 
120 
180 



626 
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agaacaaatt actcccttgc ccaaagtgct ggactcagtt tgatgtggta caaaagttct 


240 


ggtcctggag .actttgaaga. gccaatagcc tttgacggaa gtagaatgag caaagaagaa 


300 


gactccattt grgttccggcc aacattgcta caggacagtg gtctctacgc ctgtgtcatc 


360 


aggaatgcag gacaaaaaca tggaggccaa gtattgtatt caaaagagat actctgctta 


420 


taagagaagt cagagaagat .gacattggaa attatacctg tgaattaaaa tatggaggct 


480 


ttgttgtgag- aagaaqtac't gaattaactg ttacagcccc tctgactgat aagccaccca 


540- 


agcttttgta .tcctatggaa ■ agtaaactga caatteagga gacccagctg ggtgactctg 


. 600 


ctaatctaac ctgcagagct ttctttgggt acagcggaga tgtcagtcct ttaatttacfc 


660 


ggatgaaagg* agaaaaatfct attgaagaic tggatgaaaa tcgagtttgg gaaagtgaca 


720 


ttagaattct taaggagcat pttggggaac aggaagtttc catctcatta attgtggact 


780 


ctgtggaaga aggtgacttg ggaaattact .cctgfctatgt tgaaaatgga aatggacgtc 


840 


gacacgccag cgttctcctt cataaacgag. agctaatgta cacagtggaa cttgctggag 


900 


gccttggtgc tatactcttg ctgcttgtat gtttggtgac catctacaag tgttacaaga 


960 


tagaaatcat gctcttctac aggaatcatt ttggagctga agagctcgat ggagacaata 


1020 


aagattatga tgcatactta tcatacacca aagtg'gatcc tgaccagtgg aatcaagaga 


1080 


ctggggaaga agaacgtttt '■ gcccttgraaa tcctacctga tatgcttgaa aagcattatg 


1140 


gatataagtt gtttatkcca gatagagratt taatcccaac tggaacatac attgaagatg . 


1200 


tggcaagatg tgtagatcaa .agcaag'cggc tgattattgt catgacccca aattacgtag 


1260 


' ttagaagggrg ctggagcatc : tttgagctgg aaaccagact tcgaaatatg . cttgtgactg 


1320 


gagaaattaa agtgattcta ^att^aatgca gtgaactgag aggaattatg aactaccagg 


.1380 


aggtggaggc cctgaagcac . accatcaagc tcctgacggt cattaaatgg catggaccaa 


1440 


aatgcaacaa gttgaactcc ' aagttctgga aacgtttaca gtatgaaatg ccttttaaga 


1500 


ggatagaacc cattacacafe gagc^ggctt tagatgtcag tgagcaaggg ccttttgggg 


1560 


agctgcagac tgtctcggco atttecatgg ccgcggccac ctccacagct ctagccactg 


1620 


cccatccaga. tctccgttct acctttcaca acacgtacca ttcacaaatg cgtcagaaac 


1680 


actactaccg" aagctatgag tacgacgtac -ctcctaccgg caccctgcct cttacctcca 


1740 


taggcaatca gcatacctac /tgtaacat^cc ctatgacact catcaacggg cagcggccac 


1800 


n>jov<aaaai«\» s^s-ras^^s «** cay cxc*. ~y « L-.yetyyoL.v-el LaCaaaCa^t yCCaCCCk^C 


i h £ n 

-LOO U 


cgctgttgcc aagggay*acc agtatatcca. gtgtgatafcg gtga 

V • .**.. * 


1904 


<210> .429 . 




<211> 1937 . 4 - : - 




<212> DNA 




<213> Artificial sequence. 




<220> . . . : . • *y. . 




<223> - A novel' predicted alternative spliced variant " 




<400> 429- 




atgaaagctc * "cgattccaqa : Iqfctgatfectc ttataegcta cttttactca gagtttgaag 


60 


gttgtgacca aaagagr^d^c; cgQcgate'gga;. tgcactgact ggtctatcga tatcaagaaa. 


120 


tatcaagttt . ^ggtgggaga 'gccfc'g£tcga atcaaatgtg cactctttta tggttatatc 


180 


.agaacaaatt. actcccttgc' vecaaa'^tsfet ggactcagtt tgatgtggta caaaagttct 


240 


ggtcctggag actttgaaga .gc'ciaatagcc tttgacggaa gtagaatgag caaagaagaa 


3 00 
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gactccattt ggttccggcc • aacattgcta 
agaaactcca cttactgtat gaaagfcatcc 
ggactctgct ataattccaa gatgaagtafc 
gaaatttcat gccgtgacat agaggattt;t 
tggtacaagc ccctctgact. gataagcaac 
tgacaattca ggagacccag ctgggtgact 
ggtacagcgg agatgfccaigt , . ccfcfctaattt 
" atctggatga aaatcgagtt tgggaaagrtg 
aacaggaagt ttccafcctca '. ttaattgt^g 
actcctgtta. tgttga'aaat ggaaatggac 
gagagctaat. gtacacag'tg -gaacttgctg 
tatgtttggfc gaccatcfcac aagtgttaca 
attttggagc tgaagagctc.. ;gatg^agaca. 
ccaaagtgga fccctgaccag' tggaat.caag 
aaatcctacc tgatatgctt ;.gaaaagcatt 
atttaatccc aactggaaca- tac^fcg^ag 
ggctgattat tgtcatgacc ccaaafctadg: 
tggaaaccag. acttcgaaat atcr.ctstcftga 
gcagtgaact gagaggaafct atga^ctapc 
agctcctgac ggtcattaaa fcggeatggac 
ggaaacgttt acagtafcgaa atgccet;tta 
ctttagatgfc cagtgagcaa. gggcctfcfctg 
tggccgcggc cacctccaca gctctagcca 
acaacacgta ccat'tcapaa, .atgdgtcaga 
tacctcctac cggcaccctg . cctcttacct . 
tccctatgac actcatcaa.Q gggcagcggc 
cagatgaggc ccacacaaac agtgccatcc 
ccagtgtgat atggtga 



caggacagtg gtctctacgc ctgtgtcatc 360 

afcctcactga cagtgggtga aaatgacact 420 

tttgaaaaag ctgaacttag caaaagcaag 48 0 

ctactgccaa ccagagaacc tgaaatcctt 540 

ccaagctttt gtatcctatg gaaagtaaac 600 

ctgctaatct aacctgcaga gctttctttg 660 

aetggatgaa aggagaaaaa tttattgaag 720 

acatfcagaat tcttaaggag catcttgggg 780 

actctgtgga agaaggtgac ttgggaaatt 84 0 

gtcgacacgc cagcgttctc cttcataaac 900 

gaggccttgg tgctatactc ttgctgcttg 960 

agajbagaaat catgctcttc tacaggaafcc 1020 

ataaagafcta tgatgcatac ttatcataca 1080 

agactgggga agaagaacgt tttgcccttg 1140 

atggatataa gttgtttata ccagatagag- 12 00 

atgtggcaag atgtgtagat caaagcaagc 1260 

tagttagaag gggctggagc atctttgagc 1320 

ctggagaaat taaagtgatt ctaattgaat 1380 

aggaggtgga ggccctgaag cacaccatca 1440 

caaaatgcaa caagttgaac tccaagttct 1500 

agaggataga acccattaca catgagcagg 1560 

gggagctgca gactgtctcg gccatttcca 162 0 

ctgcccatcc agatctccgt tctacctttc 1680 

aacactacta ccjjaagctat gagtacgacg 1740 

ccataggcaa tcagcatacc tactgtaaca 1800 

cacagacaaa atcgagcagg gagcagaatc 1860 

tgccgc,tgtf gccaagggag accagtatat 1920 

1937 



<2io> -430 ' • •■- : ".' : ; *" 
<2ii> ,2016- ■'. : ' m \'y ... ' / 

<212> DNA ' : ' . • .'' 

<213> ■ Artif icial - . aejcpience. : 

<22o> • Jo': ; . 

<2 23 > . A navel; ^q&Lctecl ; 4;LternatiW Spliced . variant 

<40o> 430 ' :-. ^•'V-'-'; ": *'>'.;. " 

atgaaagctc, cgabtc.caca cttgattcfcc ttatacgcta cttttactca gagtttgaag 
gttgtgacca aaagaggctc. cgccgatggra" tgdactgact ggtctatcga tatcaagaaa 
tatcaagttt tggfeggg^'ga. .gcctgttcga atcaaatgtg cactctttta tggttatatc 
agaacaaatt •ac.tqdcttgc; cciaagtgct ggactcagtt tgatgtggta caaaagttct 
ggtcctggag ^ctttgaaga gccaatagcc tttgacggaa gtagaatgag caaagaagaa 



60 
120 
180 
240 
300 
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gactccattt jggttccggcc aacatt'gcta cagrgacagtg gtctcta'cgc . ctgtgtcatc . 
agaaactcca cttactgfcat gaa'acjtafccc atctcactga cagtgggtga aaatgacact 
ggactctgct ataattccaa . gatgaagtat tttgaaaaag ctgaacttag caaaagcaag 
gaaatttcat gccgtgacat .agaggatttfc ctactgccaa ccagagaacc tgaaatcctt 
tggtacaagg . aatgcaggac aaaaacatgg' aggccaagta ttgtattcaa aagagatact 
ctgcttataa gagaagt'cag-' agakgatgac attggaaatt atacctgtga attaaaatat 
ggaggctttg ttgtgagaag aactactgaa ttaactgtta caggtgactc tgctaatcta 
acctgcagag cttt'ctttgrg; gtacagdgga gatgtcagtc ctttaattta ctggatgaaa 
ggagaaaaat fcfcafctgaaga tctggatgaa. aatfcgagttt gggaaagtga cattagaatt 
cttaaggagc atcttgggga.. acaggaagtt tccatctcat taattgtgga ctctgtggaa 
gaaggtgact fcgggaaatta- ctccfcgttat • gttgaaaatg gaaatggacg tcgacacgcc 
agcgttctcc ttcataaacg. 1 agagctaatg tacacagtgg aacttgctgg aggccttggt 
gctatactct tgctgcttgt/ atgtttggtg- accatctaca agtgttacaa gatagaaatc 
atgctcttct acaggaatca tttfcggagct gaagagctcg atggagacaa taaagattat 
gatgcatact tatcatacac caaagtggat cctgaccagt ggaatcaaga gactggggaa 
gaagaa'cgtt ttgcccttga.; aatcctatict gat^atgcttg aaaagcatta tggatafcaag. 
ttgttta'tac cagatagaga/.tttaatccca; actggaacat acattgaaga tgtggcaaga 
tgtgtagatc . aaagcaagcg gct^ttai: p m gtcatgaccc caaattacgt agttagaagg 
ggctggagca .fcctfctgagct • gga'aaccaga . cttcgaaata tgcttgtgac tggagaaatt 
aaagtgattc • taattgaatg .cagtgfaadtg' agaggaatta tgaactacca ' ggaggtggag 
.gccctgaagc^ a'caccatcaa gctcctgadg gtcpttaaat .ggcatggacc aaaatgcaac 
aagttgaact ccaagttctg gaaacgttta cagtatgaaa tgccttttaa gaggatagaa 
cccatta.cac iitgagcaggc; tttagatgtc agtgagcaag ggccttttgg ggagctgcag 
actgtctcgg ccafcttccat. ggcegcpgcc- acctccacag ctctagccac tgcccatcca 
gatctccgtt ptacct.ttca- .caacacgtac • cafcfccacaaa tgcgtcagaa acactactac 
cgaagctatg agtacgacgtr acctc'ctacc ggcaccctgc ctcttacctc cataggcaat 
cagcatacct actgtaacat. ccctatgaca' ctcataaacg ggcagcggcc acagacaaaa 
tcgagcaggg agcagaatcc iagatgaggcp; cacacaaaca gtgccatcct gccgctgttg 
ccaagggaga .ccagtatatc !cagtgtgata tggtga 



360 
420 
480. 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2016 



<210> '■ 431. ?\y / "/^s'* '* . ■ , 

<211> " 1958 -I. ;>'■>_« : ' ■ '; * ' • 

<212> ;bWBL ' ;, $: 'X : ''' V." 'V.- ■ 

<213> . Artificial Jkeq^ 

<22o> •' \'J. - . 

<223> A .novel 'predicted- jiltefnative*. spliced variant 
<400> 43.1;' : • /! V *" : 

atgaaagctc cgattccaca ;qttgattctc- ttatacgcta cttttactca gagtttgaag 
• gttgtgacca aaagag^cfcc; c gcc<Jatgga tgcactgact ggtctatcga tatcaagaaa 
tatcaagrttt tggtg g gaga; gcctgttcga at'caaatgtg cactctttta tggttatatc 
agaacaaatt* actcccfctgc. ccaaagtgct .ggactcagtt tgatgtggta caaaagttct 
ggtcctggag 'ac'tptgaaga gccaata.gcc'. tttgacggaa gtagaatgag caaagaagaa 



60 
120 
180 
240 
300 
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gactccattfc ggttcqggrcc aacattgcta caggaca'gtg gtctctacgc ctgtgtcatc 360 

agaaactcca cttactgtat ' gaaagtatcc atatcactga cagtgggtga aaatgacact 420 

ggactctgct ataattccaa gatgaagtat tfctgaaaaag ctgaacttag caaaagcaag 480 

gaaattteat. gccgtgaqafc. agaggatttt ctactgccaa ccagagaacc tgaaatcctt 54 0 

tggtacaagg aatgcagjjac aaaaacatgg aggccaagta ttgtattcaa aagagatact 600 

ctgcttataa- gagaag£cag agaagatgac attggaaatt atacctgtga attaaaatat 660 

•ggaggctttg ttgtgagaag aactactgaa ttaactgtta cagcccctct gactgataag 720 

ccacccaagc ttttgtatcc tatggaaagt aaactgacaa ttcaggagac ccagctggaa 780 

- ttcttaagga" .gcatatfcggg ■ gaacaggaag .tttccatctc attaattgtg gactctgtgg 840 

aagaaggtga cttgggaaat? ;tactcct*gtt.. atgttgaaaa tggaaatgga cgtcgacacg 900 

ccagcgttct -ccttcataaa cgagagctaa tgtacacagt ggaacttgct ggaggccttg 960 

gtgctatact cttgctgctt gtatgtttgg tgaccatcta caagtgttac aagatagaaa 1020 

tcatgctctt ctacaggaat. cattttggag ctgaagagct cgatggagac aataaagatt 1080 

atgatgcata cttatcatac accaaagtgg atcctgacca gtggaatcaa gagactgggg 1140 

aagaagaacg tfcttgcqctt gaaatcctac ctgatatgct tgaaaagcat tatggatata 1200 

agttgtttat aqcagataga .gat.ttaa tec caactggaac atacattgaa gatgtggcaa 1260 

gatgtgtaga tcaVagc-aag. eggctgatta ttgtcatgac ' cccaaattac gtagttagaa 1320 

ggggctggag "catctttgag 4 ctggaaacca gacttcgaaa tatgcttgtg actggagaaa 1380 

ttaaagtgat- tctaa'fcjtgaa tgcagtgaac tgagaggaat tatgaactac caggaggtgg 1440 

aggecctgaa gcacaccatc' aagctcctga eggtcattaa atggcatgga ecaaaatgea 1500 

. acaagttgaa- ctccaacfttc itgga^acgtt tacagtatga aatgcctttt aagaggatag 1560 

aacccattac acatga^cag gctttag^tg tcagtgagca agggectttt ggggagctgc 1620 
agactgtctc. ggc<ia.tttcc atggccgcgg ccacctccac agctctagcc actgcccatc . 1680 

cagatctccg 'ttctaccttt cacaacacgt. aecattcaca aatgcgtcag aaacactact 1740 

accgaagcta tga^tacgac gtacc.tcq.ta - ccggca'ccct gcctcttacc tccataggca 1800 

atcagcatac ctaqtgtaacr atccctatga" cactcatcaa .egggcagegg ccacagacaa 1860 

aatcgagcag ggagcagaat ccagatga;gg. cccacacaaa cagtgccatc ctgccgctgt 1920 

• tgccaaggga gaccagtata tccagtgtga tatggtga 1958 

v #"".*. 

<2io> 432* • -.*" .. [ ■ 
<211> 1945 
<212> DNA- •• 

<213> Artificial" sequence. 

. <22o> . .•; ' . .;'.*V\ . /. 

<223> • A- npvei/ipre^ variant 

<400> .432 .;• ■V'V ,"-* ■ ••:•/ ";'-.••., ■ • 

. atgaaagctc-' i^'^^cu^f. att^ttjB^q" ttataegcta cttttactca gagtttgaag 60 

gttgtgacca,>aa'j^^ tgcactgact ggtctatcga tatcaagaaa 120 

.tatcaagttt' tggt^ cactctttta tggttatatc 180 

agaacaaa t t .. ap tqacfct£q;. .qqaaa^gc fc ggac.fccagt t tgatgtggta caaaagt tct 240 

ggtcctggag- actttgaajja -gecaatagqe .tfctgacggaa gtagaatgag caaagaagaa 3 00 
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ga.ctcca.ttt ggt'tccggcc aacattgcta caggacagtg gtctctacgc ctgtgtcatc 


360 


agaaactcca ctta'ctgtat' gaaagtatcc atctcactga cagtgggtga aaatgacact 


420 


ggactctgct .ataattccaa gatgaagtat tttgaaaaag ctgaacttag caaaagcaag 


480 


gaaatttcat gccgtgacat agaggatttt ctactgccaa ccagagaacc tgaaatcctt 


540 


tggtacaagg aatgcaggac aaaaacatgg aggccaagta ttgtattcaa aa gaga tact 


600 


ctgcttataa gagaagtcag agaagatgac attggaaatt atacctgtga attaaaatat 


660 


gga-ggcttfcg .ttgtgagaag aactactgaa ttaactgtta cagcccctct gactgataag 


720 


ccacccaagc .ttttgtat'cc . tatggaaagt aaactgacaa ttcaggagac ccagctgggt 


780 


gactctgcta atctaacctg cagagctttc tttgggtaca gcggagatgt cagtccttta 


840 


atttactgga tgaaaggaga aaaatttat.t .gaagatctgg atgaaaatcg agtttgggaa 


900 


«ig tgdudtta gagcuaacgc . acacagtgga acutigccgga ggccttggtg ctatactctt 


960 


gctgcttgta tgtttggtga ccatctacaa. gtgttacaag atagaaatca tgctcttcta 


1020 


caggaatcat tttggagctg -aagjagcfccga .tggagacaat aaagattatg atgcatactt 


1080 


stcatacacc aaagxggatc ccgaccagxg gaaccaagag actggggaag aagaacgttt 


114 0 


tgcccttgaa. acccEacccg atatgcttga aaagcattat ggatataagt tgtttatacc 


1200 


agatagagat- ttaatcccaa, ctggaacata cattgaagat gtggcaagat gtgtagatca 


1260 


aagcaagcgg ctgattattg tcatgacccc. aaattacgta gttagaaggg gctggagcat 


1320 


ctttgagctg gaaaccagac ttcgaaatat gcttgtgact ggagaaatta aagtgattct 


1380 


aattgaatgc agtgaactga gaggaattat gaactaccag gaggtggagg ccctgaagca • 


1440 


caccatcaag ctcctgapgg tcattaaatg gcatggacca aaatgcaaca agttgaactc 


1500 


caagttctgg aaacgtttac \agtatgaaat . gccttttaag aggatagaac ccattacaca 


1560 


tgagcaggct; fctagatgtca gtgagcaagg. gccttttggg gagctgcaga ctgtctcggCv 


1620 


catttccatg gccgcgcjcca cctpcacagc tctagccact gcccatccag atctccgttc 


1680 


tacctttcac aacacgtacq. attcacaaat gcgtcagaaa cactactacc gaagctatga 


174 0 


gtacgacgta cctcctac.cg\ gcaccctgcc tcttacctcc ataggcaatc agcataccta 


1800 


c tgtaaca tc cctatgacac ■ teat caa egg gcagcggcca c'agacaaaat cgagcaggga 


I860 


-gcagaatcca gatgaggece acacaaacag tgcqatcctg ccgctgttgc caagggagac 


1920 


cagtatatcc agt'gtgatat.j ggtga. ■ 


1945 


<*1U> 




<211> 18.74. : . 




<212> DNA ' ; . 








<220> - • 




<223> A ncr^el : :preciicted.ialtei^tive spliced variant 




<40.0> 433 ■:-v. ... 




dugaagecac caccccttcc. ggcccccgcg . gtctgttctg tagtcagcac aaatctgaag 


60 


"'•yy^y^cia «*ycty ctctca. l, l..*^ v^^j L.^j^jd t-yyt, ugcaucgact ggccagcgga ccccaagaca 


12 0 


tacatggctt. tggcaggjtga accagtccga gtga'aatgtg cccttttcta cagttatatt 


180 


cgtaccaact- atagca.cgg'q ccagagcact gggctcaggc ttatgtggta caaaaacaaa^ 


24 0 


ggtgatttgg .aaga^acc^ gaggtcagga tgagcaaaga ggaagattca 


300 


atatggtttc actcagictgk ^gpacaa^ac agtggattct acacttgtgt tttaaggaat 


360 
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gcaagccaaa aatgtggaga ,agcataataa tacagaaagg aaatgctctt ctgatccaag " 420 

aagttcaaga agaagatgga ggaaattaca catgtgaact taaatatgaa ggaaaacttg 4 80 

taagacgaac aactgaattg aaagttacag ctttactcac agacaagcct cccaagccat 540 

tgttccccat ggagaatcag ccaagtgtta tagatgtcca gctgggtaag cctctgaaca 600 

tcccctgcaa agcattcttc ggattcagtg gagagtctgg gccaatgatc tactggatga 660 

aaggagaaaa gtttattrgaa -.gaactggcag gtcacattag agaaggtgaa ataaggcttc 720 

tcaaagagca .tcttggagaa aaagaagttg . aafctggcact catctttgac tcagttgtgg 780 

aagctgacct ggcgaatitkt acctgccatg ttgaaaaccg aaatggacgg ' aaacatgcca 840 

gtgttttgct gcgtaaaaag gatttaafcct ataaaattga gcttgcaggg ggcctgggag 900 

caatcttcct cctqcttgta ctgctggtgg toatttacaa atgctacaac attgaattga 960 

tgctcttcta caggcagcac 'tttggagctg atgaaactaa tgatgacaac aaggaatatg 1020 

atgcctatct ctcttacaca aaagt'gcjacc aagatacttt agacfcgtgac aatcctgaag 1080 

aagagcagt.t tgctcttgaa gtactgccag atgtcctgga aaaacactat ggatataaac 1140 

tcttcatccc agaaaga«gac : 'ctgattccaa gtggaacata catggaagat ctcacaagat 12 00 

atgttgaaca aagcagaaga cttattatcg tgctaactcc agactatatt ctcagacggg 1260 

gatggagtat tttcgaactg gaaagcagac tccataacat gctagtcagt ggagaaatca 1320 

aagtgatttt .gatfcgagtgt acagaattaa aagggaaagt gaattgccag gaagtggaat 1380 

cactaaagcg' tagcatcaaa .cfctct'gtccc tgatcaagtg gaagggatcc aaaagcagca 1440 

• aattaakttc taagttt.tgg aagcacttag tatatgaaat gcccatcaag " aaaaaagaaa 1500 

tgctacctcg £tgccatgtt .ctggactcqg" cagaacaagg actttttgga gaactccagc 1560 

ctataccctc tattgccatg accagtactt cagccactct ggtgtcatct caggctgatc 1620 

tccctgaatt ccacccttca • gattcaatgc aaatcag£ca ctgttgcaga ggttataaac 1680 

atgagatacc ' agccacgacc ttgcfcagtac cttccttagg caaccaccat acttattgta 1740 

acctgcctct gacgctactc aacggacagc taccccttaa taacaccctg aaagafcaccc 1800 

aggaatttca caggaacagt tctttgctgc ctttatcctc caaagagctt agctttacca 1860 

gtgatatttg -gtag 1874 

■ «**■■* ■ 

<2io> 434 - " t '\. • • ■ 
<211> .19.07 '.- \. •: ■:. 
<212> DNA .- . k ! 

<213> Art iticiai". sequence 

<220> 

<223> A novel- predicted, alternative spliced variant 
<400> 434 

atgaagccac cat.ttctttt cjgccctfcgtg gtctgttctg tacftcagcac aaatctgaag 60 

atggtgtcaa agagaaattc tgtggatggc tgcattgact ggtcagtgga tctcaagaca 120 

tacatggcfct tggcaggtga accagtccga gtgaaatgtg cccttttcta cagttatatt : 18 Q 

cgtaccaact "atagcacggc cca<jagcact* gggctcaggc .ttatgtggta caaaaacaaa 240 

ggtgatttgg aagagcccat- • catctttt'ca gaggtcagga tga^caaaga ggaagattca 300" 

atatggtttc act'cagptga ": ggckcaagac agtggattct acacttgtgt tttaagaaac 360 

tcaacatatt gcatgaaggt-gtca&tgtcc ttgactgttg cagagaatga atcaggcctg 420 
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tgctacaaca 
tcctgtccag 
aagctttact 
ttatagatgt 
gtggaga gt c 
caggtcacat 
ttgaattggc 
atgttgaaaa 
tctataaaat 
.tggtcattta 
ctgatgaaac 
accaagatac 
cagatgtcct 
caagtggaac 
tcgtgctaac 
gactccataa 
taaaagggaa 
ccctgatcaa 
tagtatatga 
ccgcagaaoa 
. cttcagccac 
tgcaaatcag 
taccttcctt 
agctacccct 
tgcctttatc 



gcaggatccg 
acat'ggatga. 
cacagacaag 
ccagctgggt 
tgggccaatg 
tagagaaggt 
actcatctVt 
ccgaaatgga 
tgagcttgca 
caaatgetac 
taatgatgaa 
tttagactgt 
ggaaaaacac' 
ata'qatggaa . 
. tccagactat 
catgctagtc 
agtgaattgc 
gtggaaggga 
aatgcccatc 
aggacttttt 
tctggtgtca. 
gcactgttgq. 
aggcaaccac 
taataacacc. 
ctccaaagag 



ctatttagaa 
ctttaaaaag 
cctcccaagc 
aagcctctga 
atctactgga 
gaaataaggc 
gacfccagtfcg 
cggaaacatg 

gggggcctgg 

aacattgaat 

aacaaggaafc 

gacaatcctg 

tatggatata 

gatctcacaa' 

attctcagac 

agtggagaast 

caggaagtgg 

•tccaaaagca 

aagaaaaaag 

ggagaactcc 

tctcaggctg 

agaggttata' 

catacttatt 

ctgaaagata 

cttagc.ttta 



aaatctgaag 
tccgatcagg 
cattgttccc 
acatcccctg 
tgaaaggaga 
ttctcaaaga 
tggaagctga 
ccagtgtttt 
gagcaatctt 
tgatgctctt 
atgatgccta 
.aagaagagca 
aactcttcat 
gatatgttga 
ggggatggag 
tcaaagtgat 
aatcactaaa 
gcaaattaaa 
aaatgctacc 
agcctatacc 
atctccctga 
aacatgagat 
gtaacctgcc 
cccaggaatt 
ccagtgatat 



tcactaaaag 
agcctgatgt 
catggagaat 
caaagcattc 
aaagtttatt 
gcatcttgga 
cctggcgaat 
gctgcgtaaa 
cctcctcctt 
ctacaggcag 
tctctcttac 
gtttgctctt 
cccagaaaga 
acaaagcaga 
tattttcgaa 
tttgattgag 
gcgtagcatc 
ttctaagttt 
tcggtgccat 
ctctattgcc 
attccaccct 
accagccacg 
tctgacgcta 
tcacaggaac 
ttggtag 



aaaggagatc 

tgtgtggtat 

cagccaagtg 

ttcggattca 

gaagaactgg 

gaaaaagaag* 

tatacctgcc 

aaggatttaa 

gtactgctgg 

cactttggag 

acaaaagtgg 

gaagtactgc 

gacctgattc 

agacttatta 

ctggaaagca 

tgtacagaat 

aaacttctgt 

tggaagcact 

gttctggact 

atgaccagta 

tcagattcaa . 

acctfcgccag 

ctcaacggac 

agttctttgc 
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480 

540 

600 

660 

720 

780 

840 

900 

960 
1020 
1080 
1140 
1200 
1260 . 
1320 
1380 
144 0 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1907 



<210> 435 

<211> 1986- V- ■ 

<212> DNA . ' ■ \. \ - 

<213> Artificial' : sequencb . , 

<220> - . ' *" 

<223> A novel predicted .alternative- spliced, variant 

<4oo> 435 . ' ■ : ' . 

atgaagccac catttctttt ggcccttgtg gtctgttctg tagtcagcac aaatctgaag 60 

atggtgtcaa - agagaaajbtc"; tgtggatggc .tgcattgact ggtcagtgga tctcaagaca 120 

tacatggctt. tggpaggtga accagtccga gtgaaatgtg cccttttcta cagttatatt 180 

cgtaccaact atagcacggc ccagagcact gggctcaggc ttatgtggta caaaaacaaa 240 

ggtgatttgg -aagagc'tfcat catcttttca gaggtcagga tgagcaaaga ggaagattca 3 00 

atatggtttc actcagctga..ggrcac,aagac agtggattct acacttgtgt tttaagaaac . 360 

tcaacatatt a/catgaa'a/gi;- gtcaatgtcc ttgactgttg cagagaatga atcaggcctg 420 

tgctacaaca' gcaj^iiccg". ctatttagaa. aaatctgaag. tcactaaaag aaaggagatc 480 

tcctgtccag acatggatga ctttaaaaag tccgatcagg agcctgatgt tgtgtggtat , 540 
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aaggaatgca 

atccaagaag 

aaacttgtaa 

aaagcattct 

aagtttattg 

catcttggag 

ctggcgaatt 

ctgcgtaaaa 

ctcctccttg 

tacaggcagc. 

ctctcttaca 

tttgctcttg 

ccagaaagag 

caaagcagaa 

attttcgaac 

ttgattgagt 

cgtagcatca , 

tctaagtttt 

cggtgccatg 

tctattgcca 

ttccaccctt 

ccagccacga 

ctgacgctac 

cacaggaaca 

tggtag 



agccaaaaat gtggagaagc 
ttcaagaaga agatggagga 
gacgaacaac fcgaattgaaa 
tcggattcag ' tggagagtct 
aagaactggc aggtcacatt: 
aaa'aagaagt tgaattggca 
atacctgdca tgttgaaaac 
aggafcttaat ctataaaafct 
tactgctggt ggticatttac 
actttggagc tgatgaaact 
.caaaagtgga ccaagatact 
aagtactgcc agatgtcctg- 
acctgatt.cc; aagtggaaca 
gaattattat ■ cgtgctaact 
tggaaagcag actccataac 
gfcacagaatt, aaaagggaaa. 
aacttctgtc cctgatcaag 
ggaagcactfr. agtatatgaa 
ttctggacfco cgaagaacaa 
tgaccagtac ttcagccact 
cagattcaat' gcaaatc.agg 
ccttgacagt accttcctta 
tcaaCggaca gctacccctt 
gttctttgct' gcctttatcc 



ataataatac 
aattacacat 
gttacaggta 
gggccaatga 
agagaaggtg 
ctcatctttg 
cgaaatggac 
gagcttgcag 
aaafcgctaca 
aatgatgaca 
ttagactgtg 
gaaaaacact 
tacatggaag 
ccagactata 
.atgctagtca 
gtgaattgcc 
-tggaagggat 
atgcccatca 
ggactttttg 
ctg^tgtcat 
cactgttgca 
ggcaaccacc 
aataacaccc 
tcca'aagagc 



agaaaggaaa 
gtgaacttaa 
agcctctgaa 
tctactggat 
aaataaggct 
actcagttgt 
ggaaacatgc 
ggggcctggg 
acatfcgaatt 
acaaggaata 
acaatcctga 
atggatataa 
atctcacaag 
ttctcagacg 
gtggagaaat 
aggaagtgga 
ccaaaagcag 
agaaaaaaga 
gagaactcca 
ctcaggctga 
gaggttatala 
atacttattg 
tgaaagatac 
ttagctttac 



tgctcttctg 
atatgaagga 
catcccctgc 
gaaaggagaa 
tctcaaagag 
ggaagctgac 
cagtgttttg 
agcaatcttc 
gatgctcttc 
tgatgcctat 
agaagagcag 
actcttcatc 
atatgttgaa 
gggatggagfc 
caaagtgatt 
atcactaaag 
caaattaaat 
aatgctacct 
gcctataccc 
tctccctgaa 
acatgagata 
taacctgcct 
ccaggaattt 
cagtgatatt 



600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
13 80 
1440 
1500 
1560 
1620 
1680 
1740 
180P 
1860 
1920 
1980 • 
1986 



<210> 436 ; ; ; . . 

<211> 1931 , . V ' 

<212> DNA . ' 

<213> Artificial .sequence' ' 

<22o> 

<223> A" novel- predicted alternative spliced variant 
<400> 43«\. ' . ••' 

atgaagccac catttctttt: ggcccttgtg "gtctgttctg tagtcagcac aaatctgaag 
atggtgtcaa agagaaattc; tgfcggatggc tgcattgact ggtcagtgga tctcaagaca 
tacatggctt* tggcaggtga . accagtccga*. gtgaaatgtg cccttttcta cagttatatt 
cgtaccaact atagcacggc' ccagagcact gggctcaggc ttatgtggta caaaaacaaa 
ggtgatttgg aagagccca't catcttttca gaggtcagga tgagcaaaga ggaagattca 
atatggtttc" kctcligctiga ggcacaa^ac agtggattct acacttgtgt tttaagaaac . 
tcaacatatt •gcatgaag^t- ■ gtciaatgtc c- • ttgactgtt g cagagaatga atcaggcc tg ' 
tgctacaaca- gcaggatqecr -ctatt^tagaa aaatctgaag tcactaaaag aaaggagatc . 



. 60 
120 
180 
240 
300 
360 
420 
480 
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tcctgtccag acatggatga ctttaaaaag tccgatcagg agcctgatgt tgtgtggtat 54 0 

aaggaatgca agccaaaaat gtggagaagc ataataatac agaaaggaaa tgctcttctg 600 

atccaagaag ttcaagaaga agatggagga aattacacat gtgaacttaa atatgaagga 660 

aaacttgtaa gacgaacaac. tgaattgaaa gttacagctt tactcacaga caagcctccc 720 

aagccattgt tccccatgga gaatcagcca agtgfctatag atgtccagct gggcttctca 78 0 

aagagcatct tggagaaaaa gaagttgaat tggcactcat ctttgactca gttgtggaag 840 

ctgacctggc gaattatacc. tgccatgttg aaaaccgaaa tggacggaaa catgccagtg 900 

ttttgctgcg taaaaaggafc ttaatctata aaattgagct tgcagggggc ctgggagcaa 960 

tcttcctcct qcttgtactg ctggtggtca tttacaaatg ctacaacatt gaattgatgc 1020 

tcttctacag gcagrcactfct ggagctgatg aaactaatga tgacaacaag gaatatgatg 108O 

cctatctctc. .ttacacaaaa'.gtggaccaag atactttaga ctgtgacaat cctgaagaag 114 0 

agcagtttgc fcctfcga>grtaL ctgccagatg tcctggaaaa acactatgga tataaactct 1200 

tcatcccaga aagaga'cctg' attccaagtg gaacatacat ggaagatctc acaagatatg 1260 

ttgaacaaag cagaagactt attatcgtgc taactccaga ctatattctc agacggggat 1320 

ggagtatttt cgaactggaa : agcagactcc ataacatgct agtcagtgga gaaatcaaag 1380 

tgattttgat tgagtgtaca gaattaaaag ggaaagtgaa ttgccaggaa gtggaatcac 1440 

taaagcgtag catcaaactt; ctgtccctga tcaagtggaa gggatccaaa agcagcaaat 1500 

taaattctaa ^ttttgg^ag' cacttagtat atgaaatgcc catcaagaaa aaagaaatgc 1560 

tacctcggtg ccatgttc.tg gactccgcag aacaaggact ttttggagaa ctccagccta 1620 

taccctctat tgccatgacc agtacttcag pcactctggt gtcatctcag gctgatctcc 1680 

ctgaattcca cccttcagat tcaatgcaaa tcaggcactg ttgcagaggt tataaacatg 1740 

agataccagc cacgaqcttg ccagtacctt ccttaggcaa ccaccatact tattgtaacc 1800 

tgcctctgac gctactcaac ggacagcta.c cccttaataa caccctgaaa gatacccagg 1860 

aatttcacag gaacagttct' ttgctgcctt tatcctccaa agagcttagc tttaccagtg 1920 

atatttggta g- . *■:-.;•' ;J . ■"' " 1931 

<210> 437 -V:.' ' . : - - s. 

<211> 1915 ' .; . . V-V^- *' -V -' 
<212> PNA^-':* V;A"./ ; 
•<213> Artif :ici^:" sequence ' 

<22o> . ; -A 1 . • 

<223> A. novel p'resdictied alternative spliced variant 
<400> 437. - ■ ' ♦ . " ' 

atgaagccac catttcttt'fe ggcccttgtg. gtctgttctg tagtcagcac aaatctgaag 60 

atggtgtcaa agagaaattc\tgtggat'ggc tgcattgact 'ggtcagtgga tctcaagaca 120 

tacatggctt 'fcggcag^tga. accagtccga. gtgaaatgtg cccttttcta cagfctatatt 180 

cgtaccaact ata^cacg^c.. fccagagcact gggcjtcaggc ttatgtggta caaaaacaaa 240 

ggtgatttgg aagagcccat' catcttttca gag-gtcagga tgagcaaaga ggaagatfcca 300 

. atatgg^ttc actcagqt.ga. ggcacaagaq agtggattct acacttgtgt tttaagaaac 360 

tcaacatatt gcatgaaggt/.gtcaatgfcqc ttgactgttg cagagaatga atcaggcctg 420 

tgc.tacaapa gckg^at^c^-.ctatttagaa. aaatctgaag ' fccactaaaag . aaaggagatc ' 48 0 

tcctgtccag acat'ggHtiga - ctttaaaaag tccgatcagg .agcctgatgt tgtgtggtat 540 
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WO 2005/071059 


PCT/UL2005/000107 


aaggaatgaa agccaaaaat , gtggagaagc ataataatac agaaaggaaa tgctcttctg 


600 


atccaagaag fctcaagaaga agatggagga * aatfcacacat gtgaacttaa atatgaagga 


660 


aaacfcfcgtaa gacgaacaac tgaattgaaa gttacagctt tacfccacaga caagcctccc 


720 


aagccattgt tccccatgga gaatcagcca agtgttatag atgtccagct gggtaagcct 


780 


ctgaacatcc cctgcaaagc attcttcgga ttcagtggag agtctgggcc aatgatctac 


840 


tggatgaaag gagaaaagtt tattgaagaa ctggcaggtc . acattagaga aggtgaaata 


900 


agatttaatc tataaaattg agcttgcagg gggcctggga gcaatottcc tcctccttgt 


960 


actgctggtg- gtcatttaca. "aatgctacaa cattga'attg atgctcttct acaggcagca 


1020 


ctttggagct. ga.tgaaaet;a;. atgatgacaa caaggaatat gatgcctatc tctcttacac . 


1080 


aaaagtggac caagatactt tagactgtga caatcctgaa gaagagcagt ttgctcttga 


114 0 


agtactgcca gatgtcct|gg. aaaaacacta- tggatataaa ctcttcatcc cagaaagaga 


1200 


cctgattcca agtggaatiat. ' acat^ga^cja tctcacaaga tatgttgaac aaagcagaag 


1260 


• acttattatc g^gctaactic . cagactata^t tctcagacgg ggatg^agta ttttcgaact 


1320 


ggaaagcaga ctccataaca tgct'agtdagr tggagaaatc aaagtgattt tgattgagtg 


1380 


tacagaatta aaagggaaag 1 tgaattgpca .ggaagtggaa tcactaaagc gtagcatcaa 


1440 


acttctgtcc ctgatcaagt ; ggaa^ggatG' ' caaaagcagc aaattaaatt ctaagttttg 


1500 


. gaagcactta gtatat'gaa4, • "fcgcccatqaa gaaaaaagaa atgctacctc ggtgccatgt 


1560 


tctggacfccc gcajgaacaa'g 'gactttttgg agaactccag cctataccct ctattgccat 


1620 


gaccagtact tcagccactc tggtgtcatc tcaggctgat ctccctgaat tccacccttc 


1680 


agattcaatg. caaatcaggc'actgfctgcag aggttataaa catgagatac cagccacgac 


1740 


cttgccagta. ccttccbtsuj gcaaccacca tacttattgt aacctgcctc tgacgctact 


1800 


caacggacag cta^ccccfcta;.atoaqaccct; gaaagafcacc caggaatttc acaggaacag 


1860 


ttctttgctg .cctttatQct ccaaagacjct tagctttacc agtgatattt ggtag 


1915 



<210> 438 . ' '■>['-' .". - * "V ])' ] 

<211> .3437." V*. . '{ ' 

<212> DNA 

<213> Arfcif iclal^eqaenGe;. 

<220> v • 'u'j. • 

<223> A novel ,;priedicted -'ait^^rafcive spliced variant' 

-<4oo> ' *Zfi' m Yy''';l\$Y'y? 

. atggggctggf ''cctggg^^t' aggc^pctg" ttcctgatgc atgtgtgtgg caccaaccgc 60 

. • .' • V" : . ,'->v .* ; >• * ' : : X '■ 

attccagagt ctggcggaga- caaca£c.gfcg tttgacatct ttgaactcac cggggccgcc 120 

cgcaaggggt .ctg^gcgccg.- actggt^aag ggccccgacc ctfcccagccc agctttccgc 180 

atcgaggatg ccaa'ccbgat. cc'cccctgtgf ccfcgatgaca agttccaaga cctggtggat 240 

gctgtgcggg cagaaaiag , gg t tttfcctccltfc -ctggcatccc tgaggcagat gaajgaagacc 300 

cggggcacgc- tgcjiggcGCt, ggagcgga'aa' gaccactctg gccaggfcctt cagcgtggtg 360 

tccaatggca aggcgggGac : cctggacctc agcctgaccg tccaaggaaa gcagcacgtg 420 

gtgtctgtgg- aagaa^bt'ct/cctggcaacc ggccagtgga agagcatcac cctgtttgtg 480 

caggaagaca gggGccagbfci.^aGatcgac* tgtgaaaaga tggagaatgc tgagttggac 540 

gtccccatcc aaagcgSc^t" cacc^gagac. ctggccagca tcgccagact ccgcatcgca 600 
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aaggggggcg tcaatgacaa tttccagcta ccagtgtcct cctcaccctt gacaacaacg 
tggtgaatgg ttccagccct/gccatccgca ctaactacat tggccacaag acaaaggact 
tgcaagccat ctgcggcatc- tcctgtgatg agctgtccag catggtcctg gaactcaggg 
gcctgcgcac cattfgtgacc acgctgcagg acagcatccg caaagtgact gaagagaaca 
aagagtfcggc caatgagctg aggcggcctc ccctatgcta tcacaacgga gttcagtaca 
gaaataacga ggaatggact gfcfcgatagct gcactgagtg tcactgtcag aactcagtta 
ccatctgcaa aaaggtgtcc tgccccatca tgccctgctc caatgccaca gttccfcgatg 
gagaatgctg tcctcgctgt tggcccagcg actctgpgga cgatggctgg tctccatggt 
ccgagtggac . ctcctgtfccfc- acgagctgtg gcaatggaat tcagcagcgc ggccgctcct 
gcgatagcct eaacaaccga tgtgagggct cctcggtcca gacacggacc tgccacattc 
aggagtgtga caa'aagattt aaacaggatg gtggctggag ccactggtcc ccgtggtcat 
cttgttctgt gacatgtggt gatggtgtga tcacaaggat ccggctctgc aactctccca 
gcccccagat. gaatgggaaa ccctgtgaag gcgaagcgcg ggagaccaaa gcctgcaaga 
aagacgcctg ccccat.caa;t ggaggcfcggg gtccttggtc accatgggac atctgttctg 
tcacctgtgg aggaggggfca;" caguaacgJEa gtcgtctctg caacaacccc gcaccccagt 
ttggaggcaa ggactgcgtt ggtgafcgtaa cagaaaacca gatctgcaac aagcaggact 
gtccaattga tggatgcctg .tccaatacct gctttgccgg cgtgaagtgt actagctacc 
ctgatggcag ctggaaatgfc ggtgattgtc cccctggtta cagtggaaat ggcatccagt 
gcacagatgt tgafcgagfegc aaagaagfcgc ctgatgcctg cttcaaccac aatggagagc 
accggtgtga gaacacggac : cccggctaca actgcctgcc ctgcccccca cgcttcaccg 
gctcacagcc . cttc'ggccag ggtgfccgaac. atgccacggc caacaaacag gtgtgcaagc 
cccgtaaccc ctgcacggat gggacccacg actgcaacaa gaacgccaag tgcaactacc 
tgggccacta tagcgacccc atgtaccgct gcgagtgcaa gcctggcfcac gctggcaatg 
gcatcatctg cggggaggac acagacctgg- atggctggcc caatgagaac ctggtgtgcg 
tggccaatgc gactfeaccac tgcaaaaagg ataafctgccc caaccttccc aactcagggc . 
aggaagacta tgacaaggat '. ggaafetggtg • atgcctgtga tgatgacgat gacaatgata 
aaattccaga tgac^gg^c aactgtccafc tccattacaa cccagctcag tatgactatg 
acagagatga . t^tgggcCgac ; cgotgt gaca ' ac tgtcccta* caaccacaac ccagatcagg 
cagacacaga caafcaatgg'g .gaaggaga'cg c.ctgtgctgc agacattgat ggagacggta 
tcctcaatga/kcgggacfaac; tgcca^taeg tctacaatgt ggaccagaga gacactgata 
tggatggggt .tggagatcag tgtgacaatt gcccpttgga acacaatccg gatcagctgg 
actctgactc. agaccgcatt- SSTagatacct gtgacaacaa tcaggatatt gatgaagatg 
gccaccagaa ;caat.ct^cpac/ aactgtccct afcgtgcccaa tgccaaccag gctgaccatg 
acaaagatgg caagggagat:. gcctgtgacc acgatgatga .caacgatggc attcctgatg 
acaaggacaa ,$tg'cagacfcc,:gt^c^ ggactctgac ggcgatggtc 

gaggtgatgc • ctgcaaagat 1 gattttgacq atgacagtgt gccagacatc gatgacatct 
gtcctgagaia. tgttgadatc. : agi:gagaccg atttccgccg attccagatg attcctctgg 
accccaaagg gacatccc&a aatgacccta actgggttgjt acgccatcag ggtaaagaac 
tcgtccagac tgtcaaGfcgt .gatcctggrac tcgctgtagg ttatgatgag tttaatgctg 
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tggacttcag 
tctttggcta 
cctactggga 
taaactccac 
cccctggcca 
ccgcctacag 
atgaagggaa 
gtagactagg 
aatgtagaga 



tggcaccttc 
ccagtccagc 
caccaacccc- 
cacagggcct" 
ggtgcgcacc 
.atggcgtctc - 
gaaaatcatg 
gttgtttgtc 
tccctaa 



ttcatcaaca 
agccgctttt 
acgagggctc 
ggcgagcacc 
ctgtggcatg 
agccacaggc 
gctgactcag 
ttctctcaag 



ccgaaaggga 
atgttgtgat 
agggatactc 
tgcggaacgc 
accctcgtca 
caaagacggg 
gacccatcta 
aaatggtgtt 



cgatgactat 
gtggaagcaa 

gggcctttct 

cctgtggcac 
cataggctgg 
tttcattaga 
tgataaaacc 
cttctctgac 



gctggatttg 
gtcacccagt 
gtgaaagttg 
acaggaaaca 
aaagatttca 
gtggtgatgt 
tatgctggtg 
ctgaaatacg 



<210> 439 .. -\ ' 
<211> ' 3419 1.. ' '.'*' 
<2X2> DNA . . .. ;". . 
«;213> Artif icial/se^ence . 

<220> ■ V; . ' V / 

<223> A novel -,'predi c ted alternative spliced variant 
<400> 43.9 ' : '1. • : 

atggggctgg cdt^gggact aggcgtcctg ttcctgatgc atgtgtgtgg 
attccagagt ctg^cg§raga : caa'cagcgtg tttgacatct ttgaac tcac 
cgcaaggggt ctgggcgpcg actggtgaag ggcc.ccgacc cttccagccc 
atcgaggatg ccaacctgat ccccect'gtg cctgatgaca agttccaaga- 
gctgtgcggg cagaaaaggg tttcctcctt ctggcatccc tgaggcagat 
cggggcacgc tgctggccct ggagcggaaa gaccactctg gccaggtctt 
tccaatggca .aggccfggcac cctggacctc agactgaccg tccaaggaaa 
gtgtctgtgg aagaagctct cctggcaacc ggccagtgga agagcatcac 
caggaagaca gggccca'gct gtacatcgac tgtgaaaaga tggagaatgc 
gtccccatcc .aaagcgtctt cacoagagac ctggccagca tcgccagact 
aaggggggcg tcaatgacaa. tttccagggg gtgctgcaga atgtgaggtt 
accacaccag aaga'eatcct\ caggaac'aaa ggctgctcca gctctaccag 
acccttgaca acaacgtgi^t\ gaatggttcc : agccctgcca tccgcactaa 
cacaagacaa 'aggachtgca. agcca.tctgc ggcatctcct gtgatgagct 
gtcc tggaac' : tcaggggcc t gagcacda tt . gtgac cacgc tgcaggacag 

■•"'.> ..•>-•' 

gtgactgaag agaac^aaga , ,,gttggcc:aat gagctgaggc ggcctcccct 
aacggagttc a^taeagaaa"' taacgagga'a tggac.tgttg atagctgcac 
tgtcagccag cgac]tctgcg gacgatggct ggtctccatg gtccgagtgg 
ctacgagcfcg- tggcaa^tgga. attcagc^gc .gcggcagctc ctgcgatagc 
gatgtgaggg ctcctcggtc pagacacgga . cctgccacat tcaggagtgt 
ttaaacagga tggjtggctgg agccactggt ccccgtggtc . atcttgttct 
gtgatggtgt '^tc^caagg'' atccggctct gcaactctcc cagcccccag 
aaccctgtgaaggpgaagcg cgggagacca aagcctgcaa gaaagacgcc 
atggaggctg gggtccjttg^.- tcacc'atggg. acatctgttc tgtcacctgt 



caccaaccgc 

cggggccgcc 

agctttccgc 

cctggtggat 

gaagaagacc 

cagcgtggtg 

gcagcacgtg 

cctgtttgtg 

tgagttggac 

ccgcatcgca 

tgtctttgga 

tgtcctcctc ; 

ctacattggc 

gtccagcatg 

catccgcaaa 

atgctatcac 

tgagtgtcac 

acctcctgtt 

ctcaacaacc 

gacaaaagat 

gtgacatgtg 

atgaatggga 

tgccccatca 

ggaggagggg 
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3060 
3120 
3180 
3240 
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3360 
3420 
3437 
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tacagaaacg tagtcgtctc tgcakca^'cc ccgcacccca gtttggaggc aaggactgcg 1500 

ttggtgatgt aacagaaaac , dagatctgca' acaagcagga ctgtccaatt gatggatgcc 1560 

tgtccaatcc ctgctttgcc ggcgtgaagt gtactagcta ccctgatggc agctggaaat 1620 

gtggtgcttg tccccctggt tacagtggaa atggcatcca gtgcacagat gttgatgagt 1680 

gcaaagaagt gcctgatgcc tgcttcaa'cc acaatggaga gcaccggtgt gagaacacgg 1740 

accccggcta caactgc.ctg ccct^ccccc cacgcttcac cggctcacag cccttcggcc 1800 

agggtgtcga/acatgccacg'gccaaca^ac aggtgtgcaa gccccgtaac ccctgcacgg 1860 

atgggaccca cgactgcaac aagaacgcca- agtgcaacta cctgggccac tatagcgacc 1920 

ccatgtaccg ctgcgagtgc aagcctggct acgctggcaa tggcatcatc tgcggggagg 1980 

acacagacct ggatggct-gg cccaatgaga acbtggtgtg cgtggccaat gcgacttacc 2040 

actgcaaaaa ggataattgc. cccaacc.ttc ccaactcagg gcaggaagac tatgacaagg 2100 

atggaafctgg .tgatgcctgt gatgatgacg atgacaatga taaaattcca gatgacaggg 2160 

acaactgtcc attccatVac\ aacccagctc agtatgacta tgacagagat ■ gatgtgggag 2220 

accgctgtga caactg.fc£cc tacaacc^ca acccagatca ggcagacaca gacaacaatg 2280 

gggaaggaga cgcctgt.gct.. gcagacattg ; atggagacgg tatcctcaat gaacgggaca 2340 

actgccagta .cgtctacaat gtggacc.4ga gagacactga tatggatggg gttggagatc^ 2400 

agtgtgacaa ttgccccttg 7gaaca<?ait:c cggatcagct ggactctgac tcagaccgca 2460 

ttggagatac- ctgtgacaac'. aatdaggata . ttgatgaaga tggccaccag aacaatctgg 2520 

acaactgtcc ctatgtgccp i aatgccaacc .aggctgacca tgacaaagat ggcaagggag 2580 

atgcctgtga "ccacgat^t . gacaacga'tg ^g tgacaaggac aactgcagac 2640 

.tcgtgcccaa tcccgaccag. aaggactctg' acggcgatgg tcgaggtgat gcctgcaaag 2700 

atgattttga ccatgacagt gtgccagaca .tcgatgacat ctgtcctgag aatgttgaca 2760 

tcagtgagac cgatttccgc cgattccaga tgattcctct ggaccccaaa gggacatccc 2820 

aaaatgaccc taactgggtt: ; gtacgccatc agggtaaaga actcgtccag actgtcaact 2880 

gtgatcctgg actcgctgta ggttatgatg agtttaatgc tgtggacttc agtggcacct 2940 

tcttcatcaa caccgaa^gg. gacgatgact; atgctggatt tgtctttggc taccagtcca 3 000 

gcagccgctt. ttatgttgtg ; atgtggaagc aagtcaccca gtcctactgg gacaccaacc 3060 

• ccacgagggc : t&a'g^gga^^ tgtaaactcc accacagggc - 3120 

ctggcgagca ^ctgcggaac "* gccctgt'ggc acacaggaaa cacccctggc caggtgcgca 3180 

ccctgtggca tgaccctcgt ^ cad^tag^d'ti. ggaaagattt; caccgcctac agatggcgtc 3240 

tcagccacag; gccaaagaicg ggt^cati.ta gagtggtgat gtatgaaggg . aagaaaatca 3300 

.tggctgactc .agg^qcc^c. tat .cctatgctgg tggtagacta gggttgtttg 3360 

tcttctctca- agaaat^gtg ttc.etctcfc^ : . acctgaaata cgaatgtaga gatccctaa 3419 

<2i0> 440 • ' 

<211> 33.36: 5 ' ■ ': V: v . ■' * 

<212> ©NA . - \' - -": -*. . ;' 

<213> Artif icial * .secpidnce I . " ' : 

<22o> '.. ./•';. .-.'jA. :/ • ::' '■ . 

<223> A ' ^ovei;; predicted .alternative sgliqed variant 
<40'o> 440 . : ."•*. '. 

atggggctgg cctggggac.t^aggcgtc atgtgtgtgg caccaaccgc . 60 . 
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attccagagt. ctggcggaga caaqagcgtg tttgacatct ttgaactcac cggggccgcc 
cgcaaggggt ctgggcgccg actgptgaag ggccccgacc cttccagccc agctttccgc 
atcgaggatg ccaacctgat ccpccctgtg cctgatgaca agttccaaga cctggtggat 
gctgtgcggg . cagaaaaggg tttcctcctt ctggcatccc tgaggcagat gaagaagacc 
cggggcacgc fcgctggcccfc ggagcggaaa gaccactctg gccaggtctt cagcgtggtg 
tccaatggca aggcgggcac cctggacctc agcetgaccg tccaaggaaa gcagcacgtg 
gtgtctgtgg aagaagctct cctggcaacc ggcqagtgga agagcatcac cctgtttgtg 
caggaagaca gggcccagct gtacatcgac tgtgaaaaga tggagaatgc tgagttggac 
gtccccatcc aaagcgtctt caqcagagac ctggacagca tcgccagact ccgcatcgca 
aaggggggcg tcaatgacaa .tttccagggg gtgctgcaga atgtgaggtt tgtctttgga 
accacaccag aagacatcct caggaa'caaa ggctgctcca gctctaccag tgtcctcctc 
acccttgaca • acaatrgtggt gaatggfctcc agcq'ctgcca tccgcactaa ctacattggc 
cacaagacaa aggacttgca . agccatcfegc ggcatctcct. gtgatgagct gtccagcatg 
gtcctggaac tcaggggcct ' gcgcaccatt - gtgaccacgc tgcaggacag catccgcaaa 
gtgactgaag agaacaaaga gttggccaiat gagctgaggc. ggcctcccct atgctatcac 
aacggagttc .agtaqagaaa '. fcaaqgaggaa tggactgttg atagctgcac tgagtgtcac 
tgtcagaact cagttaccat .ctgcaaaaag gtgtcctgcc ccatcatgcc ctgctccaat 
gccacagttc Gtg'a'tggaga. atgctgtcpt cgctgfctggc ccagcgactc tgcggacgat 
ggctggtctc cat;ggtccga gtggsccctcc tgttctacga gctgtggcaa tggaattcag 
cagcgcggcc gctcctgcga.- tagcjctca'a'c "aaccgatgtg agggctcctc. ggtccagaca 
cggacctgcc acaittcagga gt:gtgacaaa agattcaatg gaggctgggg tccttggfcca 
ccafcgggaca tctgttctgt. .cacctgtgga ggaggggtac agaaacgtag tcgtctctgc 
aacaacccdg gaccccag'tt; tggaggcaag gactgcgttg gtgatgtaac agaaaaccag 
atctgcaaca agcaggactg tcbaattjyat ggatgcctgt ccaatccctg ctttgccggc 
gtgaagtgta ctagctaccc.vtgat'ggcagc tggaaatgtg gtgcttgtcc ccctggttac 
agtggaaatg gcatccagtg oacagatgtt gatgagtgca aagaagtgcc tgatgcctgc 
ttcaaccaca atggagagca ccg*gtgtgag aacacggacc ccggctacaa ctgcctgccc 
•tgccccccac gqttqaqqgg.- ctcaqagccc ttcgijccagg . gtgtcgaaca • tgccacggcc . 
aacaaacagg >tgtgcaa^cc ; cc^aacbce. tgcacggatg ggacccacga ctgcaacaag 
aacgccaagt gc^actacct;. .gggccac.feat agcgacccca tgtaccgctg cgagtgcaag 
cctggctacg qtggq^afcjgg., catcitjtctgc . ggggaggaca' cagaqctgga tggctggccc 
aatgagaacc- tggtptgqgt ; .ggCcaatgcg" acttaccact gcaaaaagga taattgcccc 
, aaccttccca'. "actfeag^£^ gafcaaggatg gaattggtga tgcctgtgat 

gatgacgatg acaa^gataa aattccagat; gacagggaca actgtccatt ccattacaac 
ccagctcagt atgapta^tga. "cagagatgat gtgggagacc .gctgtgacaa- ctgtccctac 
aaccacaacc '. cagatpaggc- .aga'gacagac. aacaatgggg aaggagacgc ctgtgctgca 
gacattgatg .j^gacggt'afc :cqtbaatg^.a cg^cfacaact gccagtacgt ctacaatgtg 
gaccagagag .acactga£at- *ggat^grggtt gtgacaattg ccccttggaa 
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cacaat'ccgg 
caggatattg 
gccaaccagg 
aacgatggca 
. gactctgacg 
ccagacatcg 
ttccagatga 
cgccatcagg 
tatgatgagt 
gatgactatg 
tggaagcaag ' 
ggcctttctg 
ctgtggcaca 
ataggctgga 
ttcattagag 
gataaaacct 
ttctctgacc 



atcagctgga; 
atgaagatgg 
ctgaccatga 
ttcctgatga 
gcgatggtcg 
atgacatptg 
.ttcctct^ga" 
gtaaagaact 
ttaatgctgt ■ 
ctggatttgfc" 
tcacccagtc 
tgaaagttgfc 
.caggaaacac' 
aagatttcac 
tggtgatgta"-; 
atgctggtgg 
tgaa^acga-/ 



qtctgactca 
ccaccagaac 
caaagatggc 
caaggacaac 
aggtgatgcc 
tcctgagaat 
ccccaaaggg 
cgtccagact- 
ggacttca^t 
ctttggctac' 
ctacfcgggac 
aaactccacc 
cccfcggccag 
cgcctacaga 
tgaagggaag 
tagactaggg- 
atgftagagat 



gaccgcattg 
aatctggaca 
aagggagatg 
tgcagactcg 
tgcaaagatg 
gttgacabca 
acatcccaaa 
gtcaactgtg 
ggcaccttct 
cagtccagca 
accaacccca 
acagggcctg 
gtgcgcaccc 
tggcgtctca 
aaaatcatgg 
ttgtttgtct 
ccctaa • 



gagatacctg 
actgtcccta 
cctgtgacca 
tgcccaatcc 
attttgacca 
gtgagaccga 
atgaccctaa 
atcctggact 
tcatcaacac 
gccgctttta 
cgagggctca 
gcgagcacct 
tgtggcatga 
gccacaggcc 
ctgactcagg 
tctctcaaga 



tgacaacaat 
tgtgcccaat 
cgatgatgac 
cgaccagaag 
tgacagtgtg 
tttccgccga 
ctgggttgta 
cgctgtaggt 
cgaaagggac 
tgttgtgatg 
gggatactcg 
gcggaacgcc 
ccctcgtcac 
aaagacgggt 
acccatctat 
aatggtgttc 



<210> 441;/ ;>.'" v 

<211> 3360 . -V 

<2i2> dis*a\. . \ ; . - • ■ 

<213> Artificial Vseqiience . 

<220> ■'■ • 

<223> A. novel prejiicted, alternative spliced variant 



<400> 441 
atggggctgg 

attccagagt 

cgcaaggggt 

atcgaggatg 

gctgtgcggg 

cggggcacgc 

tccaatggca- 

gtgtctgtgg 

caggaagaca 

gtccccatdc. 

aaggggggcg 

•accacaccag" 

acccttgaca 

cacaagacaa 

gtcctggaac 

gtgactgaag 

aacggagttc 



Gctpgggact ■ aggcgtcctg . ttcc tgatgc atgtgtgtgg 
ctggrcg^ga 'caacagcgtg tttjgacatct ttgaactcac 
ctgggcg'pcg actggtgaag ggccccgacc cttccagccc 
ccaacctgat; cccccctgtg' cctgatgaca agttccaaga 
cagaaaaggg \tttcetcctt" ctggcatccc tgaggcagat 
•tgctggccct. ggagcggaaa gaccactctg gccaggtctt 
aggcgggciac/ •. c c tggiacct c agcc tgaccg t c caaggaaa 
^ag^gctG^.cctggcaacc ggccag'tgga ' agagcatcac 
gffarcccagbfc^gtacatc^ac: tgtgaaaaga tggagaatgc 
^aagp^c^t/'CAGekigra^c ctggacagca tcgccagact 
; tcaatgacka ; tttccagggg * gtgctgcaga atgtgaggtt 
aagacatcct« : ;cag^aqaaa- ggctgctcca gctctaccag 
acaabgtjggt* gaatggttcc agcactgcca tccgcactaa 
aggacttgca a'gccatctgc ggcatctcct gtgatgagct 
tcaggg^cct*. jgcgcaccatt • gtgapcacgc tgcaggacag 
ag/aaca'aaga .^ttg^cJcaat-gagcbgaggc ggcctcccct 
agtacagaaa i taac"gag : g^a tggactgttg 'atagctgcac 



caccaaccgc 

cggggccgcc 

agctttccgc 
cctggtggat 
gaagaagacc 
cagcgtggtg 
gcagcacgtg 
cctgtttgtg 
tgagttggac 
ccgcatcgca. 
tgtctttgga 
tgtcctcctc 
ctacattggc 
gtccagcatg 
catccgcaaa 
atgctatcac 
tgagtgtcac 
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tgtcagaact cagttacca£ . ctgcaaaaag gtgtcctgcc ccatcatgcc ' ctgctccaat 1080 

gccacagttc ctgatgg^ga atgctgtcct cgctgttggc ccagcgactc tgcggacgat 1140 

ggctggtctc catggtcc^a gtg^ccticc. tgttctacga gctgtggcaa tggaattcag 1200 

cagcgcggcc gctcctgcga' tegcctcaac aaccgatgtg agggctcctc ggtccagaca 1260 

cggacctgcc . acattc?LSr*ja gfcgtgac^aa agatttaaac aggatggtgg ctggagccac 1320 

tggtccccgt ggtcatcttg- ttctj^tgaca-. tgtggtgatg gtgtgatcac aaggatccgg 1380 

ctctgcaact ctcccagc'cc\ ccagatgaat -gggaaaccct gtgaaggcga agcgcgggag 144 0 

accaaagcct gcaagaaaga - cgoctgcccc atcaatggag gctggggtcc ttggtcacca 1500 

•tgggacatct gttctgfccac ctfcrtggagga ! ggggtacaga aacgtagtcg tctctgcaac 1560 

aaccccgcac cccagttt'gg; aggipaa^gac.^tgcgttggtg atgtaacaga aaaccagatc 1620 

tgcaacaagc aggactgtcc . aattgatgga .tgcctgtcca atccctgctt tgccggcgtg 1680 

aagtgtacta gctaccctga -fcggcagctgg aaatgtggtg ctfcgtccccc tggttacagt 1740 

ggaaatggca tccagt^gcac * agatgfctgat gaggtgtgca agccccgtaa cccctgcacg 1800 

gatgggaccc acgactgcaa c^agaacgcc. aagtgcaact acctgggcca ctatagcgac 1860 

cccatgtacc gctgcgagtg fcaicfcctggc tacgctggca atggcatcat ctgcggggag 1920 

gacacagacc tgga^tggct^.- gcpcaatgag . aacctggtgt gcgtggccaa tgcgacttac 1980 

cactgcaaaa aggataafctg ccccaaccj:fc cccaactcag ggcaggaaga ctatgacaag 2040 

gatggaattg gt^a'tgcptg tgatgatgad gatga'caatg ataaaattcc agatgacagg 2100 

gacaactgtc catitccatta caacccagcfc cagtatgact atgacagaga tgatgtggga 2160 

gaccgctgtg acaactgtcp ctacaacca-c aacccagatc aggcagacac agacaacaat 2220 

ggggaaggag acgectgtgc tgcagacatt gatggagacg gtatcctcaa tgaacgggac 2280 

aactgccagt acgfcctaeaa tgtggacfcag agagacactg atatggatgg ggttggagat 2340 

cagtgtgaca .att'gcccctt' ggaacacaat ccggatcagc tggactctga ctcagaccgc 2400 

attggagata cctgtga'caa caatcaggat .attgatgaag atggccacca gaacaatctg 2460 

gacaactgtc cctat'g^gcc v caat^ccaac : caggctgacc atgacaaaga tggcaaggga 2520 

gatgcctgtg- accapgatga tgacaacgat ggcattcctg atgacaagga caactgcaga 2580 

ctcgtgccca* atcccgacca\gaaggac1;cjt gacggcgatg gtcgaggtga tgcctgcaaa 2640 

gatgattttg- accafc^cag ' tgtgcc'agac atcgatgaca ' fcctgtcctga gaatgttgac 2700 

atcagtgaga . ccga'tttccg ; cc^a'ttcbag atgattcctc tggaccccaa agggacatcc 2760 

caaaatgacc ctaactgggt tgta.cgc.cat cagggtaaag aactcgtcca gactgtcaac 282 0 

tgtgatcctg ^c^cgGtgt>ag^t;tatgat . gagtttaatg ctgtggactt cagtggcacc' 288 0 

ttcttcatqa acacc^aa^ .ggacgat^ac .tatgctggat ttgtctttgg ctaccagtcc 2940 

agcagccgct . . ^"ttatgt^gt: Vga tgtggaag caagt caccc agtcctac tg ggacaccaac 3 000. 

cccacgaggg f ctca"ggga;t£ c tcgggcc tt tc tgtgaaag t tgtaaac tc • caccacaggg- 3060 

cctggCgagc; : : acc'tgcg^ cacacaggaa acacccctgg ccaggtgcgc 3120 

accctgt ggc . atgacc^'cg tcacafcaggc ' tggaaagat t tcaccgcc ta cagatggcg t 3180 

ctcagccaca ggccaak^ tgtatgaagg. gaagaaaatc 3240 

atggctgact caggacccafc' ctafegata'aa* acctatgctg gtggtagact agggttgttt 33 00 
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gtcttctctd aagaaatggt .gttcttctct gacctgaaat acgaatgtag agatccctaa 3360 

<210> 442 
<211> 2833 ■ 

<212> DNA - " * 

<213> Artificial/ sequence 

<220> 

<223> A novel predicted alternative, spliced variant 
<400> 442. -". '.•,/.-, . ' . . 

atgctggccc c^cgeggagc cgccgtcctc ctgctgcacc tggtcctgca gcggtggcta 60 

gcggcaggcg ccc'aggccac cccccaggtc tttgaccttc tcccatcttc cagtcagagg 120 

ctaaacccagf gcgctctgct igccagtcctg acagaccccg ccctgaatga tctctatgtg 180 

atttccacct ' tcaagctgca gaptaaaagt • tcagccacca tcttcggtct ttactcttca 240 

actgacaaca gtaaatattt .tgaattt'act gtgatgggac gcttaagcaa agccatcctc 3 00 

cgttacctga agaacgatgg gaaggtgcat ttggtggttt tcaacaacct gcagctggca 360 

gacggaaggc ggca'cag'gat. .cctcqtgagg ctgagcaatt tgcagcgagg ggccggctcc 420 

ctagagctct acctggactg* * catccag'gtg- gattccgttc acaatctccc cagggccttt 480 

. gctggcccct cccagaaacc. tgagaccatt" gaattgagga ctttccagag gaagccacag 540 

gacttcttgg aagagctgaa gctggtggtg agaggctcac tgttccaggt ggccagcctg 600 

caagactget tcctgcagca' gagtgagcca ctggctgcca caggcacagg . ggactttaac 660 

cggcagttct ttrggtcaaat . gacacaatta aaccaactcc tgggagaggt gaaggacctt 720 

ctgagacagc- ajggttaaggsi-' aacatcattt ttgcgaaaca ccatagctga atgccaggct 780 

tgcggtcctc 'tcaagtfctca gtctcpga'cc ccaagcacgg tggtcgcccc ggctccccct 840 

gcaccgccaa cacgcccacc 'tcgtcggtgt gactacaacc catgtttccg aggtgtccaa 900 

tgtaccgaca .gta^gatgg .cttccagtgt gggccctgcc ccgagggcta cacaggaaac 960 
gggatcacct gtattgatgt tgatgagtgc aaataccatc cctgctaccc gggcgtgcac . 1020 

tgcataaatt tgtctcctgg '• cttcagatgt ■ gacgcctgcc cagtgggctt cacagggccc 1080 

atggtgcagg gtgttgggat . cagttttgcc ■ aagtcaaaca agcaggtctg cactgacatt 1140 

gatgagtgt'c gaaatggasc i -gtgcgttccc aactcgatct gcgttaatac tttgggatct 1200 

taccgctcjtg ggccttgtaa gccgggcftat actggtgatc agataagggg atgcaaagtg 1260 

gaaagaaact , gcagaaaccc ag^gctgaac ccttgcagtg tgaatgccca gtgcattgaa 1320 

gagaggcagg gggatgtigac ;".atgtgtgtgt tjgagtcggtt gggctggaga tggctatatc 1380 

tgtggaaagg atgtgga'cat; icgacagttac. cccgacgaag aactgccatg ctctgccagg 1440 

aactgtaaaa aggaca'actg : " caaatatgtg ccaaattctg gccaagaaga tgcagacaga 1500 

. gatggcattg gcgacgcttg^^ .^gacgaggat gctgacggag atgggatcct gaatgagcag. 1560 

gataactgtg .tbdtgattp^^taat^g^ac caaaggaaca gcgataaaga tatctttggg 1620 

gatgcctgtg ataa'ctgcct'. .^^jgtctta aataacgacc agaaagacac cgatggggat 1680 

ggaagaggag^'atgcptgbga. tgatgacatg gatggagatg gaataaaaaa cattctggac 1740 

aactgcccaa aatttc'ccad\ tcgtg^LCcaa" cgggacaagg atggtgatgg tgtgggggat 1800 

gcctgtgaca.gtt9tcctga.tgtcagcaa.c cc gatggagatg ggcaccagga 1860 

cagcacagao .aactgcc'c,ca>. ccgtcattaa cagtgcccag ctggacaccg ataaggatgg 1920 

aa'ttggtgac ^gtgtgatg'. atgatgatga 'caatgatggt atcccagacc tggtgccccc 198 0 
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tggaccagac 

agtgggagac 

ctgcccagag 

ggatcctgaa 

gattgtacag 

agttgacttc 

.tatctttggc . 

gacatattgg 

tgtgaagtct 

caccagtgac 

ggtgtcctac 

ttatgaaggc 

aggccgactt 

tcgctgcaat 

cttcgataat 



aactgccggc 
atctgfcgagt 
aacgcagagg 
ggggatgccc 
acaatgaaca 
gaagg^a'cct 

taccaagata. 

caagccaccc 

aagacagS[t.c\ 

caggtcaggc 

cgctgg£tcc. 

tctg£LgtVgg. 

ggcgttttct 

gacaccatcc 

taa* 



■.fcggtccccaa; 
ctgactfcfcga 
tcacccfcgac 
agatcgatcc 
gtgatectgg 
tccatgtgaa 
gctccagrctt 
catfcccgagc 
cag'gggagoa 
tgctgtggaa 
tacagcacag 
tggctgaatc 
gcttcfcctc'a 
cfcgaggactt 



cccagcccag 
ccaggaccag 
cgacttcagg 
caactgggtg 
cctggcagtg 
tacccagaca 
ctacgtggtc 
agttgcagaa 
tctccggaac 
ggactccagg 
gccccaggtg 
tggcgtcacc 
agaaaacatc 
ccaagagttt 



gaggatagca 
gtcatcgatc 
gcttaccaga 
gtcctgaacc 
gggtacacag 
gatgatgact 
atgtggaagc 
cctggcattc 
tccctgtggc 
aatgtgggct 
ggctacatca 
atagacacca 
atctggtcca 
caaacccaga 



acagcgacgg 
ggatcgacgt 
ccgtgggcct 
agggcatgga 
cttttaatgg 
atgcaggctt 
agacggagca 
agctcaaggc 
acacggggga 
ggaaggacaa 
gggtacgatt 
caatgcgtgg 
acctcaagta 
atttcgaccg 



<210> 443 . . 

<211> 1471 ; ...v.- ... . 
<212> DNA ; ; '. j.. '. \ I 
<213> Artificial;:, sequence 

•-*'•■.*.■-■ • " ' 

<220> ."' . : " 

<223> A novel. predicted .alternative spliced variant 

. <400> 443 . : *, / 
atgagggtcc- tgggtgggcg ctgcgg^gcg. ccg.ctggcgt gtctcctcct agtgcttccc 

gtctcagagg caaacc,fctc£ gtcaaagcact caggcttcac aagtcctggt taggaagcgt 

cgtgcaaatt ctttactfcga. agaaac'caaa cagggtaatc ttgaaagaga atgcatcgaa 

gaactgtgca ataaagaaga, .agccagggag gtctttgaaa atgacccgga aacgtttgtc 

ttcgctcttt tcaaactggg • ttattcactg[ ctgcacgtca gtcaactaat "gcttatcctg 

acctaagaag ctgt'gtcaat: gccattcc'ag accagtgtag tcctctgcca tgcaatgaag 

atggatatat gagctgcaaa. gatg^aaaag cttcttttac ttgcacttgt aaaccaggtt 

ggcaaggaga . aaa^rtgtgaa tttgacataa atgaatgcaa agatccctca aatataaatg 

gaggttgcag tcaaatttgt .gataatacac ctggaagtta ccactgttcc tgtaaaaatg 

gttttgttat gctbtcaaat aagaaagatt gtaaagatgt ggatgaatgc tctttgaagc 

caagcatttg tggcacagct : gtgtgcaaga acatcccagg agattttgaa tgtgaatgcc 

ccgaaggcta/ cagajb&'taati.. etcaaatcaa agtcttgtga agatatagat gaatgctctg. 

agaacatgtg .tgctcagcfct'^ accctggagg ttacacttgc tattgtgatg 

ggaagaaagg attcaaad^t , gcc.caaga.tt? agaagagttg tgaggttgtt tcagtgtgcc 

ttcccttgaa ccbtgacaipa aacftatgaat tactfctactt ggcggagcag tttgcagggg 

ttgttttata.tttaaaattt .cgfcttgccag aaatfcagcag attttcagca • gaatttgatt 

tccggaca'ta; ; £ga£fccag^ tgt^cgcaga atctatcgat cactcagcgt 

ggctcctgat. tgc^cttcgt: ggtggiaa'ga ' ttgaagttca gcttaagaat gaacatacat 



2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2833 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
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ccaaaatcac aactggaggt. gatgttatta ataatggtct atggaatatg gtgtctgtgg 1140 

aagaattaga acatagtatt agcattaaaa tagctaaaga agctgtgatg gatataaata . 1200 

aacctggacc cctttttaag ccggaaaatg gattgctgga aaccaaagta tactttgcag 1260 

gattccctcg gaaagtggaa. agtgaactca ttaaaccgat taaccctcgt ctagatggat 1320 

gfcatacgaag ctggaatfctg atgaagc'aag gagcttctgg aataaaggaa attattcaag 13 80 

aaaaacaaaa £aagcat£gc .ctggttactg tggagaaggg ctcctactat cctggttctg 1440 

gaattgct ca atttcacajta . gattataata " a " 14 71 

<2X0> 444- ' '. 

<211> 8319 
<212> - DNA 

<213> Artificial sequence 
<220> .- 

<223> A novel predicted aiteruatiye spliced variant 
<400> 444 . ' v; \ '.; **.' 

atgattcctg ccagatttgc: .cggggtgctg cttgctctgg ccctcatttt gccagggacc 60 

ctttgtgcag ,aaggaactcg- cggcaggtca tccacggccc gatgcagcct tttcggaagt 120 

gacttcgtca acacctttga. tgggagcatg. tacagctttg cgggatactg cagttacctc 180 

ctggcagggg gctgccagaa acgctccttc tcgattattg gggacttcca gaatggcaag 240 

agagtgagcc tctc'cgtgta tcttggggaa ttttttgaca tccatttgtt tgtcaatggt 300 

accgtgacac agggggacca. aagagtctcc atgccctatg cctccaaagg gctgtatcta 360 

gaaact'gagg ctgggtacta caagctgtcc ggtgaggcct . atggctttgt ggccaggatc 420 

gatggcagcg 'gcaactfctca/.agtcctgctg. tcagacagat acttcaacaa gacctgcggg 480 

ctgtgtggca acttfcaacat .■ ctttgctgaa gatgacttta tgacccaaga agggaccttg 540 

acctcggacc cttatgacitt. tgccaactca. tgggctctga gcagtggaga acagtggtgt 600 

gaacgggcat • ctcctcccag>cagctcatgc. aacatctcct ctggggaaat gcagaagggc 660 

. ctgtgggagc agtgccasct" tctgaagigc acctcggtgt ttgcccgctg ccaccctctg 720 

gtggaccccg agccttttgt ggccctgtgt gagaagactt tgtgtgagtg tgctgggggg 780 

ctggagtgcg .cctgccctgc cctcc.tggag tacgcccgga cctgtgccca ggagggaatg 840 

gtgctgtacg gctggaccga ccacagcgcg . tgcaagggac agctcctgga tgaaggcctc 900 

tgcgtggaga gcaccgagtg tccctgcgtg cattccggaa agcgctaccc tcccggcacc 960 

tccctctctc g'agactgcaa cacctgcatt; tgccgaaaca gccagtggat ctgcagcaat 1020 

. gaagaatgtc * caggggagtg ccttgtcact ggtcaatccc acttcaagag ctttgacaac 1080 

agatacttca ccttcagtgg^gatctgccag: taccfcgctgg cccgggattg ccaggaccac 1140 

tccttctcca .ttgtca'ttga; gactgtccag tgtgctgatg accgcgacgc tgtgtgcacc 1200 

cgctccgtca ccgtcqggct gcct;ggcctg cacaacagcc ttgtgaaact gaagcatggg 1260 

gcaggagttg ccat:gga£gg ; ccaggacatc cagctccccc tcctgaaagg tgacctccgc 132 0 

atccagcata Cagfcgacggc . ctccgtgcgc; ctcagctacg gggaggacct gcagatggac 1380 

tgggatggcc.gcgggaggcti. gctggtgaag ctgtcccccg tctacgccgg gaagacctgc 1440 

ggcctgtgtg 0gaattabaa • tggcaaccag ggcgacgact tccttacccc ctctgggctg 1500 

gcagagcc'cc gggtgg^ tgcacgggga ctgccaggac 1560 • 

ctgcagaagc agcac^gcgai: tcccfcgcgec ctcaacccgc gcatgaccag gttctccgag 1620 
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gaggcgtgcg cggtcctgac gtcccccaca ttcgaggcct gccatcgtgc cgtcagcccg 1680 

ctgccctacc tgcggaactg .ccgctacgac gtgtgctcct gctcggacgg ccgcgagtgc 1740 

ctgtgcggcg ccctggccag ctatgccgcg gcctgcgcgg ggagaggcgt gcgcgtcgcg 1800 

tggcgcgagc caggccgctg tgagctgaac tgcccgaaag gccaggtgta cctgcagfcgc 1860 

gggaccccct gca'acctgac ctgccgctct ctctcttacc cggatgagga atgcaatgag 1920 

gcctgcctgg .agggptgctt ctgcccccca gggctctaca tggafcgagag gggggactgc 1980 

gtgcccaagg cccagtgccc ctgtt'acfcat. gacggtgaga tcttccagcc agaagacatc 2040 

ttctcagacc atcacaccat gtgctactgt. gaggatggct tcatgcactg taccatgagt 2100 

ggagtccccg gaagcttgct gcctgacgct gtcc^cagca gtcccctgtc tcatcgcagc 2160 

aaaaggagcc . tatcctgfccg. gcccqccatg gtcaagctgg tgtgtcccgc tgacaacctg 2220 

cgggctgaag ggctbgagtg taccaaaacg tgccagaact atgacctgga gtgcatgagc 2280 

atgggct'gtg - tctctggctg ; cctcfcgcccc ccgggcatgg tccggcatga .gaacagatgt 2340 

gtggccctgg aaaggt^rtcc ctgcttccat ' cagggcaagg agtatgcccc tggagaaaca 2400 

gtgaagattg gcfcgcaacac ttgfcgtctgt cgggaccgga agtggaactg cacagaccat 2460 

gfcgtgtgatg cca'qgtgictc cacgatcggc atggcccact acctcacctt cgacgggctc 252 0 

aaatacctgt tccccgggga gtgccagtac gttctggtgc aggattactg cggcagtaac 2580 

cctgggacct ttcggatcct agtggggaat aagggatgca gccacccctc agtgaaatgc 2640 

aagaaacggg tcaqcatcct ggt,ggaggga ggagagattg agctgtttga cggggaggtg 2700 

aatgtgaaga ggccqatgaa ggatgagact cactttgagg tggtggagtc tggccggtac 2760 

atcattctgc tgctgggcaa;. agcc'ctctcc gtggtqtggg accgccacct gagcatctcc 282 0 

gtggtcctga agcagacafca ccaggagaaa gtgtgtggcc tgtgtgggaa ttttgatggc 2880 

atccagaaca atga'cctqac. cagcagcaac ctccaagtgg aggaagaccc tgtggacttt" 2940 

g&gaactcct ggaaagtgag. ctcgcagt^t gctgacacca gaaaagtgcc tctggactca 3000 

tcccctgcca ccfcgfccataa ^caacafccatg aagcagacga tggfcggattc cfccctgtaga 3 060 

atccttacca gtgacgtctt- ccaggactgc.aacaagctgg tggaccccga gccatat'ctg 3120 

gatgtctgca tttacgadac ctgcfccdtjjt .gagtqcattg gggactgcgc ctgcttctgc 3180 

gacaccattg ' ctgcctatgc ; c.cacgt^fcgjt- gcccagcatg gcaaggtggt gacctggagg 3240 

. acggccacat tgtgcccqca : gagctgjcgag' gagaggaatc tccgggagaa cgggtatgag 33 00 

tgtgagtggc gct^taacag ctgtgcacct gcctgtcaag tcacgtgtca gcaccctgag 33 60 

ccactggcct gccctgtgca . gtgtgtggag ggctgccatg cccactgccc tccagggaaa 3420 

atcctggatg agcttttgca . ga'cctgc^tt gaccctgaag actgtccagt gtgtgaggtg 3480 

gctggccggc gtt'ttgdctc-aggaaagaaa gtcaccttga atcccagtga ccctgagcac 3540 

tgccagattt gqqaptgtga tgtbgtqaac ctqacctgtg aagcctgcca ggagccggga 3600 

ggcctggtgg. .tgqq£cqcaq : agatgccccg gtgagcccca ccactctgta tgrtggaggac 3660 

atctcggaac dgccgtt^ca; agat^ttctac tgcagcaggc tactggacct ' ggtcttcctg -. 3720 

qtggatggct cctcca^gbtr gtqcga^gq't gagtttgaag tgctgaaggc cfcttgtggtg 3780 

gaqatgatgg agcggfcjtgcg*. qatqt^ccag aagtgrggtcc. gcgtggdcgt ggtggagtaq 3840 

caqgaqggct-cqqacgqqfca qatfcgggqfcc aaggacqgga agcgacqgtc agagctgcgg 3900 
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cgcattgcca gccaggtgaa gta,tgcgggc agccaggtgg cctccaccag cgaggtcttg 3960 

aaatacacac tgttccaaat cttcagcaag atcgaccgcc ctgaagcctc ccgcatcgcc 4 020 

ctgctcctga tggccagcca ggagccccaa cggatgtccc ggaactttgt ccgctacgtc 4 080 

cagggcctga agaagaagaa ggtcattgtg atcccggtgg gcattgggcc ccatgccaac 4140 

ctcaagcaga tccgcctcat cgagaagcag gcccctgaga acaaggcctt cgtgctgagc 4200 

agtgtggatg agctgga'gtsa gcaaagggac gagatcgtta gctacctctg tgaccttgcc 4260 

cctgaagccc ctcctccfea'c ' tcj^gc'ccccc cacatggcac aagtcactgt gggcccgggg 4320 

ctcttggggrg .tttcgaccct ggggcccaag aggaactcca tggttctgga tgtggcgtfcc 4380 

gtcctggaag gat.cggadaa aattggtgaa gccgaCttca acaggagcaa ggagttcatg 4440 

gaggaggtga tfccagcggat ggatgtgggc caggacagca tccacgtcac ggtgctgcag 4500 

tactcctaca tggtgaccgt .gga^rtacccc ttcagcgagg cacagtccaa aggggacatc 4560 

ctgcagcggg tgcgagagat ccgctiaccag ggcggcaaca ggaccaacac tgggctggcc 4620 

ctgcggtacc tctctgacca.cagcttcktg gtcagccagg gtgaccggga gcaggcgccc 4680 

aacctggtct acatggtcaQ'cggaaatcct gcctctgatg agatcaagag gctgcctgga 4740 

gacatccagg tggtgcccat tggagtgggd cctaatgcca acgtgcagga gctggagagg 4800 

attggctggc ccaatgcc'cc. tafecctcatc . caggactttg agaccj-ctccc ccgagaggct 4860 

cctgacctgg tgctgcagdg gtgctgctcc ggagaggggc tgcagatccc caccctctcc 4920 

cctgcacctg actgcagcca- gcccctggaq gtgatccttc tcctggatgg ctcctccagt -4980 

ttcccagctt ctfcatt;ttga .tgaaatgaag agtttcgcca aggctttcat ttcaaaagcc 5040 

aatatagggc ctcgtctcac- tcaggtgtca gtgctgcagt atggaagcat caccaccatt 5100 

gacgtgccat ggaacgtggt- cccggagaaa gcccatttgc. tgagccttgt ggacgfccatg 5160 

cagcgggagg gaggccccag ccaaatcggg.gatgccttgg gctttgctgt gcgatacttg 5220 

acttcagaaa fcgcatggtgc, caggccggga gcctcaaagg cggtggtcat cctggtcacg , S280 

gacgtctctg tggattcfagfc ggatgcagca gctgatgccg ccaggtccaa cagagtgaca 5340 

gtgttcccta ttggaattgg agatcgetac gatgcagccc agctacggat • cttggcaggc 5400 

ccagcaggcg acfcccaacgfc/ ggtgaagctic cagcgaatcg aagacctccc taccatggtc 5460 

accttgggca attcct^qct ccacaaactg tgctctggat ttgttaggat ttgcatggat 5520 

gaggatggga atgagaagagr.- gcccggggac gtctggacct tgccagacca gtgccacacc 5580 

gtgacttgcc agccagatgg " ccagacc£tg ctgaagagtc atcgggtcaa ctgtgaccgg 5640 

gggctgaggc cttcgtgccp .taacagcdag tccpctgtfca aagtggaaga gacctgtggc 5700 

tgccgctgga cctgcccctg cgtgtgc^ca. ggcagqtcca ctcggcacat cgtgaccttt 5760 

gatgggcaga atttcaagct gactggcagc. tgttcttatg tcctatttca aaacaaggag - 5820 

caggacctgg aggtgattct; : ccataatggt: gcctgcagcc ctggagcaag gcagggctgc 5880 

atgaaatcca tcgaggtgraa gcacagtgcc ctctccgtcg agctgcacag tgacatggag . 5940 

gtgacggtga atgggagact ggtctctgtt ccttacgtgg gtgggaacat ggaagtcaac 6000 

gtttatggtg c^tcat:£ca; . tgaggtcaga ttcaatcacc 6060 

actccacaaa -.acaatgagfet ccaa'c tgcag/ ctcagcccca agacttttgc ttcaaagacg 6120 

tatggtctgt ^g&ga£ptig ^ .tgat^gsaac ggagccaatg acttcatgct gagggatggc - 6180. 

acagtcacc*a- : cagacfcgtfaa;aacyptt:gt:t caggaatgga ctgtgcagcg gccagggcag 6240 
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acgtgccagc ccatcctgga ggagcagtgt ctjt'gtccccg acagctccca cfcgccaggtc 6300 

ctcctcttac cactgtt'tgc tgaatgccac aaggtcctgg ctccagccac attctatgcc 6360 

atctgccagc aggacagttg; qcaccaggag caagtgtgtg aggtgatcgc ctcttatgcc 6420 

cacctctgtc ggaccaacgg ggtctgcgtt gactggagga cacctgattt ctgtgctatg 6480 

tcatgcccac catctctggfc ctacaaccac tgtgagcatg gctgtccccg gcactgtgat 6540 

ggcaacgtga gctqctgtgg ggaccatacg tccgaaggct gtttctgccc tccagataaa 6600 

gtcatgttgg aaggcagctg. tgtccCt; : ga.a gaggcctgca' ctcagtgcat tggtgaggat 6660 

ggagtccagc accagttqcfc -ggaacjrcqtgg gtcccggacc .accagccctg tcagatctgc 6720 

acatgcctca gcgggqggaa- ggtcaactgc acaacgcagc catgccccac ggccaaagct 6780 

cccacgtgtg gcctgtgtga -agtagcccgc ctccgccaga atgcagacca gtgctgcccc 6840 

gagtatgagrt gfcgtgtgtga, icccSigtgigc fcgtgacctgc ccccagtgcc tcactgtgaa 6900 

cgtggcctcc agcccacact" gacqk'accct ggcgagtgca gacccaactt cacctgcgcc 6960 

tgcaggaagg aggagtgcaa aagagt^fecc ccaccctcct gccccccgca ccgtttgccc 7020 

acccttcgga agacccagtg ' ctgtga]bgag fcafcgagtgtg cctgcaactg tgtcaactcc 7080 

acagtgagct gtcc'ccttgg gtacttggrcq- tcaaccgcca ccaatgactg tggctgtacc 7140 

acaaccacct gccttcccga" cadggtgtgt gtc'caccgaa gcaccatcta ccctgtgggc 7200 

cagttctggg aggagggct^r" cgatgtgtgc. acctgcaccg acatggagga tgccgtgatg 7260 

ggcctccgcg tggcccagtg. qtccca'gaag ccctgtgagg acagctgtcg gtcgggcttc 7320. 

acttacgttc tgcatgaagg cgagtgctgt ggaaggtgcc tgccatctgc ctgtgaggtg 73 80 

gtgactggct cacpgcgg^rg.- ggactcccag tcttcctgga agagtgtcgg ctcccagtgg 7440 

gcctccccgg agaacac.ctg.-cctgatcaat gagtgtgtcc gagtgaagga ggaggtcttt 7500 

atacaacaaa ggaaqgt.qtc ctgqccqcag. "qtggaggfccc ctgtctgccc ctcgggcttt 7560 

cagctgagct gtaacjacqtc -agcgtgctgc ccaagctgtc gctgtgagcg catggaggqc 7620 

tgcatgctca atggcactgt-'^ttgggcqc gggaagactg tgatgatcga tgtgtgcacg. 7680 

acctgccgct gcatggtgca ggtgggggtc atctctggat tcaagctgga gtgcaggaag 7740 

accacctgqa acqqctgccq* cctgjggttac aaggaagaaa ataacaqagg tgaatgttgt 7800 

gggagatgtt tgqqtacggc tt^qacc^tt cagcfcaagag gaggacagat catgacactg 7860 

. aagcgtgatg. agadgct'cca ggatggqtgt: ga'tactcact tctgcaaggt caatgagaga 7920 

; ggagagtaqt -tctggga^gaa • gagggtcaca -ggctgcceac cctttgatga acacaagtgt 7980 

ctggctgagg gag^taaaat . tatgaaaatfc- ccaggcacct gqtgtgacaq atgtgaggag 8040 

cctgagtgca acga,catcac i^tgcc'aggctg cagtatgtca ■ aggtgggaag Gtgtaagtqt 8100 

gaagtagagg tggatatcca qtactigcqag ggc'a'aatgtg ccagcaaagq qatgtactqc 8160 

attgacatca aqgatgtgca- ggaccagtgc tcctgctgct ctccgacacg gacggagqqq 8220 

atgcaggtgg ccctgcactg;".cacqaafegge' tctgttgtgt accatgaggt fcctcaatgcc 8280 

atggagtgca "aatgctqqcc- caggaagtgc agcaagtga 8319 

..<2io* ; .44s \ ; \-. : , . . 

'.<2ii>- 83;4i \-\ ;v. : '% 

<2i2> dna v,':; * " 

<213> Artif icial j seqUenqe '"' 
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<220> ' 

<223> A novel, predicted alternative spliced variant 
<400> 445 

atgattcctg ccagat'ttgc. cggggtgctg cttgctctgg ccctcatttt gccagggacc 60 

ctttgtgcag aaggaactcg. cggcaggtca tccacggccc gatgcagcct tttcggaagt 120 

gacttcgtca acacctttga tgggagcatg tacagatttg cgggatactg cagttacctc 180 

ctggcagggg gctgccagaa . acgctcettc tcgattattg gggacttcca gaatggcaag 240 

agagtga'gcc tctccgtgfta tcttggggaa ttttttgaca tccatttgtt tgtcaatggt 3 00 

•accgtgacac agggggacCa .aagagtctcc atgccctatg cctccaaagg gctgtatcta 360 

gaaactgagg. ctgggtacta caagcjbgtcc ggtgaggcct atggctttgt ggccaggatc 420 

gatggcagcg .gcaact.ttca agtcctgcitg tcagacagat acttcaacaa gacctgcggg 480 

ctgtgtggca act.tfcaacat . ctttgctgaa "gatgacttta tgacccaaga agggaccttg 540 

.acctcggacc cttatgactt . tgccaactca tgggctctga gcagtggaga acagtggtgt 600 

gaacgggcat ctcctcccag cagctcatgc aacatctcct ctggggaaat gcagaagggc 660 

ctgtgggagc agtgccagct tctgaagagc acctcggtgt ttgcccgctg ccaccctctg 720 

gtggaccccg agccttttgt ggccctgtgt gagaagactt tgtgtgagtg tgctgggggg 780 

ctggagtgcg cctgccctgc cctcctggag tacgcccgga cctgtgccca ggagggaatg 840 

gtgctgtacg gctggaccga ccacagcgcg; tgcagcccag tgtgccctgc tggtatggag 900 

tataggcagt gtgtg^ccc.q^ ttgcgccagg acctgccaga gcctgcacat caatgaaatg 960 

tgtcaggagc gatgcgtgga .tggc.tgca^c tgccctgagg gacagctcct ggatgaaggc 1020 

ctctgcgtgg aga^cacc^a gtgtcgctg'c gtgcattccg gaaagcgcta ccctcccggc 1080 

acctccctct ctcgagactg caacacctgc atttgccgaa. acagccagtg gatctgcagc 1140 

aatgaagaat gtccagggga gtgcctfcgtc actggtcaat cccacttcaa gagctttgac 1200 

aacagatact tcaccttcag tgggatctopc cagtacctgc tggcccggga ttgccaggac 1260 

cactccttct ccattgtcat tgagactgtc • cagtgtgctg atgaccgcga cgctgtgtgc 1320 

acccgctccg tcaccgtccg gctgcct'ggc ctgcacaaca gccttgtgaa actgaagcat 1380 

ggggcaggag ttgccatgga. . tggccag^ac atccagctcc ccctcctgaa agctgtcccc 1440 

cgtctacgcc gggaaga$ck gtigcfcctgcg tgggaa.ttac aatggcaacc agggcgacga 1500 

cttccttacc • ccctctgggc ^ gacttcggga acgcctggaa 1560 

gctgcacggg gactgccagg . acctgcagaa . gcagcacagc gatccctgcg ccctcaaccc. 162 0 

gcgcatgacc. agg^tctccg. aggaggcgtg cgcggtcctg acgtccccca cattcgaggc . 1680 

ctgccatcgt. gccgt.cagcc. cgctgcccta cctgcggaac tgccgctacg acgtgtgctc 1740 

ctgctcggac ggccgcgagt-.;gcc.tgtgcgg: cgccctggcc agctatgccg cggcctgcgc 1800 

Srgggagaggc. gtgc^cgtqg ; fcgtg^cgcga gccaggccgc tgtgagctga actgcccgaa 1860 

aggccaggtg tac^tg^gt- gcgggacccc* ctgcaacctg acctgccgct ctctctctta 1920 

cccggatgag 'gaatgca^afeg ' .aggcctgcct ggagggctgc ttctgccccc cagggctcta 198 0 

catggatgag . agggggg^t /gcgtgcccaa* ggcccagtgc. ccctgttact atgacggtga 204 0 

gatcttccagr ccagaag^cfa . tc£t^ca'ga'. cca.tcacacc atgtgctact . gtgaggatgg> 2100 

cttcatgcac >*g?acc^t^ : ^g^gt?cq cggaslgcttg ctgcctgacg ctgtcctcag 2160 

cagtcccctg tctcafccgca gcaaaag^ag cctatcctgt cggcccccca tggtcaagct 2220 
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ggtgtgfcccc gctgacaacc tgcgggctga agggctcgag tgtaccaaaa cgtgccagaa 2280 

ctatgacctg gagfcgcatga gcatgggctg tgtctctggc tgcctctgcc ccccgggcat 2340 

ggtccggcat gagaacagat gtgtggccct ggaaaggtgt ccctgcttcc atcagggcaa 2400 

ggagtatgcc. cptggagaaa cagt^aagat tggcfcgcaac acttgtgtct gtcgggaccg 2460 

gaagtggaac tgcacagaicc -atgtgtgtga tgc'cacgtgc tccacgatcg ' gcatggccca 2520 

ctacctcacc ttcgacgggc ' tcaaatacpt gttccccggg gagtgccagt acgttctggt 2580 

gcaggattac tgcggcagta acoctgggac ctttcggatc ctagtgggga ataagggatg 2640 

cagccacccc tcagtgaaat gcaa^aacg. ggtcaccatc ctggtggagg . gaggagagat 2700 

tgagctgttt .gacggggagg. tgaatgtgaa gaggcccatg aaggatgaga ctcactttga 2760 

ggtggtggag tctggccggfc acat.cattct gctgctgggc aaagccctct ccgtggtctg 2820 

ggaccgccac ctgagcatcfc. ccgtggtcct gaagcagaca taccaggaga aagtgtgtgg 2 880 

cctgtgttggg aattttgatg • gcafeccagaa caatgacctc accagcagca acctccaagt 2940 

ggaggaagac cctgtggact ttggcjaaetc ctrggaaagtg agctcgcagt gtgctgacac 3000 

cagaaaagtg cctctggact .catccccfegc.caccfcgccat aacaacatca tgaagcagac 3 060 

gatggtggat tcctcctgta gaatcctfeac cagtgacgtc ttccaggact gcaacaagct 3120 

ggtggacccc gag;ccatatc tggatgtctg catttacgac acctgctcct gtgagtccat 3180 

tggggactgc gcctgc t tt<?t ' gcgacaccat tgctgcctat gcccacgtgt gtgcccagca 324 0 

tggcaaggtg gtgacctgga ggacggccac attgtgcccc cagagctgcg aggagaggaa 33 00 

tctccgggag - '.aacg^gtatg agfcgt;gagtg gcgctataac agctgtgcac ctgcctgtca 3360 

agtcacgtgt .cagcaccctg agccactggc . ctgccctgtg cagtgtgtgg agggctgcca 3420 

tgcccacbgc cctccaggga aaatcctgcfa tgagcttttg cagacctgcg ttgaccctga 3480 

agactgtcca g^g£^gagg tggctggccg gcgttttgcc- tcaggaaaga aagtcacctt 3540 

gaatcccagt "gapcctgagc actgcca^gat- ttgccactgfc gatgttgtca acctcacctg 3600 

tgaagcctgc caggagccgg; gaggcctggt ggtg'cctccc acagatgccc cggtgagccc 3660 

caccactctg tatgtggagg acatctcgga' accgccgttg cacgatttct actgcagcag 3720 

gctactggac ctggtcttcc.-tgctggaitgg ctcctocagg ctgtccgagg ctgagtttga 3780 

agtgctgaag gcctttgtgg' t'ggagatgat ggagcggctg cgcatctccc agaagtgggt 3840 

ccgcgtggcc gtggiiggagt accac^cgg ctc.ccacgcc tacatcgggc tcaaggaccg 3 900 

gaagcgaccg tcagragc.tgd : ggcgbattgc .cagccaggtg aagtatgcgg gcagccaggt 3 960 

ggcctccacc" agcgjaggtct - tgaaata'cac. actgttccaa atcttcagca agatcgaccg 4020 

ccctgaagcc tccqgcat:cg;..ccatgctcct/gatggccagc caggagcccc aacggatgtc 4080 

ccggaacttt gtccgdta'cg' tccagggcct gaagaagaag aaggtcattg tgatcccggt . 4140 

Sjggcattggg ccdcafcgcca acctcaagcaL gatccgcctc atcgagaagc aggcccctga 4200 

.gaacaaggcc ttcgigctgfa,. gcagtgtgga tgagcfcggag cagcaaaggg . acgagatcgt . 4260 

tagctacctc • J tgtgadc j tjtg: ccccfegaagc ccctcctcct actcrtgcccc cccacatggc 4320 

acaagtcact' gt^gcc^gg ; ggc.tp^tggg ggtfctcgacc. ctggggccca agaggaactc 4380. 

catggttc t*g . gatgtggc^t \- tcgbfe'ctjgga aggatcggac' aaaa ttggtg aagccgac 1 1 4440 

caacaggagc.aagga^ica .tggaggagsrt gattcagcgg atggatgtgg gccaggacag 4500 
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catccacgtc a'cggfcgctgc agtactccta catggtgacc gtggagtacc ccttcagcga 4560 

ggcacagtcc aaaggggaca tcctgcagcg ggtgcgagag atccgctacc agggcggcaa 4620 

caggaccaac actgggctgg ccctgcggta cctctctgac cacagcttct tggtcagcca 4680 

gggtgaccgg gagcag"gcgc ccaacctggt ctacatggtc accggaaatc ctgcctctga 4740 

tgagatcaag aggctgcctg gagacatcca ggtggtgccc attggagtgg gccctaatgc 4800 

caacgtgcag gagetggaga. ggattggctg gcccaatgcc . cctatcctca tccaggactt - 4860 

tgagacgctc qcccgagagg ctcctgacct ggtgctgcag aggtgctgct ccggagaggg 4920 

gctgcagatc cccacccbc't ccpctgcacc tgactgcagc cagcccctgg acgtgatcct 4980 

tctcctggat: ggctcctcca- gtttcccagc ttcttatttt gatgaaatga agagtttcgc 5040 

caaggctttc atttcaaaag ccaatiatagg gcctcgtctc actcaggtgt cagtgctgca 5100 

gtatggaagc atcaccacca; ttgacgtgtfc atggaacgtg gtcccggaga aagcccattt 5160 

gctgagcctt gtggacgftca tgcagcggga gggaggcccc agccaaatcg gggatgcctt 5220 

gggctttgct gtgcgatact\ tgacttcaga aatgcatggt gccaggccgg* gagcctcaaa 5280 

ggcggtggtc atcctggtca cggaqgtctc. tgtggattca gtggatgcag cagctgatgc 534 0 

cgccaggtcc aacagagtga cagtgttGcc tajttggaatt . ggkgatcgct acgatgcagc 5400 

ccagctacgg atcttggcag gcccaigcagg cgactccaac gtggtgaagc tccagcgaat 54 60 

cgaagacc'tc cctaccatggr tcaccttggg caattccttc ctccacaaac tgtgctctgg 5520 

atttgttagg atttgcatgg -atgaggatgg. gaatgagaag aggcccgggg acgtctggac 5580 

cttgccagac cagtgccaca ccgtgacfctg ccagccagat ggccagacct tgctgaagag 5640 

tcatcgggtc aacfcgtgacc .gggggctgag gccttcgtgc cctaacagcc agtcccctgt 5700 

taaagtggaa gagacctgtg.' gctggcgctg gacctg'cccc tgcgtgtgca caggcagctc 5760 

cactcggcac atcgtgaccti ttgatgggca gaatttcaag ctgactggca gctgttctta .5820 

tgtcctattt caaaa'caagg. agcaggacct ggaggtgatt ctccataatg gtgcctgcag 5880 

ccctggagca aggcagggct gcatgaaatc catcgaggtg aagcacagtg ccctctccgt 5940 

cgagctgcac agtgaca.tgg. aggtgacg-gt gaafcgggaga cfcggtctctg ttccttacgt 6000 

gggtgggaac atg'gaa^tca; acgtttatgg tgccatcatg catgaggtca gattcaatca 6060 

ccttggtcac atcjfetcacat' tcac^qc^ca aaacaafcgag ttccaactgc agctcagccc 6120 

caagact'ttt ^cttcaaaga^/cge'atig^tct .gtgtgggatc tgtgatgaga acggagccaa 6180 

tgacttcatg .ctgagggatg gcacagtcac'. caicagactgg aaaacacttg ttcaggaatg 6240 

gactgtgcag cggccaggjjc. lagacgtgbca" gcccatcctg gaggagcagfc gtcttgtccc 6300 

cgacagctcc cactgac'agg tcctcbtctt accactgttt gctgaatgcc acaaggtcct 6360 

•ggctccagcc acattctatg ccatctgcca gcaggacagt fcgccaccagg agcaagtgtg 6420 

tgaggtgatc gcctcttatg cccacctctg tcggaccaac ggggtctgcg ttgactggag 6480 

gacacctgat \tt;ctgtgcta.- tgtcatgcc.c accatctctg gtctacaacc actgtgagca 6540 

tggctgtccc cggcaat^tg * atggcaacgt gagctcctgt ggggaccatc cctccgaagg 6600 

ctgtttctgrc cctcbagata "• aagtdaVgtt ggaaggcagc tgtgtccctg \ aagaggcctg . 6660 

cactcagjtgc ' attg^^gg ^tggagtcba gcaccagttc ctggaagcct gggtcccgga . 6720 

ccaccagccc.' fcgtcag^^tv gc^cats'cct cagcgggcgg aaggtcaact gcacaacgca 67 8 o" 

gccctgcccc acg^ccaaag ictcccacgta" tggcctgtgt gaagtagccc gcctccgcca 6840 
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gaatgcagac cagtgctgcc ccgagtatga gtgtgtgtgt gacccagtga gctgtgacct 6900 

gcccccagtg cctcactgtg aacgtggcct ccagcccaca ctgaccaacc ctggcgagtg 6960 

cagacccaac ttcacctgcg cctgcaggaa ggaggagtgc aaaagagtgt ccccaccctc 7020 

ctgccccccg caccgtttgc ccacccttcQf gaagacccag tgctgtgatg agtatgagtg 7080 

tgcctgcaac "tgtgtcaact ccacagtjgag. ctgtcccctt gggtacttgg cctcaaccgc 714 0 

caccaatgac tgtggctgta ccacaaccac ctgccttccc gacaaggtgt gtgtccaccg 7200 

aagcaccatc taccctgtsgg gccagttctg ggaggragggc tgcgatgtgt . gcacctgcac 7260 

cgacatggag gatgccgtga. tgggcctccg cgtggcccag tgctcccaga agccctgtga 7320 

ggacagctgt cggtjcgggct tcacttacgt tctgcatgaa ggcgagtgct gtggaaggtg 7380 

cctgccatct gcctptgagg. tggtgactgg ctcaccgcgg ggggactccc agtcttcctg 744 0 

gaagagtgtc ggctcccagt gggcctcccc ggagaacccc tgcctcatca atgagtgtgt 7500 

ccgagtgaag gaggaggtpt ttatacaaca aaggaacgtc tcctgccccc agctggaggt 7560 

ccctgtctgc ccctcgggct ttcagctgag ctgtaagacc tcagcgtgct gcccaagctg 7620 

tegctgtgag cgcatggagg cctgcatgct caatggcact gtcattgggc ccgggaagac 7680 

tgtgatgatc gatfcftgtgca cgracctcfccg ctgcatggtg caggtggggg tcatctctgg 7740 

attcaagctg gagtgcagga* agaccacctg caacccctgc cccctgggtt acaaggaaga 7800 

aaataacaca ggt*gaat'gt;t gtgggagatg tttgcctacg gcttgcacca ttcagctaag 7860 

aggaggacag atcatgacac tgaagcgtga tgagacgctc caggatggct gtgatactca 7920 

cttctgcaag gtcaatgaga gaggagagta cttctgggag. aagagggfcca caggctgccc 7980 

accctttgat gaacacaagt gtctggctga gggaggtaaa attatgaaaa ttccaggcac 8040 

ctgctgtgac acatgtgagg agcctgagtg caacgacatc actgccaggc tgcagtatgt a 100 

caaggtggga agctgtaagt . ctgaagtaga ggtggatatc cactacfcgcc • agggcaaatg 8160 

tgccagcaaa gccatgtact ccattgacat caacgatgtg caggaccagt gctcctgctg 8220 

ctctccgaca cggacggagc ccatgcaggt ggccctgcac tgcaccaatg gctctgttgt 8280 

gtaccatgag gttctpa^atg ccatg;gagtg caaatgctcc cccaggaagt gcagcaagtg 8340 

a • ? r ; : -;. ... . • 8341 

• <210> 446 - '. ' '.' _ . ' " ■- v 

<211> "8325;. " V- ■*■*:"-• 
<212> D!NA ' .;, v : '-/J ".; '-. ;'V 
<213> Artificial -seguenc^ . * '.- 

<220> " . • I *-. ' 

<223> A novel, predicted-, alternative* spliced, variant 
<400> 446 /'' .;'.'* 'V.. 

atgattcctg cca'gat'ttgc cggggtgctg cttgctctgg ccctcatttt gccagggacc. 60 

ctttgtgcag aaggaact'cg . cggcaggtca tccacggccc gatgcagcct tttcggaagt 120 

gacttcgtca. acacctttga , tgggagcatg tacagctttg cgggatactg cagttacctc 180 

ctggcagggg gctgccagaa^acgctccttc: tcgattattg gggacttcca gaatggcaag 240 

agagtgagcJc tctc'cgtgta tct'tggggaa ttttttgaca tccatttgtt tgtcaatggt 300 

accgtgacac agggggacfca-; aa^agtctcc atgccctatg cctccaaagg ' gctgtatcta . 360 

gaaactgagg ctgggtacta" caagfctgtcc ggtgaggcct atggctttgt ggccaggatc 420 
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gatggcagcg gcaactttca . agtcctgc.tg tcagacagat 
ctgtgtggca actttaacat ctttgctgaa gatgacttta 
acctcggacc cttatgactt tgccaacfcca tgggctctga 
gaacgggcat ctcctcccag cagctcatgc aacatctcct 
ctgtgggagc agtgccagct . tctgaagagc acctcggtgt 
gtggaccccg agccttttgfc ggccctgtgt gagaagactt 
ctggagtgcg cctgccctgc.ee tec tggag tacgcccgga 
gtgctgtacg gctggacqga ecacagcgcg tgcagcccag 
tataggcagt gtgtgtcccc - ttgegecagg acctgccaga 
tgtcaggagc. gatgcgtgga ■ tggctgeage tgecctgagg 
ctctgcgtgg agagcacpga gtgtccctgc' gtgcattccg 
acctccctct ctcgagactg caacacctgc. atttgecgaa 
aatgaagaat gtccagggga gtgpcttgtic actggtcaat 
aacagatact tcaccttcag tgggatcfegc cagtacctgc 
cactccttct ccattgtca.t tgagactgtc cagtgtgctg 
acccgctccg tcaccgtccg • gctgqctggc ctgcacaaca 
ggggcaggag ttgccatgga tg'gccaggac atccagctcc 
cgcatccagc atacagtgac . ggect ccgtg cgccfccagct 
gactgggatg gecgegggag . gctgctggtg .aagctgtccc 
tgcggcctgt gtgggaatta caatggcaap cagggegacg 
ctggcagagc cccgggtgga ggacttcggg aacgcctgga 
gaectgeaga agcagcacag- cgat'ccctjgc gccctcaacc 
gaggaggegt gcgcggfccct gacgtccccc; acattcgagg. 
ccgctgccct acctgeggaa. ctgccgctac . gacgtgtgct 
tgcctgtgcg gcgccctgge 'cagctatgcc gcggcctgcg 
gcgtggcgcg agccaggccg .ctgtgagtitg- aaotgeccga- 
tgcgggaccc'ccfcgcaacct gaccfcgccgc- tctetctctt 
gaggcctgcc tggagggctg : cttctgcccc cca'gggctct 
tgcgtgccca aggcccacftg cccct^fetac' * tatgaeggtg 
atcttctcag accatcacac;. .catgfegotae tgtgaggatg 
agtggagtcc cc^gaagctt ' getgectgad gctgtcctca 
agcaaaagga gcctatcctg: tcggccec'cc atggrtcaagc 
c tgeggge tg aagggctcga -ijt'g taccaaa; aegtgecaga 
agcatgggct gtgtctctgg - ctgcctctgc cccccgggca 
tgtgtggccc tggaaaggtg^.tccctgcttc catcagggca 
acagtgaaga ttggctgcaa- cacttgtgtc tgtegggace 
catgtgtgtg atgccacgtg ctccacgatc ggcatggecc 
.ctcaaatacc tgt;tccdcgg. gga : gtgccag tacgttctgg 
aaccctggga- ^qcttte^gak: cctaj^gggg ■ aataagggat 
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acttcaacaa 


gaectgeggg 


480 


tgacccaaga 


agggaccttg 


540 


gcagtggaga 


acagtggtgt 


600 


ctggggaaat 


gcagaagggc 


660 


ttgcccgctg 


ccaccctctg 


720 


tgtgtgagtg 


tgctgggggg 


780 


cctgtgccca 


ggagggaatg 


840 


tgtgccctgc 


tggtatggag 


900 


gcctgcacat 


caatgaaatg 


960 


gacagctcct 


ggatgaaggc 


1020 


gaaagegcta 


ccctcccggc 


1080 


acagecagtg 


gatctgeagc. 


1140 


cccacttcaa 


gagctttgac 


1200 


tggcccggga 


ttgecaggae 


1260 


atgaccgega 


cgctgtgtgc 


1320 


gccttgtgaa 


actgaagcat 


1380 


ccctcctgaa 


aggtgacctc 


1440 


aeggggagga 


ectgeagatg 


1500 


ccgtctacgc 


egggaagace 


1560 


acttccttac 


cccctctggg 


1620 


agetgeaegg 


ggactgccag 


1680 


cgcgcatgac 


caggttctcc 


1740 


cctgccatcg 


tgccgtcagc 


1800 


cctgctcgga 


cggccgcgag 


1860 


eggggagagg 


cgtgcgcgtc 


1920 


aaggccaggt 


gtacctgcag 


1980 


acceggatga 


ggaatgcaat • 


2040 


acatggatga 


gaggggggac 


2100 


agate ttcca 


gecagaagae 


2160 


gettcatgea 


ctgtaccatg 


2220 


geagtcccct 


gtctcatcgc 


2280 


tggtgtgtcc 


cgctgacaac 


2340 


actatgacct 


ggagtgcatg 


2400 


tggtceggea 


tgagaacaga 


2460 


aggagtatgc 


ccctggagaa 


2520 


ggaagtggaa 


ctgcacagac 


2580 


actacctcac 


ettcgaeggg 


2640 


tgcaggatt'a 


.ctgcggcagt . 


2700 


gcagccaccc 


ctcagtgaaa ' 


2760 
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tgcaagaasic gggtcaccat cctggtggag "ggaggagaga ttgagctgfct. tgacggggag 2820 
gtgaatgtga agaggcccat gaaggatgag actcactttg aggtggtgga gtctggccgg 2880 

tacatcattc tgctgctggg caaagcc.ctc. tccgtggtct gggaccgcca cctgagcatc 2940 

tccgtggtcc tgaagcagac ataccaggag aaagtgtgtg gcctgtgtgg gaattttgat 3 000 

ggcatccaga acaatgacct caccagcagc aacctccaag tggaggaaga ccctgtggac 3 060 

tttgggaact cctggaaagt gagctcgcag tgtgctgaca ccagaaaagt gcctctggac 3120 

tcatcccctg ccacctgcca taacaacatc atgaagcaga cgatggtgga ttcctcctgt 3180 

agaatcctta ccagtgacgt cttccaggac tgcaacaagc tggtggaccc cgagccatat 3240 

ctggatgtct' gcatttacga cacctgctcc tgtgagtcca ttggggactg cgcctgcttc 33 00 

tgcgacacca -ttgctgcdta tgccQacgtg tgtgcccagc atggcaaggt ggtgacctgg 33 60 

aggacggcca qattgt^bcrc /ccagagc.tgc gag^agagga atctccggga gaacgggtat 3420 

gagtgtgagt ggc?gc.tataa\; cagcfcgt^gca cctgCctgtc aagtcacgtg tcagcaccct 3480 

gagccac^gg dctgcpctkfc gcagt^gtg. gagggctgcc atgcccactg ccctccaggg 3540 

aaaatcctgg. atgagc£tt:t> gcaga<pct£c gtbgaccctg aagactgtcc agtgtgtgag 3600 

gtggctggcc ggcg^tfct'gc' ctcaggaaag aaagtcaact tgaatcccag tgaccctgag 3660 

cactgccaga .tttgccactg; tgatgttgtc aacctcacct gtgaagcctg ccaggagccg 3720 

ggaggcctgg -tgg;tgdctcc cacagatgcc ccggtgagcc ccaccactct gtatgtggag 3780 

gacatctcg;g aaccgccgtfc" gcacgat^tc tactgcagca ggctactgga cctggtcttc 3 84 0 

ctgctggatg .gctcctccag- gctgtccgag- - gctgagtttg aagtgctgaa ggcctttgtg 3 900 

gtggacatga ' tggagcggct gcgcatctcc cagaagtggg tccgcgtggc cgtggtggag 3 960 

taccacgacg gctcccacgo . ctacatcggg cfccaaggacc ggaagcgacc gtcagagctg 4020 

cggcgcattg ccagccaggt- gaagtatgcg ggcagcfeagg tggcctccac cagcgaggtc 408 0 

ttgaaataca cactgttcca. aafccttcagc aagatggacc gcqctgaagc ctcccgcatc 414 0 

gccctgctcc tgatggccag: ccaggagccc caacggatgt cccggaactt tgfcccgctac 4200 

gtccagggcc . t;ga%aag-aa ..gaaggfccafct gtgatcccgg tgggcattgg gccccatgcc 4260 

aacctcaagc agatccgcc^, catggag^ag caggcccctg' agaacaaggc cttcgtgctg 4320 

agcagtgtgg :atgagc.t^^.!gca^caaagg. gacgagatcg ttagctacct ctgtgacctt 4380 

gcccctgaag cccqtccfeicd/.tactq.tgacc" ccccacatgg cacaagtcac tgtgggcccg 4440 

gggctcttgg gggfettpgac cctgggg^cc aagaggaact .ccatggttct ggatgtggcg 4500 

ttcgtcctgg aag^tcgga caa^attggt: gaajgccgact tcaacaggag caaggagttc 4560 

atggaggagg .tgattcagc$r* gatg^tsrt^ .ggqcaigfgaca gcatccacgt cacggtgctg 4620 

cagtactcct -acatggVgac cgtggagtac .. cctaf;tcagcg aggcacagtc caaaggggac 4680 

atcctgcagc gsfgtgcgaga; •gafecqggtac- cag^gcggca acaggaccaa cactgggctg 474 0 

gccctgcggt a'cctptctga^ ccacstgcttc* ttggtcagcc agggtgaccg ggagcaggcg 4800 

cccaacctgg tctacatggt • paccggaaaf cctgccfcctg atgagatcaa gaggctgcct 4860 

ggagacatcc aggtggtgcc -cattggagtg ggecctaatg ccaacgtgca ggagctggag 4920 

aggattggct .ggcccaat:gc . .ccctatcctc atdcaggact ttgagacgct cccccgagag ; 4980 

gctcctgacc tgg^tgca-.gaggt'gctgp tccggagagg ggctgcagat ccccaccctc 5040 
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tcccctgcac ctgggcctcg tctcactcag gtgtcagtgc tgcagtatgg aagcatcacc 
accattgacg tgccatg^aa cgtggtcccg gagaaagccc atttgctgag ccttgtggac 
gtcatgcagc gggagggagg "ccccagcc'aa atcggggatg ccttgggctt tgctgtgcga 
tacttgactt cagaaatgca . tggtgccagg ' ccgggagcct caaaggcggt ggtcatcctg 
gtcacggacg . tcfcctgtgga ttcagtggat gciagcagctg atgccgccag gtccaacaga 
gtgacagtgt tccctattgg aattggagat cgctacgatg cagcccagct acggatcttg 
gcaggcccag caggcgactc caacgtggtg aagctccagc gaatcgaaga cctccctacc 
atggtcacct tgggcaattc cttcctccac aaactgtgct ctggatttgt taggatttgc 
atggatgagg atgggaatga gaacjaggccc ggggacgtct ggaccttgcc agaccagtgc 
cacaccgtga cttgcdagcc agatggccag accttgctga agagtpatcg ggtcaactgt 
gaccgggggc tgaggc'gtfcd gtgccctaac agccagtccc ctgttaaagt ggaagagacc 
tgtggctgcc gctggacctg.'pccctgcgbg tgcacaggca gctccactcg gcacatcgtg 
acctttgatg ggcagaa&bt' caagptgact. ggcagctgtt cttatgtcct atttcaaaac 
aaggagcagg/acctggaggt gai-tctccat- aatggtgcct gcagccctgg agcaaggcag 
ggctgcatga aafeiocaecga\ ggtgaagcac agtgccctct ccgtcgagct gcacagtgac 
atggaggtga cggtgaatgg, gagactggtc tctgt'tcctt acgtgggtgg gaacatggaa 
gtcaacgttt- atg<grtgccat catgcat'gag : gtcagattca atcaccttgg tcacatcttc 
acattcactc cacaaaacaa; tgagttccaa- ctgcagctca gccccaagac ttttgcttca 
aagacgtatg gtctgtgtgg. gafcctgtgat gagaacggag ccaatgactt catgctgagg 
gatggcacag tcaccacaga ctggaaaaca cttgttcagg aatggactgt gcagcggcca 
gggcagacgt gccagcccat cctggaggag cagtgtcttg tccccgacag ctcccactgc 
caggtcctcc . tcttaccact;. gtttgctgaa tgccacaagg tcctggctcc agccacattc 
tatgccatct gccagcagga ^cagttgccac caggagcaag. tgtgtgaggt gatcgcctct 
tatgcccacc tctgtcggac . eaacggggtc tgcgttgact ggaggacacc tgatttctgt 
gctatgtcat .gcccaceatic tctggfcctac aaccactgtg agcatggctg tccccggcac 
tgtgatggca acgtgagdtc .ctgtggggac catccctccg aaggctgttt ctgccctcca 
gataaagtca tgttggaagg cagctgtgte cctgaagagg cctgcactca gtgcattggfc 
gaggatggag tccagc^ca gttjcjptggaa gcqtgggtcc cggaccacca gccctgtcag* 
ate tgcacat r gccitcagdgg ' gcggaaggfcc aactgeacaa cgcagccctg ccccacggcc, 
aaagctccda'. cgtatggcct -gtgtgaa^ta gcccgcctcc gecagaatge agaccagtgc 
tgccccgagt atgagtgtgt gfcgtcfacdaa • gtgagctgtg acctgccccc agtgcctcac 
. tgtgaacgtg gcc't;dcagc^ cacactc^c.c .aaccctggcg agtgcagacc caacttcacc 
tgcgcctgca "ggaagg^gg^j^gcaaaaga gtgtccccac cctcctgccc cccgcaccgt 
ttgcccaccc ttcg-ga^gac ' ccagtgctgt gatgagtatg agtigtgcctg caactgtgtc 
aactccacag tga^ctgtcc .cattgggtao ttggcctcaa ccgccaccaa tgactgtggc 
tgtaccacaa ccacctgcct. tcccgacaag gtgtgtgtcc accgaagcac catctaccct 
gtgggccagt: tctgggagga- gggctgegat gtgtgcacct gcaccgacat ggaggatgee 
gtgatgggcc- tccgcgtiggc, ccagtgctcc cagaagccct ■ gtgaggacag ctgtcggtcg 
ggcttcactt aegttctgea- tgaaggegag. tgctgtggaa ggtgcctgcc atetgectgt 
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5340 
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gaggtggtga ; ctggctcacc, 
cagtgggcct ccccggagaa 
gtctttatac aacaaaggaa. 
ggctttcagc tgagctgtaa 
gaggcctgca tgctcaatgg 
tgcacgacct gccgctgeat- 
aggaagacca cctgcaaccc 
tgttgtggga gatgtttgcc 
acactgaagc gtgatgagac 
gagagaggag agtacttctg 
.aagtgtctgg ctgagggagg . 
gaggagcctg • agtgcaacga 
aagtctgaag tagagg-tgga 
tactccatt'g acatcaacga* 
gagcccatgc aggtggccct 
aatgccatgg kgtgcaa'atg. 



gcggggggac tcccagtctt cctggaagag tgtcggctcc 7440 

cccctgcctc atcaatgagt gtgtccgagt gaaggaggag 7500 

cgtctcctgc ccccagctgg aggtccctgt ctgcccctcg 75 60 

gacctcagcg tgctgcccaa gctgtcgctg tgagcgcatg 7620 

cactgtcatt gggcccggga agactgtgat gatcgatgtg 7680 

ggtgcaggtg. ggggtcatct ctggattcaa gctggagtgc 7740 

ctgccccctg. ggttacaagg aagaaaataa cacaggtgaa 7800 

tacgg.cttgc accattcagc taagaggagg acagatcatg 7860 

gctccaggat ggctgtgata ctcacttctg caaggtcaat 7920 

ggagaagagg gtcacaggct gcccaccctt tgatgaacac 7980 

taaaattatg aaaattccag. gcacctgctg tgacacatgt 8040 

catcactgcc aggctgcagt atgtcaaggt gggaagctgt 8100 

tatcpactac tgccagggca aatgtgccag caaagccatg . 8160, 

tgtsgcaggac cagtgctcct gctgctctcc gacacggacg 8220 

gcactgca'cc aatggctctg ttgtgtacca tgaggttctc 8280 

ctccccc&gg aagtgcagca agtga 8325 



. <2io> 447- . 

<211>' 2825 . ■"/ 

<212> DNA . •'.* - 

<213> Artificial; sequence.'- "■ 

<22o> .; ' 

<223> A hovel: predicted alternative spliced variant 
<400> 447 

atggaaccac aggttac.tct aaatgtgact tttaaaaatg aaattcaaag ctttctggtt 
tctgatccag aaaatacaac- ttgggctgat atcgaagcta tggtaaaagt ttcatttgat 
ctgaatacta ttcaaataaa atacctggat gaggaaaatg aagaggtatc catcaacagt 
caaggagaaf atgaagaagc gcttaagatg gcagttaaac agggaaacca actgcagatg 

. caagtccacg aagggcacca; tgtcgttgat gaagccccac . ccccagttgt agga'gcaaaa . 

• cgactagctg ;.ccagggc?a;ggr gaagaagcea;- cttgcacatt actcttcact ggtgagagtc 
ttggg : atcag/acat.gak3a^^ cccagag^t cctgcagtgc agtcgtttcc acttgttcca 
tgtgacacag : acc£g£ctda ^/agacaagcc'c . ccagactggt' tcacaagcta cctggagacg 
ttcagagaac • aagt^gt t-^.a - cgaaacggtt ' gagaagcttg aacagaaa tt acatgaaaag 

.cttgtcctcc/^gaacccatc^'cttgggttct tgtccctcag aagtctcaat gcctacttca 
gaagaaacat tgtttttgcc agaaaaccag ttc'agctggc atattgcttg caacaactgc 
caaagaagga .ttgttggt'gt ccgctaccag tgtagcctat gcccatccta caatatctgt 
gaagattgtg aagcagggcc .atatggcbat gacactaacc acgtcctgct gaagttgcgg 
agacctgttg tgggctcctc; .tgaaccgttc. tgtcactcaa -agtactctac tcctcgtctt 

- cctgctgetc .tggaacaagt - *:ag^^ ataagaactt tcttaaagca 

gaaaagcaaa ^gtfcgc^gc " tgagaagaaa caacgtaaag cagaggtcaa ggaacttaaa 
aagcagctta aactccata^/gaaaattca'c ctgtggaatt caatccatgg actccagagc 



60 
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240 
300 
3 60 
420 
480 
540 
600 
660 
720 
780 
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cccaagtctc ctttaggccg acctgagagc ttgctccagt ctaataccct gatgctccct 


1080 


ttgcagccct gfcacctccgt tatgbcaatg ctcagtgcag catttgtgga tgagaatttg 


114 0 


cctgatggga' ctcaccttca gccaggaacc aagtzttatca aacactggag gatgaaaaat 


1200 


acaggaaatg. taaagtggag. tgcagacaca aagctcaagt tcatgtgggg aaacctgact 


1260 


ttggcttcca cagaaaagaa ggatgttttg gttcactgcc tcaaggccgg ccatgtggga 


1320 


gttgtatctg tggagttcat tgccccagcc • ttcjgagggaa cgtatacttc ccattggcgt 


1380 


ctttctcaca aaggccagca' atttgggcct cgggtctggt - gcagtatcat agtagatcct 


1440 


ttcccctccg aagagagccc tgataacatt gaaaagggca tgatcagctc aagcaaaact 


1500 


gatgatctca cctgccagpa, agaggaaact tttcttctgg ctaaagaaga aagacagctt 


1560 


ggtgaagtga ctgagcagac agaagggaca gcagcctgca tcccacagaa ggcaaaaaat 


1620 


gttgccagtg agagggagct ctacatccca fcctgtggatc ttctgactgc ccagatgfcga 


1680 


ctccctgcat gtcticctctg ccacatgaca gtcctttaat agagaagcca ggcttggggc 


1740 


agatagagga agagiaatgaa- ggggcaggat. ttaaagcact tcctgattct atggtgtcag' 


1800 


taaagaggaa ggctgagaad att^cttcfcg tggaggaagc agaagaagac ctgagtggga 


1860 


cccagtttgt gtgtgagaca* gtaatccgat cccttacctt ggatgctgcc ccagaccaca 


1920 


accctccttg cagacagaag tccttgcaga ' fcgacatttgc cttgcctgaa ggaccacttg 


1980 


.gaaatgagaa gga£gag&tt "atcca'tatcg ctgaggaaga agctgtcatg gaggaggagg 


2040 


aggatgagga .ggatgagrgag .gaggaggatg agctcaaaga tgaagttcaa agtcagtcct 


2100 


ctgcttccte agaggattac at cat cat cc tgcctgagtg ctttgatacc agccgccccc 


2160 


tgggggattc tatgtacagc tctgcgctct " cacagccagg cctggagcga ggtgctgaag 


2220 


gcaagcctgg ggttgaggct gggcaggaac cagctgaggc tggggaaaga ctccctggag 


2280 


gggagaacca gccacaggag. cacagcataa gtgacatcct cacgacctca cagactctgg 


2340 


aaacagtgcc cctaatc'cca gaggtagtgg agcttccacc gtcactgccc aggagctctc 


2400 


cttgtgtaca teat cat ggt tccccaggag tggatttacc agttaccata ccagaagttt 


2460 


cttcagtccc tgatcagatc agaggagagc ccagaggctc a'tcaggactt gtaaacagca 


2520 


gacagaagag ctat;gaccac tcaaggoacc. atcatgggag cagcattget ggaggactgg 


2580 


tgaagggggc tttgtctcftt' gctgcctctg cataca^ggc cctgtttgct gggccaccag 


2640 


tcactgcaca gecaataafct ,. tctgaagatc agacagcagc cctgatggcc - catctctttg 


2700 ' 


aaatgggatt /ctgtgackgg.- cagctgaacc taeggctget gaagaaacac aattacaata 


2760 


tectgeaggt' tgtgacaVfa'a .ctfccttcagt taaacaacaa cgactggtac agccaacgct 


2820 


attga ** . '*.*•,- ' • - 


'2825 


;• - \ v " '•' ■.. - ' ' ■ 

<210> 448. V v y ; ■ ? . ' " " 




<211> * 275)0- • V" m . " • : \ • 




<212> buA- ■ 




<213>. "Artificial .sequence. 




<220> ; v.. , 




<223> A. novel ..predicted alternative spliced variant 




<400> -448 . * • •- 




atggaaccac • aggttactct aaatgtgact tttaaaaatg aaattcaaag ctttctggtt 


60 


tctgatccag aaaatacaac ttgggctgati atcgaagcta tggtaaaagt ttcatttgat 


120* 


ctgaatacta - ttcaaa.taaa atacctggat gaggaaaatg aagaggtatc catcaacagt 


180 
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caaggagaat atgaagaagc/.gcfctaagatg gcagttaaac- agg'gaaacca actgcagatg 240 

caagtccacg aagggcaeca tgtcgttgat gaagccccac ccccagttgt aggagcaaaa 300 

cgactagctg ccagggcagg .gaagaagcca cttgcacatt actcttcact ggtgagagtc 360 

ttgggatcag acatgaagap cccagaggat cctgcagtgc agtcgtttcc acttgttcca 420 

tgtgacacag accagcctca. agacaagccc ccagactggt tcacaagcta cctggagacg 480 

ttcagagaac aagtggttaa cgaaacggtt gagaagcttg a'acagaaatt acatgaaaag 540 

cttgtcctcc agaacccatc cttgggttct tgtccctcag aagtctcaat gcctacttca 600 

gaagaaacat tgttfcttcrcc. agaaaaccag ttcagctggc atattgcttg caacaactgc 660 

caaagaagga ttgttggtgt . ccgcrtaccag tgtagcctat gcccatccta caatatctgt 720 

gaagattgtg aagcagggcc atafcggccat gacactaacc acgtcctgct gaagttgcgg 780 

agacctgtfcg tgggctpc.tc.' tgaaccgttc tgtcactcaa agtactctac tcctcgtctt 840 

cctgctgctc tggaacaagt caggctcaag aaacaggttg ataagaactt tcttaaagca 900 

gaaaagcaaa ggtfcgcgagc tgagaagaaa caacgfcaaag cagaggtcaa ggaacttaaa 960 

aagcagctta aactccajtag\ gaaaattcac . ctgtggaatt caatccatgg actccagagc 1020 

cccaagtctc ctttag^ccg acctgagagc ttgctccagt ctaataccct gatgctccct 1080 

ttgcagccct gtacctccgt tatgccaatg ctcagtgcag catttgtgga tgagaatttg 1140. 

cctgatggga ctcaccttca gccaggaacc aagtttatca aacactggag • gatgaaaaat 1200 

acaggaaatg taaagtggag. tgpagacaca aagctcaagt tcatgtgggg aaacctgact 1260 

ttggcttcca cagaaaagaa" ggatgfctfctg gttfccctgcc tcaaggccgg ccatgtggga 1320 

gttgtatctg tggagt^cat tgcccca^cc ttggagggaa cgtatacttc ccattggcgt 1380 

ctttctcaca aaggccag.ca atttgggccfc cgggtctggt gcagtatcat agtagatcct 1440 

ttcccctccg aagagagccc tgataacatt gaaaagggca tgatcagctc aagcaaaact 1500 

gatgatctca pctgccagca • agaggaaact tttcttctgg ctaaagaaga aagacagctt 1560 

ggtgaagtga ctgagcagac agaagggaca gcagcctgca tcccacagaa ggcaaaaaat 1620 

gttgccagtg agagggagct ctacatccca tctgtggatc ttctgactgc ccaggacctg 1680 

ctgtcctttg agctgtt^gcra tafcaaacatt gttcaagagt tggagagagt gccccacaac 174 0 

acccctgtgg • atfcctatggt; gtcagtaaag aggaaggctg agaacattgc ttctgtggag 1800 

. .gaagcagaag' ^agabctgag tgggacccag tttgtgtgtg agacagtaat ccgatccctt . 1860 

accttggatg -ctgcpccaga* cck'caaccct ccttgcagac agaagtcctt gcagatgaca 192 0 

tttgccttgc Ctgaaggacc acttggaaat gagaaggagg agattatcca tatcgctgag 198 0 

gaagaagctg .tcatgg'a^ga ;gga'g^ag;gat gaggaggatg aggaggagga ggatgagctc 2040' 

aaagatgaag ttcaaagtca gtcpfcctgct:' tcctcagagg attacatcat catcctgcct 2100 

gagtgcfcttg. atac'cagdcg> cccbctgggg 'gattctatgt acagctctgc gcfcctcacag 2160 

• ccaggcctgg agqgaggtgc tgaaggcaag cctggggttg aggctgggca ggaaccagct 2220 

gaggctgggg aaa^ctccc. tggaggggag aaccagccac aggagcacag. cataagtgac 2280 

atcctcacga cctcacagac tctggaaaca gtgcccctaa tcccagaggt agtggagctt 2340 

ccaccgtcac tgcccaggag .ctctccttgt gtacatcatc atggttcccc aggagtggat 2400 

ttaccagtta .ccataccaga' agttfecttca gtccctgatc agatcagagg agagcccaga . 2460 
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ggctcatcag . gacttgtaaa cagcagacag aagagctatg accactcaag gcaccatcat 2520 

gggagcagca ttgctg^kgg act:ggtg^iag ggg;gctttgt ctgtfcgctgc ctctgcatac 2580 

aaggccctgt. fctgctgggcc accagtcact gcacagccaa taatfctctga agatcagaca 2640 

gcagccctga - fcggcccatct ctttgaaatg ggattctgtg acaggcagct gaacctacgg 2700 

ctgctgaaga aacacaatta caatatc'ctg caggttgtga cagaacttct tcagttaaac 2760 

aacaacgact ggtacageca acgctattga 2790 

<210> 449 

<211> 2795 . 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> A novel predicted alternative spliced variant 
<400> 449 

atggaaccac aggttactct aaatgtgact tttaaaaatg aaattcaaag ctttctggtt 60 

tctgatccag .aaaata'caac ttgggctgat atcgaagcta tggtaaaagt ttcatttgat 120 

ctgaatacta ttcaaa.taa.a- atacctggat gaggaaaatg aagaggtatc catcaacagt 180 

caagga'gaat atgaagaagc. gcttaaga.tg gcagttaaac agggaaacca ' actgcagatg • . 240 

caagtccacg ■ aagggcacca tgtcgttgat gaagccccac ccccagttgt aggagcaaaa 300 

cgactagctg. ccagggcag^g. gaagaagcca cttgcacatt actcttcact ggtgagagtc 360 

ttgggatcag acatgaagac cceagaggat cctgcagtgc agtcgtttcc acttgttcca 420 

tgtgacacag ' accagcctca agaeaagccc ccagactggt tcacaagcta cctggagacg 480 

ttcagagaac" aagtggttaa cgaaacggtt gagaagcttg -aacagaaatt acatgaaaag 540 

cttgtcctcc agaacccatc cttgggttct tgtccctcag aagtctcaat gcctacttca 600 

gaagaaacat tgttttfcgcc. agaaaaccag .ttcagctggc atattgcttg caacaactgc 660 

caaagaagga ttgttggtgt: ccgctaccag - tgtagcctat gcccatccta caatatctgt 720 

gaagattgtg aagcagggcc atatggccat gacactaacc - acgtcctgct gaagttgcgg 780 

agacctgttg tg^g.ct.cctc tgaaccgttc tgtc&ctcaa agtactctac tcctcgtctt 840 

cctgctgctc tgga'acaagt caggctccag aaacaggttg ataagaactt tcttaaagca 900 

gaaaagcaaa ggttgcgagc tgagaagaaa- caacgtaaag cagaggtcaa ggaacttaaa 960 

aagcagctta aactccatag. gaaaattcac ctgtggaatt caatccatgg actccagagc 1020 

cccaagtctc ctttaggccg'.ace.tgagagc ttgctccagt ctaataccct gatgctccct 1080 

ttgcagccct gtac'ctccgt tatgccaatg ctcagtgcag catttgtgga , tgagaatttg- . 1140 
cctgatggga ctcacct'tca gccaggaacc aagtttatca aacactggag ga'tgaaaaat .1200 

acaggaaa£g. taaagtggag tgcagacaCa aagctcaagt tcatgtgggg aaacctgact. 1260 

ttggcttcca *.cagaaaagka ' ggatgtt'ttg • gttccctgcc tcaaggccgg ccatgtggga 1320 

gttgtatctg. tgr^gttcat';]tgccbcagcc• ttggagggaa cgtatacttc ccattggcgt 1380 

ctttctcaca. aaggccagca atttgggcct cgggtctggt gcagtatcat agtagatcct 1440 

ttcccctccg. aa^agagccc tgataacatt: gaaaagggca tgatcagctc aagcaaaact . 1500 

gatgatctca ' cctgccagca agaggaaact. -tfctctfcctgg ctaaagaaga aagacagctt 1560 

ggtgaagtga ' ctga^gcagac . agaaggg^qa • gcagcctgca tcccacagaa ggcaaaaaat 1620 

gttgccagttg agagggagct • c tacatccca * tctgtggatc • ttctgactgc cca^gacctg 1680 
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ctgtcctttg agctgttgga tataaacatt- gttcaagagt tggagagagt gccccacaac 1740 

acccctgtgg a'tgtgactcc ctgcatgtct cctctgccac atgacagtcc tttaatagag 18 00 

aagccaggct tggggcaga.t agaggaagag aatgaagggg caggatttaa agcacttcct 1860 

gattctatgg tgtcagtaaa gaggaaggct gagaacattg cttctgtgga ggaagcagaa 1920 

gaagacctga gtgggaccca gtttgtgtgt gagacagtaa tccgatccct taccttggat 1980 

gctgccccag accacaaccc tccttgcaga cagaagtcct fcgcagatgac afcttgccttg 2 04 0 

cctgaaggac cacttggaaa tgagaaggag gagattatcc atatcgctga ggaagaagct 2100 

gtcatggagg aggaggagga tgaggaggat gaggaggagg aggatgagct caaagatgaa 2160 

gttcaaagtc agtcctctgc ttcctcagag gattacatca tcatcctgcc tgagtgcttt 2220 

gataccagcc gccccctggg ggattctatg tacagctctg cgctctcaca gccaggcctg 22 80 

gagcgaggtg ctgaaggcaa gcctggggtt gaggctgggc aggaaccagc tgaggctggg 2340 

gaaagactcc ctggagggga- gaaccagcca caggagcaca gcataagtga catcctcacg 2400 

acctcacaga ctctggaaac agtgccccta atcccagagg tagtggagct tccaccgtca 2460 

ctgcccagga gctctccttg tgtacatcat catggttccc caggagtgga tttaccagtt 252 0 

accataccag aagtttcttc agtccctgat cagatcagag gagagcccag aggctcatca 2580 

ggacttgtaa acagcagaca . gaagagctat gaccactcaa gccaataatt tctgaagatc 2640 

agacagcagc cctgatggcc • catctctttg aaatgggatt ctgtgacagg cagctgaacc 2700 

tacggctgct gaa^aaeac'. aattacaata. tcctgcaggt tgtgacagaa cttcttcagt 2760 

taaacaacaa cgactggtac agccaacgct attga 2795 

<210> 450 

<211> 228 

<212> PRT 

<213> Homo sapiens * 

<400?> 450 / 

Met Leu His Val . Glu Met. Leu Thr Leu- .Val Phe Leu Val Leu Trp Met 

1 :5' ■ ; . id ' 15 

Cys Val Phe Ser' Gin . Asp Pro Gly Ser Lys Ala Val Ala Asp Arg Tyr 

. 20""-'. .. 25 -30 

Ala Val- Tyr Trp Ash Ser Ser Asn Pro Arg Phe- Gin Arg Gly Asp Tyr 

35 . " * ; . * ' 40 •' * * 45 

His lie Asp .Val : ; dy's ^ie Asn Asp Tyr Leu Asp Val Phe. Cys Pro His 

so/ • •*;..-?. ... y ■ 55;: . ■ -eo • 

Tyr Glu Asp..; Ser Val/. Pro Glu/ Asp Lys. Thr Glu Arg Tyr Val Leu Tyr 

€S ' ' Y**° y " ' ; 75 .* ~ 80 ; 

Met Val Asn.Plie- Asp. Gly Tyr- -Ser Ala Cys Asp His Thr Ser Lys Gly 

.^..85; . V 90 95 

Phe Lys Ar£' Trp*Glu;\Cys *A3n ; Arg; Pro-His Ser Pro Asn Gly Pro Leu 

• • aop; .■;;.*• ; '-. . ■ 105 . •■- . no 

Lys Phe Ser Glu Lys Phe Gin Leu.'phe Thr Pro Phe Ser Leii Gly* Phe 
.115-. '\i20'. / 125 
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Glu Phe Arg Pro Gly : Arg Glu Tyr- Phe Tyr lie Ser. Ser Ala lie Pro 
13 0 - . 135 - ' 140 



Asp Asn Gly Arg Arg . Ser Cys Leu.Lys Leu Lys Val Phe Val Arg Pro 
145 .-.ISO " : 155 160 



Thr Asn Ser-Gys Met/- Lys Thy lie. Gly Val His Asp Arg Val Phe Asp 
■'- i65 : . 170 175 



Val Asn Asp Lys Val Glu Asn' Ser Leu Glu Pro Ala Asp Asp Thr Val 
180/ '• " 185 190 



His Glu Ser Ala. Glu Pro Ser Arg' Gly Glu Asn Ala Ala Gin Thr Pro 

±95 • V 2Q0' : 205 



Arg He Pro. Ser Arg 1 Leu- Leu. Ala. lie .Leu Leu Phe Leu Leu Ala Met 

210 1 •'" 215 . . 220 



Leu Leu Thr Leu 
225 



<210> 451 

<2ii> 1574 

<212> DNA .. 

<213> Homo / sapiens, ".""..'"'*■■ 
<400> .451 . '*' : : ... ""- 

gcttctctcc atctfcgtgat - tcctttt.ticG tcctgaaccc- tccagtgggg gtgcgagttt 60 

gtctttatca ccccccatqcr: cac'cgpqt.tc tttfccttctc gctctcctac ccctccccag 120 

cttggtgggc gdctcttjdcc tttctcgccc cctttcattt ttatttattc atatfctattt 180 

ggcgcccgct ' ctctctotigt' cd.ctttgcct gcctccctcc ctccggatcc ccgctctctc 240 

cccggagtgg cgcgtcgggg gctccgccgc fcggc.caggcg tgatgttgca cgtggagatg 300 

ttgacgctgg .tgtttctggt; gctcteggatg tgtgt^ttca gccaggaccc gggctccaag 360 

gccgtcgccg accgcfcacgc, tgtct'actgg aacagcagca accccagatt ccagaggggt 420 

gactaccata ttgatgtctg' tatcaafcgac. tacctggatg ttttctgccc tcactatgag 480 

gactccgtcc .cagaagataa- : gactgagcgc' tatgtcctct acatggtgaa ctttgatggc ■ 540 

tacagtgcct gcgaccacag ' ttccaaaggg- tticaagagat gggaatgtaa ccggcctcac 600 

tctccaaat'g gaccgctgaa':gttctcfcgaa- aaattccagc tcttcactcc cttttctcta 660 

ggatttgaat .tcaggccagg; ccgagaatat ttctacatct cctctgcaat cccagataat ■ 720 

ggaagaaggt cctgjtc.t;Haa; gctcaaa^tc tttgbgagac caacaaatag ctgtatgaaa 780 

actataggtg ttcatgatcg.; tgttttcgafc gttaacgaca- aagtagaaaa ttcattagaa.- 840 

ccagcagatg .'acacpgtaca. ^tgagtcagjqp ' gagccatccc gcggcgagaa cgcggcacaa 900 

acaccaagga . tacqcagccig ccttfctggca atccfcacfcgt tcctcctggc gatgcttttg 960 

acattatagc':acagtc,tTC acatcagggt cttggaacac .1020 

cagagatcca* ccta.actgic^^.ca^cpta^ga agggacttgt fcafctgggtfct tggcagatgt 1080 

.cagatttttg- ttttctltct/tt attqtaagca .acaacttcag gttgggggc'c 1140 

taaacttgbt 'cct^cctccc •tcaccccacc ccgccccacc cccagcccbg gcccttggct 1200 

tctctcaccc- ctcccaaatt ' aaat^gacbc . cagatgaaaa tgccaaattg tcatagtgac 1260 
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. accagtggtt cgtcagctcc tgtgcattct pctctaagaa ctcacctccg ttagcgcact 132 0 

gtgtcagcgg gctatggaca "aggaagaata gtggcagatg cagccagcgc tggctagggc 1380 

tgggagggtt ttgctctcct ' atgcaatatt tatgccttct cattcagaac tgtaagatga 1440 

tcgcgcagggcatqatgtca/ccakgtcagg tccggagggg aggtattaag aatagatacg 1500 

atattacacc- attte.ctata ggagtatgta:. aatgaacagg cttctaaaag gttgagacac. 1560 

tggttttttt tfctt- . ■ 1574 

<2io> . 452 - ; r 

<211> . 984.' 
<212> PRT 
<213> Homo, sapiens 

<400> 452 ' 

Met Ala Leu Aspi Tyr lieu Leu Leu • Leu . Leu Leu Ala Ser Ala Val Ala 

1 .. ;-V 5 : ■ ■ ' '•'/'.•. : . -10 is 

Ala Met Glii Glu' Thr Leu Met. Asp Thr Arg Thr Ala Thr Ala Glu Leu 

2.0: ; . *•" . / 25 30 

Gly Trp' Thr Ala Ask Pro Ala Sex' Gly Trp Glu Glu Val Ser Gly Tyr 

'35 *V '40 ' •. 45 

Asp Glu Asn Leu Asn Thr lie Arg Thr Tyr Gin Val Cys Asn Val Phe 

sa . ■.. *• ; - ss.-. eo 

Glu Pro. Asn Gin Asn Asn Trp Leu Leu Thr Thr Phe lie Asn Arg Arg 

65 -."•*• ';' '7° • 75 - 80 

Gly Ala HiW' ArgJ lie* Tyr Thr Glu Met Arg Phe Thr Val Arg Asp Cys 

' V ' ■". ' " 90 95 

Ser Ser I^u- Pro- Asn- Val Pro", ply " Ser Cys Lys Glu Thr Phe Asn Leu 
1°9. .. •** 105 •. no 

Tyr Tyr Tyr Glu Thr Asp Ser Val lie Ala Thr Lys Lys Ser Ala Phe 
115;. ■•*:•;• " •*120 , «. • 125 

Trp Ser. Glu Alk- Pro Tyr Leu Lys Val Asp Thr He Ala Ala Asp Glu 
130 • . • l>5 140 

Ser Phe Ser' Gin .Val-.- Asp "Phe Gly Gly Arg Leu Met Lys Val Asn Thr 
145 ' V; . ;XS0 • 155 * 160 

Glu Val Arg SeX' Phe- Gly Pro Leu Thr Arg Asn Gly Phe Tyr Leu Ala 
. 165> - ■ .170 175 

Phe' Gin' Asp;- T^Gly'iAJa. Cys Met Ser Leu Leu Ser Val. Arg Val Phe 
:;180> ' ; V ;'•;,- 185, 190 . 

Phe Lys Lys Cys': Pr.oVSer ^le vil' -Gin Asn Phe Ala Val Phe Pro Glu 
Thr Met* .l^ -Glyl .A^a^.Giu Ser/ 3!^/ Ser Leu Val lie Ala Arg Gly Thr 

2X0' " -':.".-*? a'-X'-* • ' 2is:; J:"--: " 220 



205 
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Cys lie Pro Asn Ala Glu Glu Val Asp Val Pro lie I*ys Leu Tyr Cys 
225 ... '230 235 * 240 



Asn Gly.Asp Gly Glu Trp Met Val Pro He Gly Arg Cys Thr Cys Lys 
: 245 250 2S5 



Pro Gly Tyr' Glu Pro Glu Asn Ser Val Ala Cys Lys Ala Cys Pro Ala 
260 265 270 



Gly Thr Phe. Lys. Ala . Ser Gin Glu Ala Glu Gly Cys Ser His Cys Pro 
275 ' 280 285 



Ser Asn Ser'' Arg' S©r; -Pro Ala Glu Ala Ser Pro ile Cys Thr Cys Arg 
290 295 300 



Thr Gly '.Tyr Tyr* Arg Ala Asp Phe Asp Pro Pro Glu Val Ala Cys Thr 
305 310 '■ ' 315 320 



Ser Val Pro Ser Gly Pro' Arg. Asn Val lie Ser Ile Val Asn Glu Thr 

- .'325' 330 335 



Ser lie lie Leu- Glu .Trp His Pro Pro Arg Glu Thr Gly Gly Arg Asp 
• 340 345 350 



Asp Val Thr Tyr .- Asn- lie Ile Cys Lys Lys* Cys Arg Ala Asp Arg Arg 
35S . • 365 



.Ser Cys Ser- Arg Cys :Asp Asp^ Asn -Val Glu Phe Val Pro Arg Gin Leu 
370' ' : ; ,yj' 37S] 380 



Gly Leu Thr .GlujCys '£rg Val Ser. lie Ser Ser Leu Trp Ala His Thr 

385 '^.' : .390 395 400 



Pro Tyr Thr 'Phe Asp ' lie Gin Ala lie Asn Gly Val Ser Ser Lys Ser 
/• 4Q5- 410 415 



Pro Phe Pro pro Gin; His Val Ser Val Asn lie Thr Thr Asn Gin Ala 
• .420 :\': 425 ' 430 



Ala Pro- Ser ;Thr .:Vai.;Pro lie. Me't\His Gin Val Ser Ala Thr Met Arg 
'•435.' V Js':' "} .4'40. : " 445 



Ser Ile Thr.; Leu '.'Ser^ Trp' Pro dn Pro Glu Gin Pro Asn Gly lie Ile 
450 455 460 

Leu Asp Tyr Glu . He - Arg Tyr Tyr Glu Lys Glu His Asn Glu Phe Asn 
465 C. - ' . - 470 475. 480 

Ser Ser Met Ala Arg Ser Gin Tlir Asn Thr Ala Arg lie Asp Gly Leu 

Arg Pro Gly, -Met., Val *T£r. Val Val Gin Val Arg Ala Arg Thr Val Ala 
}: v f5b v 0 .. >;^y ,' ' . '505' " . * 510 

Gly Tyr *.Gly ; .Lyd;'..piie}:Ser .Gly '.Lys Wet Cys Phe' Glii Thr Leu Thr Asp 
■ "' 515;.. .vV./£ .'>*' - V : \^S2 : Q ..." 525 

Asp Asp ' Tyr.- Lys S<§>r ;Glu Leu.'Arg 'Glu" Gin Leu Pro Leu lie Ala .Gly 
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530 535 540 



Ser Ala Ala Ala Gly Val Val Phe- Val Val Ser Leu Val Ala lie Ser 
545 .550 555 560 



lie Val Cys • Ser Arg Lys Arg Ala Tyr Ser Lys Glu Ala Val Tyr Ser 
565 . 570 575 



Asp Lys Leii Gin His^ Tyr Set Thr Gly Arg Gly .Ser Pro Gly Met Lys 
■580 .. V *".. V- 585 590 



He Tyr lie Asp - Pro*; Phe Thr Tyr Glu Asp Pro Asn Glu Ala Val Arg 
595- - 1 ' .1 -600..' 605 



Glu Phe Ala -Lys Glu .lie Asp* Val. Ser Phe Val Lys He Glu Glu Val 
610 " eis' ■ 620 



He Gly Ala Gly Glu Phe Gly Glu Val Tyr Lys Gly Arg Leu Lys Leu 
625 '630 635 640 



Pro Gly Lys Arg. Glu. He Tyr Val Ala- lie Lys Thr Leu Lys Ala Gly 

.645- -\. ; : - 650 655 



Tyr Ser- Glu Lys Glu Arg Arg Asp Phe Leu Ser Glu Ala Ser He Met 
660 . 665 670 



Gly Gin Phe. Asp His Pro Asn lie He. Arg Leu Glu Gly Val Val Thr 
• 675 * 680 . 685 



Lys Ser. Arg Pro' Val Met He He Thr Glu Phe Met Glu Asn Gly Ala 

690 -." *• 695 ' 700 



Leu Asp. Ser* Phe ■ Leu- Arg Gin Asn Asp Gly Gin Phe. Thr Val He Gin 
70S 710 * \ 715" 720 

Leu Val Gly Met Levi: Arg Gly He Ala Ala Gly Met Lys Tyr Leu Ala 

725... • * - ■ '73 0 735 



Glu Met Asn Tyr Val- .His Arg /Asp : Leu Ala Ala Arg Asn lie Leu Val 

■' 740 • ' \; .* •.- : '745 750 



Asn Ser * Asn Leu Val Gys Lys . Val Ser, Asp Phe Gly Leu Ser Arg Tyr 

*755. . ; . . v. : . : v - : 7.60- 765 



Leu Gin Asp Asp" Thr ;Ser Asp- Pro " Thr Tyr Thr Ser Ser Leu Gly Gly 
770 :. 7-75 [" 780 

Lys He! Pro Vai-.Ar^ ; Trp Thr Aia Pro' Gl,u Ala. lie Ala Tyr Arg Lys 
.785 '.V. ISO .. * '-795 800 

Phe Thr Ser. Ala Ser. Asp Vail,, Trp Ser Tyr Gly He val Met Trp Glu 

" -i :.- V^-' 1 ?-* ,810 . • " 815. 

Val Met- Ser ine i .Giy. Glu Arg .pro '.Tyr Trp Asp Met Ser Asn Gin Asp 

' ; 82^;.: , \ "' \\\ B2S ' - . 830 

"Val He" Asri Ala .' He* Glu Gin Aso Tyr Arg Leu Pro Pro Pro Met Asp 

;83"5" ? .-. :^:'''840 "* - t 845. 
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Cys Pro Ala Ala Leu -His Gin Leu Met Leu Asp Cys Trp Gin Lys Asp 
850 855 860 



Arg Asn" -Ser Arg Pro Arg Phe Ala Glu £le Val Asn Thr Leu Asp Lys 
865 870 875 880 



Met lie Arg/ Asn- Pro .Ala Ser Leu. Lys Thr Val Ala Thr lie Thr Ala 
' 885.. , 890 895 



Val Pro Ser ..Gin , Pro Leu Leu- Asp Arg per .lie Pro Asp Phe Thr Ala 

900 ' . ■'- . . 905 910 



Phe Thr Thr- Val* Asp; Asp Trp Leu Ser Ala lie Lys Met Val Gin Tyr 
.-915 ... . 920 92S 



Arg Asp Ser Phe Leu . Thr Ala Gly Phe Thr Ser Leu Gin Leu Val Thr 

930 ' • 935 • *. : 940 . 



Gin Met. Thr Ser. Glu Asp Leu Leu* Arg lie Gly He Thr Leu Ala Gly 

945 . *' • ; 950 ." ... 955 ■ 960 



His Gin Lys Lys lie. .Leu Asn Ser He . His Ser Met Arg Val Gin lie 
V 965 970 " 975 



Ser Gin Ser Pro, Thr Ala Met Ala. 

98.0 ' 



<210> 453 

<211> 38.65 - . / ' . 
<212> . DHA . . 

< 213 > Homo .sapiens,. • * 
<400> 453 : . 

cacatgcaca cccacac.cca cgcgcgcccg caccgcccca cgcgcacaca ctcctgccca 60 

cgcccacgca gcgctccggg aagtccggtc cgggcgagag cgcgaaagga taccgagaag 120 

ccacccgcgg agagcgcagq ggcgccc£gg gacgcggcgc tctcccggcg ctgctgcctc- 180 

ggcttggtat -cggcptgcgg: gccgtpcggc^c ggcgatggcc ctggattatc tactactgct 24 0 

cctcctggca .tccgcagtgg ctgcgatgga ' agaaacgtta atggacacca gaacggctac 300 

tgcagagctg ggctggjacgg^ ccaatcctgc gtccgggtgg gaagaagtca gtggctacga 360 

tgaaaacctg aacaccatcc gcacctacca ggtgtgcaat gtcttcgagc ccaaccagaa 420 

caattggctg ctcacc^cct; tcatcaaccg gcggggggcc catcgcatct acacagagat 480 

gcgcttcact gtgagagact gcagcagGCt"-. ccctaatgtc ccaggatcct gcaaggagac 540 

cttcaacttg'. tattacbatg • agac'tgactc tgtca.ttgcc accaagaagt cagccttctg 600 

gtctgaggcc ccatacctca; ; . aagt'agacac cattgctgca gatgagagct tctcccaggt • 660 

ggactttggg ggaaggctga tgaaggtaaa cacagaagtc aggagctttg ggcctcttac , 720 

tcggaatggt - ttt£acct;cg cttttcagga ttatggagcc tgtatgtctc ttctttctgt 780 

.ccgtgtcttc ttcaaaaagt gtcc'c'agcat: tgtgcaaaat tttgcagtgt . ttccagagac . 840 

tatgacaggg* ,gcagr»ga$ca* ^cat'cfectggt gattgctcgg ggcacatgca tccccaacgc 900 

agaggaagtg gacgtgqcc.a ^ gatggggaat ggatggtgcc . 960. 

tattgggcga .^gc^ct%ba '. agccfc&grita tgagcctgag aacagcgtgg catgcaaggc 1020 
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ttgccctgca 
caacagccgfc 
agcggacttt 
tatctccatc 
tgggcgggat 
ctgctcccgc 
ccgcgtctcc 
caatggagtc 
aaaccaagcc 
catcaccttg 
ccggtactat 
.'cacagcaagg 
cactgttgat 
tgattacaag 
ggtcgtgfctc 
tagcaaagag 
agggatgaag 
gtttgccaag 
gtttggagaa 
catcaagacc 
gagcatcatg 
gagtcggcct 
caggcaaaat 
tgctggcatg 
cattctggtc 
ccaggatgae 
- atggacagct 
ctatgggratc 
caaccaagat 
tccagctgct 
ccggtttgcg 
gactgtggca 
cttcacggcc 
ggacagcttc 
. agacctcctg 
tcattctatg 
tcttggggaai 
gtggaatgta 



gggacatfcca 
tcccctgcag 
gaccctccag 
gtcaatgaga. 
gatgtgaqpt 
fcgtgacgaca 
atcagcaged 
fcpcagcaaga 
gccccctcca 
• tcatggqcac ■ 
gagaag'gaaci 
afct^afcgggc; 
ggctacggca 
.tcagsL^ctga. 
gttgtgtcct 
gctgtgtaca 
atefcacattg 
gagattgatg 
gtgtacaaggv 
.ctgaaggdag 
ggccagttcg . 
gtcatgatca 
•gacgggcagt "". 
aag^aqq't^rg, 
aacagtaacq ■ ■ 
acctcagatc. 
ccagagsfcca' 
gtca^gtcrgg 
.gtcatcjaatg. 
'ctac'accagc 
•Sfag«attgtca v 
accatcaccg 
ttta'ccaccg- 
ctcactgcfcg 
•agaataggca.. 



aggc.cagcca 

aggcgfcctcc 

aagtggcatg 

.cgtccatcat 

'acaa'catcat 

atgtggagtt 

tgtgggccca 

gtdccttccc 

ccgttcccat 

•agccggagca 

acaafcgagtit 

tgcggccttrg 

agttcagtgg 

gggagcagct 

tggtggccat- 

gcgataagct 

acccbttcac*' 

tafccttttgt 

ggcgtttgaa 

ggtactcgga 

accatcctaa 

tcacagagtt 

tcaccgtgat 

ctga^atgaa 

tggrfcgtgpaa 

ccacetacac. 

tcgcctaccg 

aagtcatgtc 

ccatcgagca 

.tcatgctgga*. 

acaccctaga 

ccgfcgccttc 

fcggafcgactg 

■'gcttcacctc. 

• / '"• . 
tcaqcttggc. 



agggtcscaiga- 
^a^ggagg: 



itaagtipagtc 
.gaaakggacc. 



ctgkagagac * tggpttctba- 



ggaagctgaa 
catctgcacc 
cactagcgtc 
tctggagtgg 
ctgcaaaaag 
tgtgcccagg 
caccccctac 
cccacagcac 
catgcaccaa 
gcccaatggc 
caact'cctcc 
catggtatat 
caagatgtgc 
gcccctgatt 
ctctatcgtc 
ccagcattac , 
ttatgaggat 
gaaaattgaa 
actgccaggc 
gaagcagcgt 
catcattcgc 
catggagaat 
ccagcttgtg 
fctatgtgcat 
ggtgtpcgac 
c'agctfccttg 
caagttcact 
at'ttggagag 
.ggactaccgg 
ctgttggcag 
taagatgatc 
ccagcccctg 
gctcagcgcc 
cctccagctg 
ag<jccatcag 
accaacggca 
agggteaagg" 
gctgaggaat 



ggctgctccc 
tgtcggaccg 
ccatcaggtc 
caccctccaa 
tgccgggcag 
cagctgggcc 
aectttgaca 
gtctctgtca 
gtcagtgcca 
atcatcctgg 
atggccagga 
gtggtacagg 
ttccagacfcc 
gctggctcgg 
tgtagcagga 
. agcacaggcc 
cccaacgaag 
gaggtcatcg 
aagagggaaa 
cgggactttc 
ctggagggtg 
ggtgcattgg 
ggtatgctca 
cgggacctgg 
tttggcctct 
ggagggaaga 
tcagccagcg 
agaccctatt 
ctgcccccac 
aaggaccgga 
cggaacccgg 
ctcgaccgct 
atcaaaatgg 
gtcacccaga 
aagaagatcc 
atggcatgag 
gggaccagag 
gcatttccat 



actgcccctc 
gttattaccg 
cccgcaatgt 
gggagacagg 
accgccggag 
tgacggagtg 
tccaggccat 
acatcaccac 
ctatgaggag 
actatgagat 
gtcagaccaa 
tgcgtgcccg 
tgactgacga 
cagcggccgg 
aacgggctta 
gaggctcccc 
ctgtccggga 
gagcagggga 
tctacgtggc 
tgagtgaggc 
tggtcaccaa 
attctttcct 

ggggcatcgc 

ctgctaggaa 
cccgctacct 
tccctgtgag 
acgfcfctggag 
gggatatgtc 
ccatggactg 
acagccggcc 
caagtctcaa 
ccatcccaga 
tccagtacag 
tgacatcaga 
tgaacagcat 
aactcttgtt 
gttgaccact- : . 
cagtgaagaa 



1080 
1X40 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 . 
.3300 
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tcaaccggac ctgttgctag 'caggcaafc'ct ccatttctca gtgacagaag catgtttgag 3360 

atgccgtggg siaacc^aata tiataataata aaaatataaa aaggtgatgt tcaacagaag 342 0 

tgaagacaaa acaatatgca tcaggagaac aagagtaaac ccagctccca ctctcagtgg 3480 

gctgcagttg cccaaccaca ggaagaaagg gaaggaggta gagggaagaa acagaagcag 3S40 

tgttccattt. tcttcctcao'<:aatgacatt cttttctttt ctcctttcgt actcctccct 3600 

gagagtcccc tcccttctcc ;.cacact.cgtt tccctttgct catgactcct gtagggaagt 3660 

ttcttcaaac aaakccca'gd tcctgagtct ccagatgfctg ttctgtcagt tgccaaagga 3720 

ctttgctgac cactgcatgg ggatccaacc aattcaatta atgtcttcat attgaagaag 3780 

agatgtacct tcaattgaaa; ^cctcgfettrt tcttttgttt gcattttctg caaaaaggaa. 3840 

aaagaaaqca caaattggggr.' aattc . . ' ' 3 865 

<2io> 454 • " - : • . 

<2ii> • 225 : : : : ' 

<212> PRT \ *" " -j : • ■• r ;- 

<213> Homo . saplenja ! * " . 

<400> - 454 ' • • -.J: . . 

Met Ala Ala Leu Ala Ser Ser Leu- He Arg Gin Lys Arg Glu Val Arg 

Glu Pro Gly .Gly Ser Arg. Pro Val :Ser Ala Gin Arg Arg Val Cys Pro 
'. 2D ' 25 ' 30 

Arg Gly Thr Lys-' Ser. Leu Cys G>i Lys Gin Leu Leu He Leu Leu Ser 
35 - : \ 40 45 

Lys Val- Arg Leu -Cys Gly Gly Arg Pro Ala Arg Pro Asp Arg Gly Pro 

50 ■ •._ .55 60 

Glu Pro Gin. Leul Lys ." Gly lie. Val' -Thr -Lys Le U p he cy a Gln Gly 

65 :"7.0. ' **V.'.-V • 75 . ~ 80 

Phe Tyr\Leu;Gln- Ala-Asn Pro .Asp Gly. /Ser He Gin Gly Thr Pro Glu 

. .- . ".■ --85;!.. •'. • ;A :. 9 9. 95 

Asp Thr Ser ? Ser..P^e .Thr pis. Plje Asn Leu He Pro Val Gly Leu Arg 

' lojo. ; . ■ .. r ; ios \ * .116 

Val Val.Tnr- .Ile Gln.-Ser AU'a.Lys^Leu .Gly His Tyr Met Ala Met Asn 

115 "yl • \.*/ .120 *. ' 125 

Ala Glu Gly .Leu! Leu. Tyr Ser JSer. t ' Pro Hi's Phe Thr Ala Glu Cys' Arg 

130. . ■ ■!: • ■; . • 135';.;; v • • 140 

Phe Lys- Glu fcys\\vkl: "Phe Glu As n Tyr 'Tyr Val Leu Tyr Ala Ser 'Ala 
145 V:-, is'Q • ' • 155 160 

Leu Tyr Arg Gin Atg/Arg Ser .Gly Arg- Ala Trp Tyr Leu Gly Leu Asp 

,;i65 ; ;:-;. • - *7p 175 

Lys Glu" Gly Gln ya-l" Met. Lys.. Gly Asn Arg Val Lys Lys Thr Lys Ala 
'l0O.. ./.V;.J. •; - > ;.18S 190 

Ala Ala feis'" Ph^'-' LetiV : Bro - Lys' Leu Leu Glu Val Ala Met Tyr Gin Glu 
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195 • • . 200 205 

Pro Ser lieu His Ser Val Pro Glu Ala Ser Pro Ser Ser Pro Pro Ala 
210 215 220 

Pro " 
225 

<210> 455 

<211> 2763 " 

<212> DNA •..-.,'*.■ 

<213> Homo sapiens; . 

<400> 455 . ••; 

gtgggatcca ctgagg'agta cataggctgc tggatctggt. ggagccagca . ctgggcccac 60 

ggSTtggtaac tggptgGt^t'- ggaggiggggt acgtgagggg gggggtctgg ggcttatcct 120 

caggfccctgt ggg^grgggca gcgagtcggg gcctgagcgt. caagagcatg ccctagtgag . 180 

cgggctccbc tggggga'gcc' cagcgcgctc cgggagcctg ccggtttggg ggtgtctcct 240 

cccggggcgc tatggcggcg ctggcca^gta gcctgatccg gcagaagcgg • gaggtccgcg' 300 

agcccggggg cagccggccg. gtgfccjggcgc agcggcgcgt gtgtccccgc ggcaccaagt 360 

ccctttgcca gaagcagcto ctcatc'ctgc' tgtccaaggt gcgactgtgc ggggggcggc 420 

ccgcgcggqc ggaccgcg^c.- ccggkgcct'c agctcaaagg catcgtcacc aaactgttct 480 

gccgccaggg ttt'ctacctc' caggcgaatc ccgacggaag catccagggc accccagagg 540 

ataccagctc cttcaccqac ttcaac'ctga tccc.tgtggg cctccgtgtg gtcaccatcc 600 

agagcgccaa gqtgggtcaq, tacatggcca. tgaatgctga gggactgctc tacagttcgc 660 

cgcatttcac agctgagtgt cgctttaagg agtgtgtctt tgagaattac tacgtcctgt 720 

acgcctctgc tctctaccgc 'cagcgiicgtt ctggccgggc ctggtacctc ggcctggaca 780 

aggagggcca ggfccatgaag. ggdaaccgag ttaagaagac caaggcagct gcccactttc 840 

tgcccaagct cctggagqrtg gccatgtacc aggagccttc tctccacagt gtccccgagg 900 

. cctccccttc cagiicccdc't gccccctgaa atgtagtccc tggactggag gttccctgca . 960 

etcccagi:ga • gccagccacc^ cctgcfcctca cccctgctgc 1020 

cacacacatg ^cctga^8ag A cca^g£ccca ctaggtgctc taccctgagg gagcctaggg - 1080 

gctgactgfc'g . act^ccg%<jg ; ctgctgagab ccttagatct ttgggcctag gagggagtca 114 0 ■ 

gagaggggga/tgt^tgasiga .tggfccctggc' tgatcac'ttc ttfcctfctcca ' cactcacaca' 1200 

. accccatgdc .' ^tt'tcbt'gfag- atggc^ctfgg gagttcccac atggacagcc agggcataaa 1260 

cacttccca,c c'qcijgct.ckg .ccagttcctg gagtcctgtg ccccttttca ttgccactga 1320 

gccatttcta gattcactg'^ ag'qtdagga't tcatgtgtcc ttctttccct. actctacctt 1380 

ctaccttggt .'.c^ggacacae. tctggfaacac tggacaccct cgccagggcc acttctgcac 1440 

tagggctctg tgctggaacct caggcatgct.gccagccttt tctctggatc tgtcaggcct • 1500 

ctgtccttga .ctcagatgga- ccccfc'gg€tt : - ccaagtagaa agaggctaga tttgggcctt 1560 

.gtctagctgt - tggctttggc. ptgaaccgga 'adcagtctca gatgaccacg ggtttaacet 1620 

tcttafcccca gagacaccca.;attctagagc tttatggagc cgtacttccc cctgaatcct 1680 

agctctagga , cata'gatc^t:- gacfcctcagc ccttttaccc aggatggagc tggggcctgt • 1740 

atagccatat tattgttcfca" agtaagttct agc'cccaccc tcccgccttc ttgagtgata 1800 
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cctattacgg atgagfctptg gaaaagacc^ agctatgatt cataaaaaca cttctggatg 1860 

aatcaagaac. catfctcttgfc. ttttcctaga taattctcta aaaatatgat tcttccatat 1920 

agaatgctaa gcttatitttfc\ acatgcagtt tctagctcct tcaacccagc tgaggtcgtg 1980 

ccagggagac agagtctgga'' gaagggcaga ggaattttgg aaggatccct ggctcatagt 2040 

agggaagctg ggatggggga ggggtcaaaa ttatggcatg actgaacctg catctgtgtt 2100 

gggtggacat gaafcacttag ctacctcagc aggaattcct tccaggtccc ctttaaagct 2160 

gaggtcctta gagtaatafcg tccttaataa aaaggacaaa tggatacagc cttgaccctc 2220 

ccagtgagga gaccccaatfc 'cagpaataag tctcaccctt ctcccctaca ggtcaggcca 2280 

agaagggtga aggdctcttg cactccagac ctcatacgcc ccaacagctt ctaattggat 2340 

agaacttgct ttaccttaea gctcacaacc tcagctgggt tttagcytacc caaaaagggc 2400 

ctgtctagat tttttcagaa aaacg.tggag. tgc.taggggc agcctggaaa agatggggaa 2460 

cctgctagtg aactaggagg, gagacttcca tagcctcaga cttggatagg gtaggctgag 2520 

ggggccctaa gggagggr^ct ; aaggctcfcaa ggcaggtcac ttttccttag gctgttctac 2580 

ttctggcttg ttgcaa'gagg : agbagatgcc ccc'tcaccca cacaaacccc actcagtctc 2640 

cacccaactc ctg^baqtigc\'t:ccc'a^0grga tcgggtctcc actccagctt tctcaattaa 2700 

agacgattta tacaaaaaapi .aaaaaaaaaa aaaaa'aaaaa aaaaaaaaaa aaaaaaaaaa 2760 

•. • .."V " "/ "** * - 2763 



<210> 456. 

<211> 873. 

<212> PRT 

<213> Homo sapiens - 

<400> 456 

Met Gly Thr Ser . Ala- . Leu .Tip Ala Leu. Trp Leu Leu Leu Ala Leu Cys 

1 \\S' ' 10 is 



Trp Ala Pro Arg - Glu Ser Gly' Aia Thr Gly Tfcr Gly Arg Lys Ala Lys 

2d' .. -25 ■ 30 



Cys Glu Pro; Ser G^*;pliQ Gin Cys .Thr Asn Gly Arg Cys He Thr Leu 

3.5 . ; • y r . . 40; 45 

Leu Trp. Lys ■eysV^p:%G.iy Asp' Glu Asp" Cys Val Asp Gly Ser Asp Glu 

so ■ *•;,.■ -:y 1 .55?- v *; .. eo 



Lys Asri Cys .yai'.Lys*-.^ Ser Asp Phe Val Cys 

65 ■ * • — ! v : : v '7b : V 75 '* 



Asn 
80 



Asn Gly; Gin Cys /Va'i -Pro Sfer-jvxg Trp. Lys Cys Asp .Gly Asp Pro Asp 

•;. ^V85 v^'v- ; ' [ '} ■ •' . 90 ■ 9s 

Cys Glu Asp. .Gly . Ser Asp. .Glu .^er 'Pro Glu Gin Cys His Met Arg Thr 

• ibd • -'V s • *. \ .-* ; ;ios ' ' no 

Cys Arg lie Hi's' Glu Xle Ser Cys Gly Ala His Ser Thr Gin Cys He 

115 •;•> . ' ; • . 120 • * 125 

Pro Val .Ser Trp Arcf Cys Asp Gly' Glu Asn Asp Cys Asp Ser Gly Glu 

• 130 '.. ;/..V;/''\ 135 ' .. ' ■ 140 
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. Asp Glu Glu. Ash Cys" Gly Asn lie Thr Cys Ser Pro Asp Glu Phe Thr 
145 • . . 150 '■**' 155 160 



Cys Ser Ser Gly Argf- Gys He Ser Arg Asn Phe Val Cys Asn Gly Gin 
• 165 ""' 170 175 



Asp Asp . Cys Ser Asp Gly Ser Asp Glu Leu Asp Cys Ala Pro Pro Thr 
180 ' 185 190 



Cys Gly Ala His- G;Lu * Phe . Glu- Cys . Ser Thr Ser Ser Cys He Pro lie 
•195" ";' ' £ 20$ ; ' -\ ' 205 

Ser Trp Val Gys: As jo .Asp Asp. Ala .Asp Cys Ser Asp Gin Ser Asp Glu 

- 210 . ' :.- 215 220 



Ser Leu Glu Gin Cys Gly Arg Gin -Pro Val He His Thr Lys Cys Pro 
225 230' 235 240 



Ala Ser Glu He Gin Cys Gly Ser Gly' Glu Cys He His Lys Lys Trp 

: 245 ' 250 255 



Arg Cys. Asp Gly* Asp Pro Asp- Cys' Lys Asp Gly Ser Asp Glu Val Asn 
260 • 265 270 



Cys Pro Ser Arcf,Thr.Cys Arg, Pro' Asp. Gin' Phe Glu Cys Glu Asp Gly 

. . 275 ," ■■' r : ..2fiju* : ** 285 

Ser Cys lie Hi's. Gly Ser Arg Gin. Cys Asn Gly lie Arg Asp Cys Val 

290 '.' .\V;-.\ -29;s ' V.. 300 



Asp Gly Ser. Asp, Glu Val Asn Gys -Lys Asn Val Asn Gin Cys Leu Gly 
3 05 . ' 310 ** V 315 320 



Pro Gly Lys Phe Lys: Cys.. Arg].. Ser Gly. iSlu Cys He Asp He Ser Lys 
325V . 330 335 



Val Cys Asn. Gin Glu. Gin Asp Cys t Arg Asp Trp Ser Asp Glu Pro Leu 

- 34Q.; ;*.;. / . . ; 350 

Lys .Glu Cys His 1 ; lie- ton' .Glu , Cys .'.Leu' Val Asn Asn Gly Gly Cys Ser 
355'; ' :.* '■ 360-/ 365 

His He Cys Lys.Asp\Leu Val .lie Gly Tyr. Glu Cys Asp Cys Ala Ala 
370 375- 3 80 



Gly Phe Glu Leu . lie Asp Arg Lys . Thr- Cys Gly Asp He Asp Glu Cys 
385 V -.'.390 395 400 



Glri Asn Pro;'Giy.*ile/.Cys Seir; Gin .He Cys He Asn Leu. Lys Gly Gly 
W. .'"'I 40S V '' .410 . 415 



Tyr Lys- Cys Glu ! 'Cys" S er Arg Gly ^Tyr.-Gln Met Asp Leu Ala Thr Gly 

' 4 2fr .-...,;/ y-. : " 425 430 

Val Cys '"l,ys^Ala! \yal h /&iy • t^U:\QiA : V^'' S&r Leu lie Phe Thr Asn Arg 

. • '43"5V :, ^*--::«'7."' : " '.\:- : S$io': 445 
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Arg Asp lie Arg'iys lie Gly Leu Glu Arg Lys Glu Tyr lie Gin Leu 
450 . 455 " ~ 460 



val Glu Gin Leu Arg Ash Thr Val Ala Leu Asp Ala Asp Tie Ala Ala 
465 .470 . 475 480 



Gin Lys Leu' P^ v Trp;:A;la' Asp. Leu Ser Gin Lys Ala He Phe Ser Ala 

\-\- 485;':- . ■: 490 495 

Ser lie Asp. Asp Lys '.Val Gly /Arg His- Val Lys Met He Asp Asn Val 

.. : '500 " • - 505 510 



Tyr Asn :Pro Ala' JU- a * xl& Val Asp Trp Val Tyr Lys Thr He Tyr 

5.15 - • ' 520 525 



Trp Thr Asp. Ala Ala Ser Lys Thr lie Ser Val Ala Thr Leu Asp Gly 
53 0 535 *■* 540 



Thr Lys ArgVLys Phe Leu'- Phe Asn. .Ser Asp Leu Arg Glu Pro Ala Ser 

545 • •' * .« ' 5S0 -555 ' 560 



lie Ala Val Asp Pro Leu Ser Gly Phe Val Tyr Trp Ser Asp Trp Gly 
' 565. k ' 570 575 



Glu Pro. Ala Lys . He Glu Lys Ala Gly Met Asn Gly Phe Asp Arg Arg 
580 *. : 585. 590 



Pro Leu Val. Thr' Ala /Asp .lie Gin- Trp Pro Asn Gly lie Thr Leu Asp 
595 . * " - 600 605 



Leu lie Lys Ser ;at£ Leu Tyr Trp .Leu A?p Ser. Lys Leu His Met Leu 
610' - V.' ,;> .'. *U5 * 620. 

Ser Ser .Val Asp" Leu- Asn Gly Glri 'Asp Arg Arg He Val Leu Lys Ser 

S25 . .. : - ... ;V63 0. 635 640 

Leu Glu Phe Leu Ala His Pro" Leu. A2,a Leu Thr He Phe Glu Asp Arg 
X.645-' ' .650 655 

Val Tyr - Trp lie, Asp/ Gly Glu'. Asn" !piu Ala Val Tyr Gly Ala Asn Lys 

: 660.. ',>:.. . . : V . %65- • ' 670 



Phe Thr Gly, -Ser Glu*. lieu Ala: Thr 'Leu Val Asn Asn Leu Asn Asp Ala 
675" 68.0' 685 

Gin Asp "lie* He Val. Tyr His Glu Leu Val Gin Pro Ser Gly Lys Asn 
690' '•' '*.■ 695- : 700 



Trp Cys Glu Glu Asp. Met Glu Asn 'Gly Gly Cys Glu Tyr Leu Cys Leu 

70S .-.yio ... " ' 715 720 

Pro Ala Pro .Gin • I^ei'Asn Asp His Ser Pro Lys Tyr Thr Cys Ser Cys 
7 ; 2£ .... ' 730. 735 

Pro Ser _Gly Ty£ Asn:.; Val GlU'.Giu Asn Gly Arg Asp Cys Gin Ser Thr 

' '.A74Q/[%,y :/s 745 « V 750 

Ala Thr T^jVaX'^if-T^ Sfefc. Glu' Thr *Lys Asp Thr Asn Thr Thr Glu 
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755 ■ 760 765 

lie Ser Ala Thr Ser Giy Leu Val Pro Gly Gly He Asn Val Thr Thr 
770 \ lis . 78 0 

Ala Val Ser Glu Val -Ser Val Pro Pro Lys Gly Thr Ser Ala Ala Trp 
785 ... : 790 795 800 



Ala lie Leu. Pro Leu. Leu Leii Leu Val Met Ala Ala Val Gly Gly Tyr 
• ' 805- " : * 810 815 



Leu Met Trp.- Arg Asji j :Trp Gin- His Lys Asn Met Lys Ser Met Asn Phe 
820* J 825 83 0 



Asp Asn Pro Vail Tyr -Leu Lys : Thr, Thr Glu Glu Asp Leu Ser He Asp 
835 * "V / ' 840; " 845 

He Gly Arg* His - Ser Ala Ser Val Gly 'His Thr Tyr Pro Ala He Ser 
850 • •" 855 V 860 



Val val ser Thr Asp Asp Asp Leu Ala- 

865 . .\ 8*7.0 *' . ' 



<210> 457 

<211> 3355. : 

<212> DNA . ... -I 

<213> Homo sapiens . 



<400> 457 - 

acatacttct tccfcccttcg gaagggctgg taacfctgttg agcggacgga acggcggcgg 60 

cggcggcacc atccaggcgg- gcaccatggg cacgtccgcg ctctgggcgc tctggctgct 120 

gctcgcgctg t'gctggcjcgc * cccgggagag cggcgccacc ggaaccggga gaaaagccaa 180 

atgtgaaccc tcccaattcc- agtgcacaaa tggtcgctgt attacgctgt tgtggaaatg 240 

tgatggggat gaagagtgtg ttgacggcag tgatgaaaag aactgtgtaa agaagacgtg 300 

tgctgaatct gacjbtcgj;gt'\gcaaaaatgg ccagtgtgtt cccagccgat ggaagtgtga 360 

tggagatcct gactgcgaacf atggtfecaga tgaaagccca gaacagtgcc atatgagaac 420 

atgccgcata catgaaatca gctgtg£c.gc .ccattctact cagtgtatcc cagtgtcctg - 480 

gagatgtgat ggtgaaaatg attgtgacag. ■ tg'gagaagat gaagaaaact gtggcaatat 540 

aacatgtagt. cccgacgagt 't^cacctgetc" cagtggccgc tgcatctcca ggaactttgt 600 

ttgcaatggc cagga.tga.ct gcagcgatgg cagtgatgag * ctggactgtg ccccgccaac 660 

ctgtggcgcc catgagttcc agtgcagcac etc'ctcctgc atccccatca gctgggtatg 720 

cgacgatgat . gcagactgcfc ccgaccaktc .tgatgagtcc ctggagcagt gtggccgtca 780 

gccagtcata capacca'agli-.^rtccag.ccag* cgaaatccag tgcggctctg gcgagtgcat 840 

ccataagaag tggcgatgtg-' atggggaccc. tgactgcaag gatggcagtg atgaggtcaa 900 

ctgtccctct' cgaacttgcc; gacctgacca atttgaatgt gaggatggca gctgcatcca 960 

tggcagcagg cagtgtaatg'/gta^ ggttccgatg aagtcaactg. / 1020 

caaaaatgtc &at;cag£gct!.* tgggccctgg aaaattcaag tgcagaagtg gagaatgcat 1080 

agatatcagc aaagtstt^a; aQca^gag^'. ggactgcagg gactggagtg atgagcccct 1140 

gaaagagtgt'. jCAt^^og'a^s^^^ aaataatggt ggatgttctc atatctgcaa 1200 
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agacctagtt ataggctacg agtgtgactg. tgcagctggg tttgaactga tagataggaa 1260 

aacctgtgga gatattgatg aatgccaaaa tccaggaatc tgcagtcaaa tttgtatcaa 1320 

cttaaaaggc ggttacaagt gtgaafegtag tcgfcggctat caaatggatc ttgctactgg 1380 

cgtgtgcaag gcagtaggpa aagagccaag t;ctg'atcttc ■ actaatcgaa gagacatcag 1440 

gaagattggc ttagagagga aagaatatat' ccaactagtt gaacagctaa gaaacactgt 1500 

ggctctcgat gctgacattg ctgcccagaa actattctgg gccgatctaa gccaaaaggc 1560 

tatcttcagt gcctcaat.tg . atgacaaggt tggtagacat gttaaaatga tcgacaatgt 1620 

ctataatccfc gcagccattg ctgttgattg ggtgtacaag accafcctact ggactgatgc 1680 

ggcttctaag actatfcfccag tagctaccct agatggaacc aagagga'agt tcctgtttaa 1740 

ctctgacttg cgagagccfcg ectccatagc. tgtggaccca ctgtctggct ttgtttactg 1800 

"gtcagactgg- ggtgaahcag ctaaaatjaga aaaagcagga atgaatggat tcgatagacg 1860 

tccactggtg acagcggata tccagtggcc taacggaatt acacttgacc ttataaaaag 1920 

tcgccfcctat tggctt^att. ctaagrttgca 'catgttatcc agcgtggact tgaatggcca 1980 

agatcgtagg atagtac taa * agtctctgga gttcctagct catcctcttg cactaacaat 2040 

atttgaggat cgtgtctact ggatagatigg gga'aaatgaa gcagtctatg gtgccaataa 2100 

attcact'gga tcagagct'ag. ccactc.tagt:- caacaacctg aatgatgccc aag'acatcat 2160 

tgtctatcat gaacttgtac . agccatcagg taaaaattgg tgtgaagaag acatggagaa 2220 

tggaggatgt gaatacctat • gcctgccagc accacaaatt aatgatcact ctccaaaata 2280 

tacctgttcc tgtccc.d.grtg ggtacaatgt agaggaaaat "ggecgagact gtcaaagtac 2340 

tgcaactacw gtgacttaca gtgagacaaa agatacgaac acaacagaaa tttcagcaac 2400 

tagtggacta gtt;cctggag ggatcaafcgt gaccacagca gtatcagagg tcagtgttcc 2460 

cccaaaaggg k'ct tc tgctig catgggccat,. tcttcctctc fctgctcttag tgatggcagc 2520 

agtaggtggc tacttgatgt ,ggcggaat;tg gcaacacaag aacatgaaaa gcatgaactt , 2580 

tgacaatcct ^gtact'tga aaaccacfcga agaggacctc tccatagaca ttggtagaca 2640 

cagtgcttct gttg'gadaca cgfcacdcsigc! aatatcagtt gtaagcacag • atgatgatct 2700 

agcttgactt ctgtgaeaaa; tgttgacct;t tgaggtctaa acaaataata cccccgtcgg 2760 

aatggtaacc gagccagcag ctgaagtctc tttttcttcc tctcggctgg aagaacatca 2820 

agatacctfct gcgtgcfab'ca agct^gt^a cttgaccgtt tttatattac ttttgtaaat '2880 

attcttgtcc acattcta'ct ' t'cagctttgg atgtggttac cgagtatctg taacccttga 2940 

atttetagac a^attgdca . cctctggcca aatatgcact ttccctagaa agccatattc 3000 

cagcagtgaa acttgtg.cta;.tagtgtatiacvcacctgta'ca tacafctgtat aggccatctg 3060 

taaatatccc . agacfaacaat cactattcfct aagcactttg aaaatatttc tatgtaaatt . 3120 

attgtaaact ttt,"tcaatgg ctgggacaat ggcaatagga caaaacgggt tactaagatg 3180 

aaattgccaa aaaaatttab aaactaattt fcgtacgtatg aatgatatct ttgacctcaa . 3240 

tggaggtttg caa'agact.ga gtgttcaaac tactgtacat ttttttcaag tgctaaaaaa 3300 

attaaaccag ^agqttadaat;. aaaaaaaaaa aaaaaaaaaa- aaaaaaaaaa . aaaaa - 3355 

<210> 458 > .;. '{:'■ " " ■ 

<211> 69.5 ■ \> V'":. t. ' v : -' > ■ " : ■ 

<212> PRT ".V,V- • • 

<213> Homo sapieiLs; ■; ' ' • ' 
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<400> 458 



Met Ala Leu "Leu Leu Val Ser Leu Leu Ala Phe Leu Ser Leu Gly Ser 

1 ' ■ ' ' 5'* " 10 15 



Gly Cys His; His' Arg;' He Cys His Cys Ser Asn Arg Val Phe Leu Cys 
20 25 30 



Gin Glu Ser ~ Lys Val" Thr Glu lie Pro Ser Asp Leu Pro Arg Asn Ala 

35. " ( .- : ;.-40 , 45 



He. Glu Leu Arcf Pne-: yal Leu Thr Lys Leu Arg Val He Gin Lys Gly 

so.-- • ss *• . * - 60 



Ala Phe Ser- Gly '■ Phe: Gly AspV Leu Glu Lys Jle Glu lie Ser Gin Asn 

65 . r : : : : '76 • ; • IS : 80 

Asp Val Leu. Glu Val lie Glu:- Ala .Asp Val Phe Ser Asn Leu Pro .Lys 

85 '« * • • -90 95 



Leu His Glu lie Arg . lie Glu .-Lys Ala' Asn Asn Leu Leu Tyr He Asn 

[ lob ,io5 . no 



Pro Glu Ala Phe Gin Asn. Leu-. Pro .Asn, .Leu .Gin Tyr Leu Leu lie Ser 
lis;." V'J *:V.«i2p . 12 s 

Asn Thr Gly. lie Lys "His- Leu. Pro Asp Val His Lys lie His Ser Leu 
130 135 140 



Gin Lys Val Leu Leu • Asp He. Gin' Asp Asn He Asn He His Thr He 
145 . ' 150 ' 155 160 



Glu Arg Asn Ser: Ph$'Val Gly Leu, Ser' Phe Glu Ser Val He Leu Trp 
;'; 165>: ; • * 170 175 



Leu Asn Lys Asn ;GlyJne . Qlhl Glu ' He His Asn Cys Ala Phe Asn Gly 

ifi.6* ' :> : * .- |: ViBS;.; ; ; 190 

Thr Gin Leu Asp . Glu; -Leu Asn" Leu Ser' Asp Asn Asn Asn Leu Glu Glu 

195vV^ : ;:'^'^ V, *. V ; V:2£0;' . ' 205 

Leu Pro Asn Asp .Vai-: Piie His. .Gly 'Ala . Ser Gly Pro Val He Leu Asp 

210 .... " • •V. j; 5 >. [..• a±$"." : 220 • 

He Ser. Arg Thr'j' Arg lile. His Ser /lieu Pro Ser Tyr dly Leu Glu Asn 
225 23tf< ! ::, 235 ^ 240 

Leu Lys Lys* LeuVAjrg Ala Arg" Ser -Thr Tyr Asn Leu Lys Lys Leu Pro 

...245. < 250 • 255 



Thr Leu Glu Lys, Leu. Val Ala Leu- Met Glu Ala Ser Leu Thr Tyr Pro 

•• 260."' J *:V-.".. •:•"/ - . 265 . * '* ' 270 

Ser His Cys Cys- ^k".'Phe Ala Asn Trp .Arg Arg Gin He Ser Glu Leu 
: 275v : /' ^•;.V : V;. y4* ;2JBQ ; ; " . , 285 

His Pro Ile ;Cy S ^ ab^'; Lys' Ser; Xlk : Leu Arg.' Gin Glu Val Asp Tyr Met 

29o* •./•- "'-.^v^v /.'• *?f: ''Y'. :" • • 300 
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Thr Gin 1 Ala. Arg,- Gly <»in Arg« Ser Ser .Leu Ala Glu Asp Asn Glu Ser 
305 310' . 315 320 



Ser Tyr Ser Arg' GjLy Phe Asp Met Thr Tyr Thr Glu Phe Asp Tyr Asp 
. 325 330 335 



Leu Cys Asn Glu .Val Val Asp Val Thr Cys Ser Pro Lys Pro Asp Ala 
340- ■.. . • 345 • 350 



Phe Asn Pro CyS ; Glu Asp lie, Met Gly. Tyr Asn lie Leu Arg Val Leu 
• 355". v ,340- 365 



He Trp.Phe He. Ser lie Leu. Ala. lie Thr Gly Asn He He Val Leu 

370 . J »'-*. 37:5* . 380 



Val lie Leu Thr, Thr JSer Gin. Lys Leu Thr Val Pro Arg Phe Leu 
385 '390 .I ~ 395 400 

Met Cys Asn . Leu Ala Phe Ala'.- Asp' Leu. Cys He Gly He Tyr Leu Leu 
... 405" .. ■ 'V, \ • . 410 415 



Leii He' Ala. Ser Val A$p lie His ..Thr Lys Ser Gin Tyr His Asn Tyr 
.420 \" 425 430 

■ i 

Ala .He Asp Trp Gln -Thr Gly Ala Gly' Cys Asp Ala Ala Gly Phe Phe 
43 5-. v 440 445 



Thr Val Phe' Ala Ser. Glu Leu Seir Val Tyr Thr Leu Thr Ala He Thr 
450 455 460 



Leu Glu Arg- Trp .Hls The lie. Thr His Ala Met Gin Leu Asp Cys Lys 
465" ' .; AyQ •■ 475 480 

Val Gin Leu Arg. His .Ala Ala Ser Val Met Val Met Gly Trp He Phe 

V485f' *;.;- 490 495 

Ala Phe Ala A^a- Ala'-Leu P^e Pr^ •:He >he Gly. He Ser Ser Tyr Met 

500; V^: V ':•}?; so5 ' .« : ■ : 510 

Lys Val Ser^Ile.Cys'.-Leu Fro/.M^t- Asp He Asp Ser Pro Leu Ser Gin 

■ 5is. : . - *\- m ; r \? m S: m •.;.'7.j5?6 , f : ? ; . 52s 

Leu Tyr. Val Met", Serf'-Leu Leu Va.i, Leu Asn val Leu Ala Phe Val Val 
530 • .'. 535. 540 



He Cys Gly Cys ' Tyr £Le\His\ lie -Tyr ' Leu Thr Val Arg Asn Pro Asn 

He Val Ser Ser Ser -Ser Asp N Thr Arg He Ala Lys Arg Met Ala Met 

\ '.'565.;.', '570 575 



Leu He phe Thr -Asp.. Phe .Leu . Cys Met Ala, Pro - He Ser Phe Phe Ala 

. s6o" v ;y.V' r )!- ' : . ./ : -58S " '/ 590 

He Ser Ala..Ser>LeuALys Val? Pro. Leu' He Thr Val Ser Lys Ala Lys 

-. .\ 5$s : \ ' : ^:-^£-y'.{^'$66; - v.'- 60s ■ 



WO 2005/071059 



675 



PCT/1L2005/000107 



lie Leu lieu Val- Leu Phe His . Pro He Asn Ser Cys Ala Asn Pro Phe 
610 '•* - 6*15 620 



Leu Tyr Ala He Phe Thr' Lys Asn Phe Arg Arg Asp Phe Phe lie Leu 
€25 630 635 640 



Leu Ser Lys Cys Gly Cys Tyr Glu Met Gin Ala Gin He Tyr Arg Thr 
645. . 650 " 655 



Glu Thr' Ser Ser Thr .Val His Asn Thr .His* Pro Arg. Asn Gly His Cys 
• 660 665 670 



Ser Ser Ala*. Pro Arg Val Thr Ser Gly Ser Thr Tyr lie Leu Val Pro 
' 675". • 680 685 



Leu Ser His LeU Ala Glh Asn' ' 

690 •••\' /: v' -r. ; 695* . : \. 

<210> 459V'* ' 
- <211> 23.82 . .'■ ::'".-'•'■.* i : , 
<212> " DNA • '. ; -r .' . ,:- . 

<213> Homo sapiens 

<400> 459. . • • 

tgtggagctt ctgagafcctg- tggaggtttt 
atggatgcat aattatggcc ctgctcctgg 
caggatgtca tcatcggatc tgtcactgct 
aggtgacaga gattccttctv gacctccdga 
ccaagcttcg' agtcatccaa aaaggtgcat. 
agatctctca gaatgatgtc' ttggaggtga 
aattacafcga aattaga'att gaaaaggcca 
tccagaacct tcccaacctt' caatatctgt 
cagatgttca* baagatfccat fcctctcc^aa 
acatccacac aattgaaaj^a- aat'tctt£cg : 
ggctgaataa ^atgggafct caagaaatac 
atgagctgaa tctVagc^t ;aataataatt 
gagcctctgg>accagt*catb ctagatattt 
atggcttagav ^aatdt^aag- aag$tfga%gg 
ctactctgga aaajjctt^tc -gccct'c^tgg 
gtgccttt'gc. kaadt^gaga;; cggcaaa'tct 
fctttaaggca 4^agttgat : tatat^cta 
aagacaatga gtccagcfcac: agcagaggat 
acttat gcaa , fcga*agtggrte* gacgtgacct 
gtgaagatat * catggggtac aacatcctca 
ccatcactgg tfaaca tcate ;. gtgctagtgai 
tccccaggtt ccttatg££c- aacctggcct 
tgctcattgc " atcagttgat.' atccatafcca 



tctctgcaaa tgcaggaaga aatcaggtgg 60 

tc.totttgct ggcattcctg agcttgggct 120 

ctaacagggt ttttctctgc caagagagca 180 

ggaatgccat tgaactgagg tttgtcctca 240 

tttcaggatt tggggacctg gagaaaatag 3 00 

taga'ggcaga tgtgttctcc aaccttccca 360 

acaacctgct ctacatcaac cctgaggcct 420 

taatatccaa cacaggtatt aagcaccttc 480 

aagtfcttact- tgacattcaa gataacataa . 540 

tggggctgag ctttgaaagt gtgattctat 600 

acaactgtgc attcaatgga acccaactag . 660 

ta^aagaatt gcctaatgat gttttccacg 720 

caagaacaag gatccattcc ctgcctagctf 780 

ccaggtcgac ttacaactta aaaaagctgc 840 

aagccagcct cacctatccc agccattgct 900 

ctgagcttca tccaatttgc aacaaatcta 960 

aggctacjggg tcagagatcc tctctggcag 1020 

ttgacatgac .gtacactgag tttgactatg 1080 

gctcccct'aa gccagatgca ttcaacccat 1140 

gagtcctgat atggtttatc agcatcctgg 1200 . 

tcctaactac cagccaatat aaactcacag 1260 

ttgbtjjatct ctgcattgga atctacctgc - 1320 

agagccaafca tcacaactat gccattgact 1380 



WO 2005/071059 



676 



PCT/IL2005/000107 



ggcaaactgg 
cagtctacac 
agctggactg 
ttgcttttgc 
tctgcctgcc 
tgctcaatgt 
tgcggaaccc 
tgctcatctt 
ccctcaaggt 
ccatcaactc 
atttcttcat 
cagaaacttc 
ccagagtcac 
aaaacacaat 
gtatgtcaca 
tacctttaag 
ttattagtaa 



ggcagg'atgt' 
tctjjkcagct 
caaggtgcag 
agctgccctc 
catggatatt 
cctggccttt 
caacatcgtg 
cactgacttc 
gcccctcatc 
ctgtgccaac 
tctgctgagc: 
atccactgtc 
cagtggtftc'c. 
gtgaaaa££t 
aagagctgac 
gtaaattggt 
caacaataat 



gatgctgctp 
atcaccttgg 
ctccgccatg 
tttcccatct. 
•gacagccett 
gtggtcatct 
tcctcctdta 
ctctgcatgg 
actgtgtcca 
.cccttccbct 
aagtgtggct 
•cacaacacco 
acttacatac 
atctgagtat 
agtgpttcta 
caggaactat 
aattaaagaa 



gctttttcac 
aaagatggca 
ctgccagtgt 
ttggcatcag 
tgtcacagct 

gtggctgcta 

gtgacaccag 
cacccatttc 
aagcaaagat 
atgccatctt 
gct'atgaaat 
atccaaggaa 
ttgtacctct 
tgaatgataa 
cacatttcat 
taattccatg 
tgcaatactg 



■tgtctttgcc 
taccatcacg 
catggtgatg 
cagctacatg 
gtatgtcatg 
tatccacatc 
gatcgccaag 
tttctttgcc 
tctgctggtt 
taccaaaaac 
gcaagcccaa 
tggccactgc 
aagtcattta 
ttcagtcttg 
ctaatttaat 
tgatacatta 
ta 



agtgagctgt 
catgccatgc 
ggctggattt 
aaggtgagca 
tccctccttg 
tacctcacag 
cgcatggcca 
atttctgcct 
ctgtttcacc 
tttcgcagag 
atttatagga 
tettcagctc 
gcccaaaact 
cctttgaagg 
attcctggca 
ggaagctgaa 



1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2382 



<210> '460 

<211> 2471 - 

<212> PRT V , 

<213> Homo sapiens 

<400> 460 

Met Pro Ala Leu Arg Pro Ala Leu Leu Trp Ala Leu Leu Ala Leu Trp 

1 * • 5' ' .10 15 



Leu Cys Cys Ala Ala' Pro Ala His " Ala Leu Glh Cys Arg Asp Gly Tyr 
20 / 25 30 

Glu Pro Cys- VaT' AdnVdu Gly -Met Cys Vai' Thr Tyr His Asn Gly Thr 

' 3S . . : V^ : . -:* : ' 40/ ... 45 

Gly Tyr Cys Lys. .Cys-;Pro • Giu ; .Gly Phe Leu Gly Glu. Tyr Cys Gin His 

50 - ' ' '55 ; *. j ' ■ ' • 60 . 



Arg Asp Pro Cys; Glu. Lys m Ash • Arg. Cys Gin Asn Gly Gly Thr Cys Val 

65 / *?6 ' \A : . * * 75 80 

Ala Gin Ala. Met' -.Leu. -.Gly Lys,.M.a. : Thr Cys Arg Cys Ala Ser Gly Phe 

8^/;: V;.'- . ' • \9b - * 95 

Thr Gly Glu Asp [ Qy K a 'Glii ..Tyr.- 'Ser Thr^Ser His Pro Cys Phe Val Ser 
".100; '.\ ' ; 105 :,v . 110 



Arg Pro Cys Leu * Asn Gly Gly* Thr/. Cys His Met Leu Ser Arg Asp Thr 
115 ; V 120 125 



. Tyr Glu! Cys Thr...Cy^ ; Gin Val Giy' Phe Thr Gly Lys Glu Cys Gin Trp 
130 . V %3.S ■..*•*• 140 
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Thr Asp Ala Cys lieu Ser His." Pro. Cys Ala Asa Gly Ser Thr Cys Thr 
14S v -±50 - :.. * : . 155 160 



Thr Val Ala Ash Gin Phe Ser Cys Lys. Cys Leu Thr Gly Phe Thr Gly 

165" V • ' 7 • 170 " 17S 



Gin Lys. Cys Glu Thr Asp. Val . Asn. Glu Cys Asp lie Pro Gly His Cys 
:L80 .... 185 ' ' 190 



Gin His Gly Gly Thr.. Cys Leu Asn Leu Pro Gly Ser Tyr Gin Cys Gin 
195 " 200 205 



Cys Pro Gin Gly Phe. Thr Gly Gin Tyr Cys Asp Ser Leu Tyr Val Pro 
210 215 220 



Cys Ala Pro Ser Pro. .Cys Vai Asn Gly Gly Thr Cys Arg Gin Thr Gly 

225 _.-\* 230 : • 235 -' 240 

Asp Phe Thr Phe • Glu; Cys Asn'.. Cys Leu Pro Gly Phe Glu Gly Ser Thr 
'■ . ; 245 ; - . ; ■ .250 ■* 255 



Cys Glu Arg Asn. -lie. Asp Asp Cys Pro Asn His Arg Cys Gin Asn. Gly 
- 260 *'•■/- ' -V .' 265 -270 



Gly Val Cys -Val Asp. Gly Val-' Asn' Thr Tyr Asn Cys Arg Cys Pro Pro 
275 -280 • 285 



Gin Trp Thr :Gly Gin .Phe Cys. Thr Glu Asp Val Asp Glu Cys Leu Leu 

290 . ' 295 "/ 300 



Gin Pro Asn Ala\ Cys GjLn Asn Gly Gly Thr Cys Ala Asn Arg Asn Gly 

305 ■' : , . - 310 * 315 320 



Gly Tyr Gly Cys Val Cys Val Asn Gly Trp Ser Gly Asp Asp Cys Ser 

325 .*■ ■. 330 335 



Glu Asn He Asp- Asp Cys Ala Phe Ala J3er Cys Thr Pro Gly Ser Thr 
340 / . 345* " 350 



Cys He Asp Arg Val* Ala Ser Phe Ser Cys Met Cys Pro Glu Gly Lys 
355. -.. .- .„ >; /,;. 360, - * " . 365 

. 1 . < v :• .* *•• .»-..• 

Ala Gly. Leu. Leu. Cys/ His rieu..*^p Asp -Ala Cys He Ser Asn Pro Cys 

370 - v • y"*":^v '375". • : :v : 380 ■ 

His l^.QlyhJld^^u!'p^A-4^':i^Ami['M6 Leu Asn Gly Gin Tyr He 
385 '."390 M V i- : 3 95 • ■ 400 

Cys Thr Cys- Pro Gin Gly Tyr Lys ' Gly- Ala Asp Cys Thr Glu Asp Val 
4Q5-.-.', . -410 ■ 415 



Asp Glu Cys. Ala- Met Ala- Asn Ser...Asxl :Pro Cys Glu His Ala Gly Lys 

• 430 : > - -42?*:^- ■ 430 

Cys Val Asn Thr' Asp; 'Gly Ala' Phe His Cys Glu Cys Leu Lys Gly Tyr 

•435 . ;.;>•.;/ '4*40 *' . 445 
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Ala Gly .Pro Arg Cys Glu Met Asp He Asn Glu Cys His Ser Asp Pro 
450 . 455. , 460 

Cys Gin Asn Asp Al a ' Thr Cys Leu Asp Lys lie Gly Gly Phe Thr Cys 
465 470 475 480 

Leu Cys Met Pro Gly. Phe Lys Gly Val His Cys Glu Leu Glu lie Asn 
485 \ ' 490 495 

Glu Cys Gin Ser Asn Pro Cys Val Asn Asn Gly Gin Cys Val Asp Lys 
■ 500; • .505 ; 510 



Val Asn Arg Phe Glxx Cys Leu Cys .Pro Pro. Gly Phe Thr Gly Pro Val 
515' ' .520 525 



Cys Gin lie Asp Tie, Asp Asp Cys : Ser Ser Thr Pro Cys Leu Asn Gly 
530 535 540 



Ala Lys Cys HeAsp-'His Pro Asn Gly '.Tyr. Glu Cys Gin Cys Ala Thr 
545 .55.0 ■• 555 560 



Gly Phe Thr-Qly- Val Leu Cys Glu. Glu. Asn lie Asp Asn Cys Asp Pro 

■.*.■>■■ 565" . ■ Y' : \ ..-570- ' 575 

Asp Pro Cys ' His, His' Gly Gin Cys ' Gin Asp Gly lie Asp Ser Tyr Thr 

" .. 580," "*.- \ 585- / 590 



Cys lie Cys Asn Pro. Gly Tyr .Met "Gly Ala He Cys Ser Asp Gin He 

S95 '-16'd.b/ 60S 



Asp Glu Cys Tyr Ser Ser Pro Cys Leu' Asn Asp Gly Arg Cys He Asp 

610 ''■ -.' feis". 620 



Leu Val Asn Gly Tyr .Gin Cys Asri/Cys Glri Pro Gly Thr Ser Gly Val 
625 • 630 635 640 



Asn Cys Glu' lie Asn Phe Asp Asp. Cys. Ala Ser Asn Pro Cys He His 
645; . ' '650 655 

Gly He Cys Me.t.. Asp Gly lie' Asn Arg- Tyr. Ser Cys Val Cys Ser Pro 

m ' • 660>:'^/;: : : 7/ i- ^665 ; ' ^ - ^ .670 

Gly Phe Thr-'Gly^ Gin Arg Cjrs'. Asn. ile Asp He Asp Glu Cys Ala Ser 
. -675.4 ;"•>.'■• /'*V6B0-' 685 



Asn Pro. C^yAi^rti^'Qly.'X^-.'^&t Cys He Asn Gly Val Asn Gly Phe 

690 . . ; y . : !>. ■ • ' .. 1 • 6&!f ; \. ' 700 

•Arg Cys Ile-^ys. Pro /Glu Gly- -Pro. .'His His Pro Ser Cys Tyr Ser Gin 

705 ". .. V 7io ">'.-• - ■ 715 ■ 720 

Val Asn Glu Cys Leu -.%er Asn -pro Cys lie His Gly Asn Cys Thr. Gly 

. '■*• .V/"v 7 .2.5V* t - • 730 735 

Gly Leu .Ser Gly /Tyr Lys: C!ys " Leu Cys .Asp -Ala - Gly Trp Val Gly Ile 

• : • . / * .. : -\'- 74S : 750 

Asn Cys . Glu Val Asp: Lys Asn Glu Cys Leu* Ser Asn Pro Cys Gin Asn 
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755 '• "... / . - / 7.6,0. 765 

Gly Gly Thr Cys Asp. 'Asn Leu Val Asn Gly Tyr Arg Cys Thr Cys Lys 

770 . / ." • 775 j • 780 

Lys Gly Phe Lys G.ly.Tyr Ash . Cys - Gin Val Asn lie Asp Glu Cys Ala 

785 . ■ .-/"790 • : . 795 800 



Ser Asn Pro- Cys Leu 'Asn Gin Gly Thr Cys Phe Asp Asp lie Ser Gly 
805. ' " ' . - 810 815 



Tyr Thr Cys His. Cys. Val Leu Pro 'Tyr' .Thr Gly Lys Asn Cys Gin Thr 
-820 -■>'■»/•■ ■ **"■•'• ■ 82S . 830 

Val Leu Ala Pro . Cy&' Ser Pro Asn Pro Cys Glu Asn Ala Ala Val Cys 
835- . '8.40- ' •'- 845 



Lys Glu Ser Pre? 1 Asn. Phe Glu Ser Tyr- Thr Cys Leu Cys Ala Pro Gly 
850 ...... ' 855" - 860 



. Trp Gin Gly.- Gin'. Arg v; Cys. Thr lie Asp .lie Asp Glu Cys lie Ser Lys 
865. "".."I -V r.87Q * '875 . 880 

Pro Cys Met Asn- .His VG.iy Leu Cys .His Asn Thr Gin Gly Ser Tyr Met 

;. ' 885;.. . "'...*.' 890 895 

Cys Glu ' Cys . Pro' Pro* G%y . phe. Ser- Gly Met Asp Cys Glu Glu Asp lie 
,900 '.;^ v> - : l \.y .905'- 910 



Asp Asp Cys Leu' -Ala Asn ProCys Gin Asn Gly Gly Ser Cys Met Asp 
915; : ; . ' : , ' '920 925 



Gly Val* Asn .Thr. Phe; Ser, Cys'.Leu. 'Cys: : Leu Pro Gly Phe Thr Gly Asp 
930 \935- ..." * . " y " 940 



Lys Cys. Gin Thr" Asp . Met Asn Glu Cys Leu Ser Glu Pro Cys Lys Asn 
945 ' - 950- . 955 960 



Gly Gly Thr Cys -Ser '.Asp Tyr Val Asn Ser Tyr. Thr Cys Lys Cys Gin 

VffGS/:'; " ". .. 970 * 975 



Ala Gly Phe- J^p^Gly.- : Val His Cys". .Glu- Asn Asn lie Asn Glu Cys 

''•I'ntii . : * '*•>:". 4 1 : '985\-' 990 



Thr 



Glu Ser Ser „ Cys .Phe;; Asn Gly^Gly- Thr.: Cys Val Asp Gly lie Asn Ser 
995X. ■ > ■ ^V. '. . ^V:' IpOO ' 1005 

• * ';•'/ ".• ■ >'::> ■ 

Phe Ser ; Cys. Leu Cys -Pro* Sfai -•• -jGly Phe Thr Gly Ser Phe Cys Leu 
1010 /s-cX":;.;^; r'iQis 1 /*'. \ 1020 

His Glu Ile { Ash v Glu- Cys Ser ^.Se'r His . Pro Cys Leu Asn Glu Gly 
1025. • v. V. •> [}"'. ' ioao^- ' • ; 1035 

Thr Cys .Val' Asp GjyrLeu' -Giy'. vThr Tyr.' Arg. Cys' Ser Cys Pro Leu 
104.0. }V" .1045;;' .:. " . 1050 

Gly. Tyr . Thr.' Giy Lys' ' -Asn ,Cys :>Gln Thr Leu Val Asn Leu Cys Ser 
1055 .'•' '"• \V : - ' itf$a : V • *' .1065 
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Arg Ser « Pro : Cys Lys; Asn Lys { 'Gly Thr Cys Val Gin Lys Lys Ala 
1070 f : '' .*ip75.* : . 1080 



Glu Ser ' Glh Cys Leu Cys Pro Ser Gly Trp Ala Gly Ala Tyr Cys 
1085 109°'. ' 109S 

Asp Val - .Pro ..Asn Vai.Ser Cys' -Asp lie Ala Ala Ser Arg Arg Gly 

lioo' . iiosv - ' ino 



Val Leu Val Glu His" Leu Cys Glu His- Ser Gly Val Cys He Asu 
HIS ' , , "1120 1125 

Ala Gly Asn Thr His Tyr Cys - Gin Cys Pro Leu Gly Tyr Thr Gly 
1130 ' 1135 1140 



Ser Tyr Cys Glu Glu Gin Leu Asp . Glu Cys Ala Ser Asn Pro Cys 
1145 \ .' 1150 ' 1155 



Gin His Gly Ala Tnr.;Cys Ser - Asp Phe lie Gly Gly Tyr Arg Cys 
1160 ';'.;.>■ . "X* 5 . 5 *-- H70 

Glu Cys Val Pro Gly- .tyr" Gin Gly Val Asn Cys Glu Tyr Glu Val 
1175 ;■ ... * •1180., .. . • - ' 1185 

Asp Glu - Cys. Gin Asn 'Gin. Pro. •' Cys G In- Asn Gly Gly Thr Cys He 
1190 ' "/1195-;- . * 1200 



.Asp Leu Val -:Asn. His .Phe * Lys '; Cys Ser Cys Pro. Pro Gly Thr Arg 
1205 - 1210 : 12 IS 

Gly Leu ' Leu Cys Glu; Glu Asn He Asp . Asp Cys Ala Arg Gly Pro 
1220. 1225- ,- 1230 



His Cys Leu '.Asn, Gly fQly -Gln.~Gys Met Asp Arg lie Gly Gly Tyr 
.1235. .12.40., . 1245 



Ser Cys Arg Cys " Leu. Pro. Gly /.Phe Ala Gly Glu Arg Cys Glu Gly 
1250 • ?"* .1255-'" . " 1260 



Asp He Asn Glu ,'Cys .Leu Ser Asn Pro Cys Ser. Ser Glu Gly Ser 
1265 .\ 1270: V _ ' */"•"' • 1275 



Leu Asp\ Cys He Gin . : Leu" . Thr ,/ :A^n Asp Tyr Leu Cys Val Cys Arg 
1280. • •'• \\!:?;V>V^85-'." ■ ;. 1290 

Ser Ala 'We -TCjEir \ j t^a Glu.. Thr phe Val Asp Val Cys. 
1295 .- J '. /: ■,: ^v/'.;- ' -<l3f>Q£ K ?.-\ - ~:y : i3os ; 

■Pro Gin- Met Pro .Gys.* l( Leu Asn " : Giy Gly Thr Cys Ala Val Ala Ser 
1310... j\': ^.^;^.J, mi ^3i^^ . e - ; " 1320 

Asn Met Pro Asp Gly: .Phe' lie ^Pys Arg Cys Pro Pro Gly Phe Ser 

1325..."; . -i.' 1 . '•;.•.:*.* . 1330.;:.-' 1335 • 

Gly Ala . Arg; Cjte Gln^Ser Ser.-.. Cys Gly\Gln Val Lys Cys Arg- Lys 
1340 • ' 13*45 ;: '., • 1350 
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Gly Glu. Gin Gys ValHis Thr . Ala. Ser Gly Pro Arg Cys. Phe Cys 
1355 1360. 1365 



Pro Ser Pro Arg Asp Cys Glu • Ser Gly Cys Ala Ser Ser Pro Cys 
1370 • - 1375. 1380 



Gin His Gly .Gly Ser " Cys His ... Pro Gin Arg Gin Pro Pro Tyr Tyr 
1385- "\r • 13*90 ■';> 1395 



Ser Cys Gin Cys Ala Pro Pro .Phe Ser Gly Ser Arg Cys OIm Leu 
140.0 1405" ' 1410 



Tyr Thr Ala Pro. Pro Ser Thr. Pro Pro Ala Thr Cys Leu Ser Gin 
1415 ' 1420 1425 



Tyr Cys Ala Asp. Lys Ala Arg Asp Gly Val Cys Asp Glu Ala Cys 
1430 ' 1435 1440 



Asn Ser His Ala Cys Gin . Trp Asp Gly Gly Asp Cys Ser Leu Thr 
. 1445 • 1450 1455 



Met Glu Asn Pro Trp Ala. Asn Cy S Ser- Ser Pro Leu Pro Cys Trp 
1460 1465.'/-'-' ■ * 1470 ' 



Asp Tyr lie' Ash Asn. "Gin* Cys . Asp GlujLeu Cys Asn Thr Val Glu 
1475 : * >. . ;: .1480 — 1485 



Cys Leu Phe Asp. Asn Phe ;G^u .,Cys Gin Gly Asn Ser Lys Thr Cys 
1490 \ -1495 : ." ' 1500 



Lys Tyr Asp Lys Tyr Cys Ala [Asp His Phe Lys Asp Asn His Cys 
1505 . ■ 1510- 1515 

Asp Glh Gly Cys Asii Ser Glu .Glu Cys 'Gly Trp Asp Gly Leu Asp 
1520. ;"■ 1^25 \ 1530 

Cys Ala Ala Asp Gin .Pro Glu >Asn Leu -Ala Giu. Gly Thr Leu Val 
" 1535 : ' ' ' 1540 1545 



lie Val Val Leu Met Pro .Pro \ Glu Gin Leu Leu Gin Asp Ala Arg 
1550/ 1555'' ' 1560 



Ser Phe Leu Arg Ala Leu Gly Thr Leu Leu His Thr ■ Asn Leu Arg 
1565 ;'' ',.*•' "1570.'. 1575 



lie Lys' Arg Asp Ser 'G/Ln G.iy\Glu Leu Met Val Tyr Pro Tyr Tyr 
is'80 :'': ■'/';. l'ses ; : . 1590 



Gly Glu Lys Ser Ala- Ala ;M!et '«/Lys Lys- Gin Arg Met Thr Arg Arg 
• 1595 'V.;'.." ^y'^^'^.^XiSQ&f: >'/- 1605' 

Ser Leu . 'Pro.^y/ Glu : Gin Glu ^Gln Giu /Val Ala Gly Ser Lys Val 

• I616 . ' -.;•': Ai: \i6i$r*' ',/. 1620 

Phe Leu. ( GIU lie. Asp. Asn Arjj \ \Gln .Cy*s : Val Gin Asp Ser Asp His 
. 1625' : " :/ . )rrVA' m • ie^p ". ■ 1635 
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Lys Asn' Thr Asp Ala- Ala Ala Ala Leu Leu Ala Ser His 
■■; ;'a64S ' 1650 

Gin Gly Thr Leu* Ser Tyr Pro Leu Val Ser Val Val Ser 
-1660 1665 



Leu Thr" "Pro. Glu Arg . Thr Gin.. Leu Leu Tyr Leu Leu Ala 
'.. V . " 1675 , •* 1-680 

Vai-Val ;fle".Ile Leu/fpiie lie lie Leu Leu Gly Val He 
. - 1690 ' .' 1695 



Arg Lys • Arg Lys His Gly Ser Leu Trp Leu Pro Glu 
1705 , , 1710 

Leu Arg .Arg- Asp. . Ala Ser Asn His Lys Arg Arg Glu 

' v vV ^y. 20 ■ i72 . s 

Pro Val Gly Gin Asp Ala Val , Gly Leii Lys Asn Leu Ser Val Gin 
1730 \i735 : 1740 



Val Ser Glu Ala Asn Leu He . Gly Thr Gly Thr Ser Glu His Trp 
1745 -1750- • • 1755 



Val Asp Asp Glu G,iy :Pro Gln, ;Piro Lys Lys Val Lys Ala Glu Asp 
1760 .X'i6k. ' ■ 1770 

Glu Ala Leu _Leu £er Glu. Giu -. Asp Asp. Pro He Asp Arg Arg Pro 
1775.. ' .1780 '.];' 1785 



Trp Thr Gin Gin His' .leu Glu Ala Ala Asp He Arg Arg Thr Pro 
1790 '' .• . 17.95 - V 1800 



Ser Leu Ala Leu Thr- Pro -Pro 'Gin Ala Glu Gin Glu Val Asp Val 
1805, ijBlO-; -.. 1815 



Leu Asp Val Asn Val .Arg Gly, Pro Asp .Gly Cys Thr Pro Leu Met 
1820 ■ 1825 . * 1830 



Leu Ala .Ser Leu Arg Gly Gly Ser Ser Asp Leu Ser Asp Glu Asp 
1835 1840.' 1845 

Glu Asp Ala Glu Asp; - Ser Ser Ala. Asn.' He He Thr Asp Leu Val 
1850..- ; ..1855"' ■' 1860 

Tyr Gin (Gly .Ala .Ser ; Leu . Gin '.' Ala Gin Thr Asp Arg Thr Gly Glu 
1865 ■ ;.'i870<. 1875 

Met Ala Leu. His L'eu.-Ala Ala ' ,';Arg Tyr Ser Arg Ala Asp Ala Ala 
1880 . 1885 ' 1890 



Lys Arg Leu Leu Asp Ala/ Gly*' ;Ala Asp Ala Asn Ala Gin Asp Asn 
1895.. ! . - * ,190.0 '.>' 1905 

Met Gly Arg : Cys. Pr^^ Ala Val Ala Ala Asp Ala Gin 

1910 ■ : .i?l5j'-- : / ' 1920 



• Gly Val Phe. Gin lie" Leu ;iie,. : .Arg Asn.- Arg Val Thr Asp* Leu Asp 



Cys • Phe 
1640 



Ala He 
1655 



Glu Ser' 
1670 



Val Ala 
1685 



Met Ala Lys 
1700 • 



Gly Phe Thr 
1715 
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1925 ' 1930 1935 



Ala Arg Met Asn Asp 'Gly Thr Thr Pro Leu He Leu Ala Ala Arg 
1940 : 1945 : - 1950 



Leu Ala Val Glu Gly Met Val Ala Glu Leu He Asn Cys Gin Ala 
1955 1960 1965 



Asp Val Asn Ala Val Asp. Asp ... His Gly Lys Ser Ala Leu His Trp 
1970 . 1975 ' 1980 



Ala Ala. Ala Val Asn Asn Val .Glu Ala Thr Leu Leu Leu Leu Lys 
1985 .'.1990 -V: 1995 



Asn Gly Ala Asn Arg Asp Met' -Gin Asp Asn Lys Glu Glu Thr Pro 
2000 " 2005 2010 



Leu Phe Leu Ala Ala ^Arg Glu .Gly Ser Tyr Glu Ala Ala Lys He 
2015 ' 2020 2025 



Leu Leu Asp His Phe Ala Asn Arg Asp lie Thr Asp His Met Asp 
2030 2035 2040 



Arg Leu Pro. Arg Asp Val Ala Arg Asp Arg Met His His Asp He 
2045 2050 ' 2055 



Val" Arg' Leu- Leu Asp Glu Tyr , Asn Val; Thr Pro Ser Pro Pro Gly 
2060 - '.' ". • 2065 , ' 2070 



Thr Val Leu Thr Ser Ala .Leu . .Ser Pro Val He Cys Gly Pro Asn 
2075 - ' . . 2080 2085 



Arg Ser Phe- Leu S.er Leu L^s -His Thr Pro Met Gly. "Lys Lys Ser 
2090 .2095 * ; 2100 



Arg Arg . Pro Ser Ala- Lys. Ser , Thr Met . Pro Thr Ser Leu Pro Asn 
2105 2H0 . . 2115 



Leu Ala Lys . Glu Ala Lys Asp Ala Lys Gly Ser Arg Arg Lys Lys 
212Q. • " ■ 2125 2130 



Ser Leu Ser Glu Lys Val Gin -lieu Ser- Glu Ser Ser Val Thr Leu 
2135 . 2140 •'■ • 2145 



Ser Pro' Val Asp Ser Leu Glu • Ser .Pro : His Thr Tyr Val Ser Asp 
2150 ; ' . * 2155. 2160 



Thr Thr Ser Ser - Pro : Met lie ' ^Thr Ser "Pro Gly He Leu Gin Ala 
2165 '•' V < r : .">'. 2170 ":. " " 2175 



Ser Pro .Asn! Pro .Met. -Leu "Ala. -.Thr Ala' Ala Pro Pro Ala Pro Val 
2180 . ' -"■■■/' -.'2i'85 ' ' ■ 2190 



His Ala Gin His- Ala Leu Ser ':"} Phe Ser Asn Leu His Glu. Met Gin 
2195' . ?<.■'.'.>' 2%0$,> ' • 2205 

Pro Leu- Ala His. Gly* Ala 1 Ser. Thr . Val' Leu Pro Ser Val Ser Gin 
2210 . . */•. . 1 22l5u".. • 2220 
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Ser Hiss His . His lie Val Ser Pro Gly Ser Gly Ser Ala 
2230 2235 



Leu Ser Arg Leu His- Pro val Pro Val Pro Ala Asp Trp' 
" : ' * ■ 2245 2250 

Arg. Met .Glu Val. Asa -Glu Thr. Gla Tyr Asa Glu Met Pae 
'2260 * 2265 

Gly Met Vai Leu Ala. Pro -Ala Glu Gly Tar His Pro Gly lie Ala 
2270 2275 " 2280 



Pro Gla Ser Arg Pro- Pro Glu ".Gly Lys His lie Thr Tar Pro Arg 
2285 ;; " .2290.:\ 2295 

Glu Pro Leu Pro Pro lie Val, Tar Pae Gla Leu He Pro Lys- Gly 
2300 " " • 2305- • ',. 2310 

Ser He Ala Gla Pro Ala Gly Ala Pro Gla Pro Gla Ser Thr Cys 
2315 2320 2325 



Pro Pro Ala " Val Ala . Gly Pro . Leu Pro. Tar Met Tyr Gla He Pro 
2330 . 2335 2340 



Glu Met Ala Arg .Leu Pro Ser Val Ala Pae Pro Tar Ala Met Met 
23.45 . ' : 2350- 2355 



Pro Gin Gla . Asp Gly Gla. Val * Ala Gla Tar He Leu Pro Ala Tyr 
2360 2365-. ' 2370 

His Pro Phe Pro Ala Ser Val . Gly Lys' Tyr Pro Tar Pro Pro Ser 
2375- ":...>" ';; 23;8ff:-\ 2385 

Gla His Ser Tyr Ala Ser Ser 'Asa Ala Ala Glu Arg Tar Pro Ser- 
23 90 2395 2400 

His Ser Gly His Leu .Gin .Gly '. Glu His -.Pro Tyr. Leu Tar Pro Ser 
2405 2410 - - 2415 



Pro Glu Ser. Pro Asp. Gla Trp. * Ser Ser-. Ser Ser Pro His Ser Ala 
2420- : . .'-2425V '243 0 



Ser Asp Trp Ser Asp .Val Tar Thr Ser Pro Tar Pro Gly Gly Ala 
2435 " .2440. .' 2445 

Gly Gly. Gly. Gla- Arg : Gly Pro Gly Tar His Met Ser Glu Pro Pro 
2450 . .-- • -2455- 2460 

His Asa- . Asa -^et Gla.-Val Tyr- : Ala 
. 2465- * Vy ' 2470" - 

<2io> 461 '*' - . ' • . 

<2ii> n-433 " -V .*•■■* 
<2i2> dma- ; V.^ •-. 

<213> Homo - ; sapiens'* . . '" .J. . 
<400>- 461 -j '/ v; ■; .- : ':' ;.: ' ^Vj - 

aggctgcttc gttgrcapacc cgagaa^agftt tcagccaaac ttcgggcggc ggctgaggcg 



Leu Leu 
2225 



Gly Ser 
2240 



Met Asa 
2255 
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gcggccgagg agcggcggac tc'ggggcgcg gggagt'cgag gcatttgcgc ctgggcttcg 
gagcgtagcg ccagggqcfcg agcctttgaa gcaggaggag gggaggagag agtggggctc 
ctctatcggg accccctccc catgtggatc tgcccaggcg gcggcggcgg cggcggagga 
ggaggcgacc gagaagatgc ccgccctgcg ccccgctctg. ctgtgggcgc . tgctggqgct 
ctggctgtgc tgcgcggccc ccgcgcatgc afctgcagtgt cgagatggct atgaaccctg 
tgtaaatgaa ggaatgtgtg fctacctac.ca caatggcaca ggatactgca aatgtccaga 
aggcttcttg .gggg^tatt -gtcaacatcg agacbcctgt gagaagaacc gctgccagaa 
tggtgggact . tgtgtggccq .aggqcat^ct ggggaaagcc acgtgccgat gtgcctcagg 
gtttacagga -gaggacfcgcc agtagtcaalc atctcatcca tgctttgtgt ctcgaccctg 
cctgaatggc ggoacatgcc atatgctcag ccgggatacc tatgagtgca cctgtcaagt 
cgggtttaca ggtaagrgagt- gcca^tggac ggatgcctgc ctgfcctcafcc cctgtgcaaa 
tggaagtacc tgtaccacfcg tggccaacca gt.tctcctgc aaatgcctca caggcttcac 
agggcagaa'a tgtgagactg afcgtcaatga gtg.tgacatt ccaggacact gccagcafcgg 
tggcacctgc ctcaacatgcV ctggttcdta.- ccagtgccag t'gccctcagg gcttcacagg 
ccagtactgt gacagcctgt atgtgccctg/tgcaccctca ccttgtgtca atggaggcac 
ctgtcggcag actggtgac.t tcacttttga.' gtgcaactgc cttccaggtt ttgaagggag 
cacctgtgag aggaatafctg. atgactgccc taaccacagg' tgtcagaatg gaggggtttg 
tgtggatggg gtcaacaqtfc acaactgqccj- ctgtccccca caatggacag gacagttctg 
cacagaggat gtggatgaat: gcctgctgca gcccaatgcc tgtcaaaatg . ggggcacqtg 
tgccaaccgc aatggagcfct atggqtgtgt atgtgtcaac ggctggagtg gagatgactg 
cagtgagaac attgatgat^t •.gtgcqttcgc ctcctgtact ccaggctcca cctgcatcga 
ccgtgtggcc tccttctcjfet . gcatgtgccc ' agaggggaag gcaggtctcc tgtgtcatct 
ggatgatgca tgcatcagca atccttgeba caagggggca ctgtgtgaca ' ccaaccccct 
aaatgggcaa. fcata'tttgca cctgcpcaqa aggctacaaa ggggctgact gcacagaaga 
tgtggatgaa tgtgcca^gg ccaata^caa tqcttgtgag catgcaggaa aatgtgtgaa 
cacggatggc. gccttcca.Gt:^ gtga^t^tqfc gaag^rgttat gcaggacctc gttgtgagat 
ggacatcaat gagfcgccatt^ caga^'ccqtg. ccagaatgat gctacctgtc tggataagat 
tggaggcttc acat^tcfcgt; gcatgcqagg .tttcaaaggfc gtgcattgtg aattagaaat 
aaatgaatgt .cagagcaacq" cttgtgtgaa caatgggcag tgtgt'ggata aagtcaatcg 
tttccagtgc ctgtgtcctc ' ctggtttcac. tgggcqagtt tgccagattg atattgatga 
ctgttccagt aGtcqgtgtcvtgaatggggc- aaagtgtatc gatcacccga atggctatga 
atgccagtgt gccacaggtt tcactggtgt gttgtgtgag gagaacattg acaactgtiga 
ccccgatcct tgccaceatg gtcagtgtca" ggatggtatt gattcctaca cctgcatctg 
caatcccggg" taqi^ggdg; ; ccatc t gca^ tgacbagatt . gatgaatgt t ■ acagcagccc . . 
ttgcctgaac .gatggtpgct ^gcattgac£fe. ggtqaatggc taccagtgca actgccagcq 
aggcacgtca . ggggfctkafct; -.gtgaaatfcaa ttttgatgac fcgtgcaagta acccttgtat 
Gqatggaatq.;t^t^gatg:gcatfeaat^ gtctgqfqac caggattcac 

agggcagaga ■ tgfckacattg acat.tga-tgi. gtgtgqqtcc aatccctgtc ' gcaagggtgc 
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aacatgtatc aacggtgtga atggtttccg ctgtatatgc cccgagggac 


cccatcaccc 


2400 


cagctgctac tcacaggtga acgaatgcct gagcaatccc tgcatccatg 


gaaactgtac 


2460 


tggaggtctc agtggatata agtgtctctg tgatgcaggc tgggttggca 


tcaactgtga 


2520 


agtggacaaa aatgaatgcc tttcgaatcc atgccagaat ggaggaactt 


gtgacaatct 


2580 


ggtgaatgga taca^gtgta cttgcaagaa gggctttaaa ggctataact 


gccaggfcgaa 


2640 


tattgatgaa tgtgcctcaa atccatgcct gaaccaagga acctgctttg 


atgacataag 


2700 


tggctacact .tgccactgtg. tgctgccafca cacaggcaag aattgtcaga 


cagtattggc 


2760 


tccctgttcc ' ccaaaccctt gtgagaafega. tgctjjtttgc aaagagtcac 


caaattfctga 


2820 


gagttatact tgcttgtgtg ctcctggctg gcaaggtcag cggtgtacca 


ttgacattga 


2880 


cgagtgtatc tccaagcc.ct gcatgaacca tggtctctgc cataacaccc 


agggcagcta 


2940 


catgtgtgaa. tgtcca?icag gcttcagtgg tatggactgt gaggaggaca 


ttgatgactg 


3000 


ccttgccaat ccttgccaga atggaggttc ctgtatggat ggagtgaata 


ctttctcctg 


3060 


cctctgcctt ccgggtttca ctggg^ataa- gtgccagaca gacatgaatg 


agtgtctgag 


3120 


tgaaccctgt aagaatggag g<jacct<jctc tgactacgtc aacagttaca 


cttgcaagtg 


3180 


ccaggcagga tttgatggag tccattgtga gaacaacatc aatgagtgca 


ctgagagctc 


3240 


ctgtttcaat ggtggcacat gtgttgatgg gattaactcc ttctcttgct 


tgtgccctgt 


3300 


gggtttcact ggatccttct .gcctccatga gatcaatgaa tgcagctctc 


atccatgcct 


3360 


gaatgaggga acgtgtgfctg .•atggcctggg tacctaccgc . tgcagctgcc 


ccctgggcta 


3420 


cactgggaaa aactgtcaga; ccctggtgaa. tctctgcagt cggtctccat 


gtaaaaacaa 


3480 


aggtacttgc gttcagaaaa aagcagacjrtc ccagtgpcta tgtccatctg 


gatgggctgg 


3540 


tgcctattgt gac^gccca' atgtctcttg tgacatagca gcctccagga 


gaggtgtgct , 


3600 


tgttgaacac t tgtgc cage act caggtgt ctgcatcaat gctggcaaca 


cgcattactg 


3660 


tcagtgcccc ctgggcta^ta ctgggagcta ctgtgaggag caactcgatg 


agtgtgcgtc 


3720 


caacccctgc cagcacgggg caacatgcag tgacttcatt ggtggataca 


gatgcgagtg 


3780 


tgtcccaggc tatcagg^tg "tcaac't^ga gtatgaagtg gatgagtgcc 


agaatcagcc 


3840 


ctgccagaat ggaggcacct.. gtattgacct :. tgtgaaccat ttcaagtgct 


cttgcccacc 


3900 


aggcactcgg .ggcctatttct*. gtg^agaTgaa : qattgatgac tgtgcccggg 


gtccccattg 


• 3960 


ccttaatggt ggtcagtgca ; tggata'ggajs tggaggctac agttgtcgct 


gcttgcctgg 


4020 


. ctttgctggg gagcgttgtg. agggagacat' caacgagtgc ctctccaacc 


cctgcagctc 


4080 


tgagggcagc ctggactgta "tacagctcac ,caatgactac ctgtgtgttt 


gccgtagtgc 


4140 


ctttactggc cggcac'tgtg aaaccttcgt cgatgtgtgt ccccagatgc 


cctgcctgaa 


4200 


tggagggact; tgtgctgtgg':-ccagtaacat gcctgatggt ttcatttgcc 


gttgtccccc 


4260 


gggattttcc ggggcaaggt gccagagcag ctgtggacaa • gtgaaatgta 


ggaaggggga 


4320 


gcagtgtgtg eacaccgcct .ctggaccccg. ctgcttctgc cccagtcccc 


gggactgcga 


4380 


gtcaggctgt gccagtagcc^ cctgpcagca cgggggcagc tgccaccctc 


agcgccagcc 


4440 . 


tccttattac £cctgccagt ; .gtgc.qccadc atfcctcgggt agccgctgtg 


aactctacac . 


4500 


ggcacccccc. agcacccpfcc ' ctgScacctg tct<jagccag tattgtgccg 


acaaagctcg 


4560 


ggatggcgtc • fcgpfc^tga^g- cctgc'j^acag'. ccatgcctgc. cagtgggatg 


ggggtgactg 


4629 


ttctctcacc ktgj^gaafcc cctgggcqaa' ctgctcctcc ccacttccct 


gctgggatta 


4680 
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tatcaacaac eagtgtgatg; agctgtgcaa cacggtcgag tgcctgtttg acaactttga 
atgccagggg aacagcaaga - catgcaagta tgacaaatac tgtgcagacc acttcaaaga 
caaccactgt gaccaggggt gcaacagtga ggagtgtggt tgggatgggc tggactgtgc 
tgctgaccaa cctgagaacc tggcagaagg taccctggtt attgtggtat tgatgccacc 
tgaacaactg . ctccaggatg ctcgcagctt cttgcgggca ctgggtaccc tgctccacac 
caacctgcgc attaagcg^rg . actcccaggg ggaactcatg. gtgtacccct attatggtga 
gaagtcagct- gctatgaaga" aacagaggat gacacgcaga tcccttccfcg gtgaacaaga 
acaggaggtg .^ct^gctcta aagtctttct ggaaattgac. aaccgccagt gtgttcaaga 
ctcagacca'c .tgcttca^ga" ac'acggatgc agcagcagct ctcctggcct ctcacgccat 
acaggggacc-.ctgtcatkcq ctctfegtgt'c tgtcgtcagt gaatccctga cfcccagaacg 
cactcagctc . ctCtatG.tcc. ttgctgttgc tgttgtcatc attctgttta ttatfcctgct 
gggggtaatc atggcaaaac gaaagcgt;aa gcatggctct ctctggctgc ctgaaggttt 
" cactcttcgc c'gagatgc'aa. gcaafccacaa gcgfccgtgag ccagtgggac aggatgctgt 
ggggctgaaa aatctctcag fcgcaagtctc agaagctaac ctaattggta ctggaacaag 
tgaacactgg gtcgatgatg aagggcccca gccaaagaaa gtaaaggctg aagatgaggc 
cttactctca gaagaagatg accccattga tcgacggcca tggacacagc agcaccttga 
agctgcagac • atccgtagga caccatcgct. ggctctcacc cctcctcagg cagagcagga 
ggtggatgtg ttagatgtga atgt'ccgtgg cccagatggc tgcaccccat tgatgttggc 
ttctctccga ggaggca^gct cagatttgag tgatgaagat gaagatgcag aggactcttc 
tgctaacatc atcacagact tggtctacca gggtgpcagc ctccaggccc agacagaccg 
gactggtgag atggc.cc.tgc accttgcagc ccgctactca . cgggctgatg - ctgccaagcg 
tctcctggat gcaggtgckg 'atg'ccaatgc ccaggacaac atgggccgct gtccactcca 
tgctgcagtg gcagctg£fcg cccaaggtiijt cttccagatt ctgattcgca accgagtaac 
tgatctagat gccaggatga . atgatggtac tacacccctg atcctggctg cccgcctggc 
tgtggaggga atggtggcag aactgratcaa ctgccaagcg gatgtgaatg cagtggatga 
ccatggaaaa, jbctgctct:tc actgggcagc tgctgtcaat aatgtggagg caactctttt 
gttgttgaaa aatggggcca acc'gagaqat gcaggacaac aaggaagaga cacctctgtt 
tcttgctg'cc. cg^ga'^gga; gctaBgaaigc agccaagatc ctgttagacc- attttgccaa 
tcgagacatc a^agacc'ata. tgga"fec.gtct- tccccgggat gtggctcggg atcgcatgca 
ccatgacatt gtgcgcccfcc; .t£gatgaa/ta caatgtgacc .ccaagccctc caggcaacgt 
gttgacttct .gct'ctctcao -'ct^Qatct^ tgggcccaac agatc'tttcc tcagcctgaa 
gcacacccca ■ atgggcaaga agiictagacg- gcccagtgcc aagagtacca tgcctactag 
cctccctaac cttgccaagg ;aggcaaagga tgccaagggt agtaggagga agaagtctct 
gagtgagaag .^ccaactgt; ctgagagttc agtaacttta tcccctgttg attccctaga 
atctcctca'c ' acgtatgttt 5 .. ccga-cacCac atcctctcca atgattacat cccctgggat 
cttacaggcc tca.cccjaa.ec:.; ctat^ttggc cactgccgcc'. cctcctgccc ■ cagtccatgc . : 
ccagcatgca'.c.tat^ tgaaatgcag cctttggcac atggggccag 

cactgtgctt /ccctca^ga/gccag^ atcccaccac cacattgtgt ctccaggcag • 
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tggcagtgct ggaagcttga gtaggctcca tccagtccca gtcccagcag atfcggatgaa 7020 

ccgcatggag gtgaatgaga cccagtacaa tgagatgttfc ggtatggtcc tggctccagc 7080 

tgagggcacc catcctggca tagctcccca gagcaggcca cctgaaggga agcacataac 7140 

cacccctcgg gagcccttgc cccccattegfc gactttccag ctcatcccta aaggcagtat 7200 

tgcccaacca gcgcfgggctc cccagcctca gtccacctgc cctccagctg ttgcgggccc 7260 

cctgcccacc atgtaccaga ttccagaaat ggcccgtttg cccagtgtgg ctttccccac 7320 

tgccatgatg ccccagcagg acgggcaggt agctcagacc attctcccag cctatcatcc 7380 

tttcccagcc tctgtgggea' agfcaccccac acccccttca cagcacagtt .atgcttcctc 7440 

aaatgctgct gagcgaacac ; ccagtcacag tggtcacctc cagggtgagc atccctacct 7S00 

gacaccatcc cca'gagtptc ctgaccagtg gtcaagttca tcaccccact ctgcttctga 7560 

ctggtcagat gtgaccacca gcbctacccc tgggggtgct ggaggaggtc agcggggacc 7620 

' tgggacacac atgtctgagc caccacacaa caacatgcag gtfctatgcgt gagagagtcc 7680 

acctccagtg tagagapata. actgactttt gtaaatgctg ptgaggaaca aatgaaggtc 7740 

atccgggaga- gaaaitgaaga aatctctgga .gccagcttct agaggtagga aagagaagat 7800 

gttcttattc agataatgca agagaagcaa ttcgtdagtt tcactgggta tctgcaaggc 7860 

ttattgatta ttctaatqta ataagacaag tttgtggaaa tgcaagatga atacaagcct 7920 

tgggtccatg Vttactctct. ^tctatttgga gaataagatg gatgcttatt gaagcccaga 7980 

cattcttgca gcttggactg cattttaagc • cctgcaggct tctgccatat ccatgagaag 8040 

attctacact agcgtcctgfc tgggaattat gccctggaat tctgcctgaa ttgacctacg 8X00 

catctcctcc tcqttggaca ttcttttgtc ttcatttggt gcttttggtt ttgcacctct 8160 

ccgtgattgt agccctacca . gcatgttata gggcaagacc tttgtgcttt tgatcattct 8220 

ggcccafcgaa agcaactttg gtctcetfctc ccctcctgtc ttcccggtat cccttggagt 8280 

ctcacaaggt ttacfcttcfgt atggttctca gcacaaacct ttcaagtatg fctgtttcttt 8340 

ggaaaatgga catactgtat: tgtgttctcc tgcatatatc attcctggag agagaagggg 8400 

agaagaatac ttttcttcaa. cakatttbgg gggcaggaga tcccttcaag aggctgcacc 8460 

ttaatttttc ttgtp.tgtgt gcaggtcttc atataaactt taccaggaag aagggtgtga 852 0 

gtttgtfcgfct tttcigtgta . tgggcc.bggt cag.tgtaaag ttttatcctt gatagtctag 8S80 

ttactatgac-cctccccact>tttttaaaap cagaaaaagg tttggaatgt tggaatgacc 8640 

aagagacaag .ttaact.c'gtg caagagc'cajg -ttacccaccc acaggtcccc ctacttcctg 8700 

ccaagcattc cat.tga'ctgc . btgtatg^a "cacatttgtc ccagatctga -gcattctagg 8760 

cctgtttcac tcabtca&cc agcatatgaa ' actagtctta actgttgagc ctttcctttc 8820 

atatccacag • aagacacfcgt /ctcaaatgtt gtacccttgc catttaggac tgaactttcc 8880 

ttagcccaag. ggafcqcaigtg acagttgtct tccgtttgtc agatgatcag tctctactga 8940 

ttatcttgct gcttaaaggc ; ctgc.Ccadca atctttcttt cacaccgtgt ggtccgtgtt 9000 

actggtatap. ccagtatgfct ctcaotgaag acatggactt fcatatgttca agtgcaggaa 9060 

ttggaaagtt ggactt'gttt .tctatgatcc- aaaacagccc tataagaagg ttggaaaagg 9120 

aggaactata. bag*c;a^cctt' tgctaitb^to tgdtaccatt tcttttcctc tgaagcg^cc 9180 

• atgacattcc ctttggcaac- taacgtagaa' actcaacaga acattfctcct ttcctagagt 9240 

caccttttag atgataajtgg acaacta[tag acttgctcat fcgttcagact gattgcccct 9300 
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cacctgaatc cactctctgt attcat^ctc ttggcaattt ctttgacttt cttttaaggg 9360 

cagaa'gcafct ttagttaafct gtagataaag aatagttttc ttcctcttct ccttgggcca 9420 

gttaataatt ggfcccatggc tacactgcaa. cttccgtcca gtgctgtgat gcccatgaca 9480 

cctgcaaaat aagttctgcc tgggcatt'tt gtagatatta acaggtgaat tcccgactct 9540 

tttggtttga. atgacagttc tcattccttc tatggctgca agtatgcatc agtgcttccc 9600 

acttacctga tfctgtctgtc ggtggcccca tatggaaacc ctgcgtgtct gttggcataa 9660 

tagtttacaa . atggtttttt cagtcctatc caaatttatt gaaccaacaa aaataattac 9720 

ttctgccctg agafcaagcag attaagtt;tg ttcattctct gctttattct ctccatgtgg 9780 

caacattctg tcagcctctt tcat'agtgtg . caaacatttt atcattctaa atggtgactc 9840 

tctgcccfctg gadccat.tta .ttattcacag atggggagaa cctatctgca tggacctctg 9900 

tggaccacag. cgtacct^cc cctttctgcc- ctcctgctcc agccccactt ctgaaagtat 9960 

cagctactga' tccagccact ggatatttta tatcctccct tttccttaag cacaatgtca 10020 

gaccaaafctg cttgtt'tctt tttctbgga[c tacJt'ttaatt tggatccttt gggtttggag 10080 

. aaagggaatg tgaaagctgfc cafctacagac aacaggtttc agtgatgagg aggacaacac 10140 

tgcctttcaa actfctttacfc. gatcfccfctag attttaagaa ctcttgaatt gtgtggtatc 10200 

taataaaagg gaa'ggtaaga ' tggataatca ctttctcatt fcgggttctga attggagact 10260 

cagtttttat gagacacatc- ttttatgcca tgtatagatc ctcccctgct atttttggtt 10320 

tatttttatt gttataaatg ctttptttct ttgadtcctc ttbtgcctgc ctttggggat 10380 

aggttttttt gtttgtttat ttgcttcctc tgttttgttt taagcatcat tttcttatgt 10440 

gaggtgggga agggaaaggt; .atgagggaaa gagagtctga gaattaaaat attttagtat 10500 

aagcaattgg ctgtgatgct caaatc'catt gcatcctctt attgaatttg ccaatttgta 10560 

atttttgcat aataaagaac caaaggtgta atgttfctgtt gagaggtggt ttagggafctt 10620 

tggccctaac caatacattg aatgtatgat gactatttgg. gaggacacat ttatgtaccc 10680 

agaggccccc actaataagt.' ggfcactatgg ttacttcctt gtgtacattt ctcttaaaag 10740 

tgatattata tctgtttgta . tgagaaaccc agtaaccaat aaaatgaccg catattcctg 10800 

actaaacgta gtaagrga^aa /tgdacaattt" gtttttactt ttccgrtttca ttctaaaggt 10860- 

agttaagatg; aaatttdta't . gaaagca&tt " t.tatcac'aaa ataaaaaagg ■ tt tgc caagc v 10920 

. tcagtggt'gt/bj^sCtt^ actgcatcca tggcctggca gtgttacctc 10980 

atgatgtcat aatttgctga; gagagcaaat tttpttttct ttctgaatcc cacaaagcct 11040 

agcaccaaac ttcfc'tt'tttfc- cttcctttaa ttagatcata aataaatgat. cctggggaaa 11100 

aagcatctgt caaataggaa'. acatcacaaa. actgagcact cttctgtgca ctagccatag 11160 

ctggtgacaa acagatggtt" gctcagggac/aaggtgcctt ccaatggaaa tgcgaagtag 11220 

ttgctatagc aagaattggg- aactgggata taagtcataa tattaattat gctgttatgt 11280 

aaatgattgg • tttgtaacat tccttaagtg aaatttgtgt agaacttaat atacaggatf 11340 

ataaaataat attttgtgta;taaatttgtt- ataagttcac attcatacat ttatttataa 11400 

agtcagtgag atat'ttgaac- atgaaaaaaa aaa • .* .11433 

<210> . 462 . v^' V . : \ 

•<2ii> - 838 ■ x-.' f -v.. ' -.;' '> •'■ 

. <2i2> prt • • ;V. • ' -.^ 
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<213> Homo sapiens. 
<400> 462 

Met Ser Ser Trp Ile-Arg Trp His Gly Pro" Ala Met Ala Arg Leu Trp 
1 5 10 15 



Gly Phe Cys Trp. Leu' Val Val Gly Phe Trp. Arg Ala Ala Phe Ala Cys 
20/ ■ 25 30 

Pro Thr Ser ' Cys *Lys- Cys . Ser. ipL'a:* Ser Arg lie Trp Cys Ser Asp Pro 

3.5 ;' "."<*■ . -..*. 40" ... ' : '45 



Ser Pro Gly lie Val Ala Phe ' Pro" Arg Leu Glu Pro Asu Ser Val Asp 

so ■-**"• ss\ - "' so 



Pro Glu Asn lie" Thr ' Glu lie Phe -lie Ala Asn Gin Lys Arg Leu Glu 
65 . f .70 75 80 



lie He Asn Glu" 'Asp - Asp. Val: Glu Ala Tyr Val Gly Leu Arg Asn Leu 

'! 85' . ' 90 , 95 



Thr lie Val Asp. Ser Gly Leu tys Phe Val Ala His Lys Ala Phe Leu 
100. -"■ "105 110 



Lys Asn Ser Asn Leu" Gin His He- Asn Phe Thr Arg Asn Lys Leu Thr 
115 . ' 12Q . 125 



Ser Leu Ser Arg - Lys' His Phe Arg- His Leu Asp Leu Ser Glu Leu lie 

i3.o •• • '■ ■ . ;;yy- : : ". 13$ 140 ■ 

Leu Val Gly Asn Pro. Phe Thr Cys Ser Cys Asp He Met Trp lie Lys 

145 V- 150 155 160 



Thr Leu Gin Glu 1 Ala ; Lys Ser 'Ser Pro Asp Thr Gin Asp Leu Tyr Cys 

s, v" : ' M.6S; ; ' } 'J : y.-' 17.0 175 



Leu Asn Glu : Ser. Sejr Lys Asn! lie . Pro Leu Ala Asn Leu Gin He Pro 

' 180 - ' '., "_185. "■ 190 



Asn Cys Gly Leu' Pro •Ser 2£la' ; Ash Leu Ala Ala Pro Asn Leu Thr Val 

195 "■V / \.2.60-" • 205' 



Glu Glu Gly -Lys." Ser..-Ile > Thr '.teu' Ser- Cys Ser Val Ala Gly Asp Pro 
210 .-■ '215.' \> ':' 220 ■ 



Val Pro Asn Met ' Tyr. .Trp' Asp Val Gly Asn Leu Val Ser Lys His Met 
225 -.230 *'*.'/'-. 235 240 



Asn Glu Thr" Ser His' Thr Gin- Gly Ser. Leu Arg He Thr Asn He Ser 

. - ".\" : 245~ .! : ■ ' 250 255 

Ser Asp AspvSer . Gl^r. Lys Ghci . lie Ser £ys Val Ala Glu Asn Leu Val 

/.26o' "/V^.;-"^ ^ : ;26s . 270 / 

Gly Glu^Asp'GlJirA^^^ Val His. Phe Ala Pro Thr. 

\275;/^r^ : ;j; /j*?;?SjP" ' " " 285 

He Thr'Bhe Leu/ G^ His His Trp Cys He Pro 
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290 295 300 



Phe Thr Val Lys Gly Ash Pro Lys Pro Ala Leu Gin Trp Phe Tyr Asn 
305 310 315 320 



Gly Ala lie. Leu Asn Glu Ser Lys Tyr lie Cys Thr Lys He His Val 

...Z25 \ . - ■ 330 335 



Thr Asn His Thr* Glu- 'Tyr His Gly Cys Leu Gin Leu Asp Asn Pro Thr 
' '340- 345 350 



His Met Asn. Asn Gly. Asp Tyr Thr- Leu lie Ala- Lys Asn Glu Tyr Gly 
355." -;; -36;a ' 365 

Lys Asp Glu'. Lys G^h- lie- Ser. Ala His -Phe Met Gly Trp Pro Gly He 
370 - . 375* " . 'i 1 380 



Asp Asp Gly Ala. Asn- Pro Ash. Tyr -Pro Asp Val He Tyr Glu Asp Tyr 
385 .- -390 ... * .':■ .• .v- 395 400 



Gly Thr Ala Ala Asn Asp" lie Gly', Asp .Thr Thr Asn Arg Ser Asn Glu 

,. 40.5. ..:v'v -.410- 415 



He Pro Ser Thr Asp. Val Thr Asp Lys Thr Gly Arg Glu His Leu Ser 
• 420' ....* 425 430 



Val Tyr Ala Val . VaI Val He Ala . Ser Val Val Gly Phe Cys Leu Leu 
43S - 440'" 445 



Val Met Leu. Phe ; Leu -Leu Lys" Leu ; Ala . Arg His Ser Lys Phe Gly Met 
450 . 455"'-'. 460 



Lys Asp Phe Ser«Trp t Phe Gly- Ph,©, Gly Lys Val, Lys Ser Arg Gin Gly 
465 y,.. : ; 4'7Q 475 480 



Val Gly Pro "Ala' Ser' Val iiLe .'Ser.'Asn. Asp Asp Asp Ser Ala Ser Pro 
: ' 485.- ; V .490 . 495 



Leu His .His He Ser Asn Gly' s4r ; Asn Thr Pro Ser Ser Ser Glu Gly 
sod: . ' " /_;\.V:-V'. : 505 510 

Gly Pro- Asp :A1^ -Vad.^lie lie Gly* Met . Thr Lys He. Pro Val He Glu 
SIS'- . "*v-'.tV' 5 ^°. .*' 525 

Asn Pro Gin -Tyr phe' Gly : Xle' * Tnr Asn Ser Gin Leu Lys Pro Asp Thr 
530 ' 535 540 



Phe Val Gin His lie .Lys Arg. His- .'Asn He Val Leu Lys Arg Glu Leu 

545 ■•..-/■V 550 * */ 555, 560 



Gly Glu Gly-AlVPhe.-.'Giy Lys*vVl Phe. Leu Ala Glu Cys Tyr Asn Leu 

. ' . -^"s^sV/r. \ - 5 7°. 575 

Cys Pro Giu'.Glri; Ksprhy's "lie Leu . Val Ala Val Lys Thr Leu Lys Asp 



. 580, " *-•*•■•*• c * '.'585 " .... 



Ala Ser Asp:. Ash Alav'Arg Lys, 'Asp Phe; His Arg* Glu Ala Glu Leu Leu 

•'595;'' ^/ r v : ^.; : v..;\^P0' ; . 605 
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Thr Asn Leu- Gin Hi's Glu His lie Val Lys Phe Tyr Gly Val Cys Val 
610 ' 615 620 

Glu Gly Asp Pro Leu lie Met Val. Phe Glu Tyr Met Lys His Gly Asp 
625 63 0 . 635 640 

Leu Asn' Lys Phe. Leu Arg Ala His Gly Pro Asp Ala Val Leu Met Ala 

• 645.-:- - 650 655 

Glu Gly Ash. Pro. Pro Thr Glu. Leu; Thr Gin Ser Gin Met Leu His lie 

.:' ■ \66.b ..;;;/ • yy .. . 665 . 670 

Ala Gin. Glh: iievAlai.Aia. G'iy*Met Val Tyr Leu Ala Ser Gin His Phe 

' S7s:, f '*v. j :r.-.6Qt) . ess 

Val His Arg .Asp Leii Ala Tte- Axg : Asn Cys Leu Val Gly Glu Asn Leu 
690 V ; 695 " 700 

Leu Val Lys lie Gly Asp Phe . Gly Met. Ser Arg Asp Val Tyr Ser Thr 
"70S .7.10 715 720 

• Asp Tyr Tyr" Arg Val Gly^ Gly His .Thr. .Met Leu Pro lie Arg Trp Met 
. ' " 725/ / :." . % 73 0 735 

Pro Pro Glu. Ser.. lie.' Met Tyr Arg Lys Phe Thr Thr Glu Ser Asp Val 
740 ■ .745 750 

Trp Ser Leu Gly Val val Leu Trp Glu lie Phe Thr Tyr Gly Lys Gin 
. 755. ' :\ . .. . . 7€0-. 765 

"Pro. Trp. Tyr; Gin ; Leti.;.fler Asn Asn Glu' Val lie Glu Cys He Thr Gin 

770 -v. 7-75* V- *' * ' " 780 

Gly Arg Val' Leu . Gi'n./Arg .Pro Arg; Thr Cys Pro Gin Glu Val Tyr Glu 

785 - ' .< ''790 V- ' 795 800 

Leu Met Leu Gly. Cys,, Trp Gin. Arg Glu- Pro His Met Arg Lys Asn He 

. . v.\y-8£sy ■ " : \ >y sio sis 

Lys Gly lie Hi$ ;rair;. Leu • iijeu. :Gln;Asn . Leu Ala Lys Ala Ser Pro Val 

>..• v '820^ yj"> - *.y - : .f:-.*825; • 830 

Tyr Leu- Asp 'lle^L'eu'Giy " :; a".',.". 

835:.. - : y''\\ .-V v; \ - : :; { - 

<2xo> 463 ■'' yy 

<211> 4.057 J }:-'-"'• *'.' ■. 

<212> DNA 

<213> Homo sapiens . 
<400> 463- ■.'.*■ I 'f'. 

gggagcagga gcctcgctgg. ;ctg : cttcgct cgcgctctac gcgctcagtc cccggcggta . 60 

ggcigtgaggc gccggagccc ggcctcgagg 120 



gcaggagcct ggacccaggc; gccggcggcg ggc.gt< 



tgcataccgg ac^ccc^ttc^gcabctaaca aggaatctgc gccccagaga.gtcccggacg* 180 
ccgccggfcc'g ^Spp9S9Q9 'cg^gggo'ca: tgcagcgacg gccgccgcgg agctccgagc 240 
agcggtagcg ^9<j9p^^^;^^cggt%c&. ctatgccggg accactgtga accctgccgc. 300 
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ctgccggaac actcttpgct ccggaccagc tcagcctctg ataagctgga ctcggcacgc 360 

ccgcaacaag caccgaggag ttaagagagc cgcaagcgca gggaaggcct ccccgcacgg 420 

gtgggggaaa gcggccggtg cagcgcgggg acaggcactc gggctggcac tggctgctag 480 

ggatgtcgtc fcfcggataagg tggcatggac ccgccatggc gcggctctgg ggcttctgct 540 

ggctggttgt gggcttctgg . agggccgctt tcgcqtgtcc cacgtcctgc aaatgcagtg 600 

cctctcggat ctggtgcagc ' gacccttctc. ctggcatcgt ggcatttccg agattggagc 660 

ctaacagtgt agatqctgag aacat.caccg aaattttcat cgcaaaccag aaaaggttag 720 

aaatcatcaa cgaagatg^t . gttgaagctt atgtgggact gagaaatctg acaattgtgg 780 

attctggatt aaaatt.tgtg. gctcataaag catttctgaa aaacagcaac ctgcagcaca 840 

tcaattttac ccgaaacaia. .ct^acga^tt. tgtctaggaa acatttccgt caccttgact 900 

tgtctgaact. gatcc.tggjig ggqaatccat ttacatgctc ctgtgacatt atgtggatca 960 

agactctcca- aga^gctaaa' ; t:cc^^.ccag acactcagga tttgtactgc ctgaatgaaa 1020 

gcagcaagaa. tattcccGtg. gcaaadctgd; agatacccaa ttgtggtttg ccatctgcaa 1080 

atctggccgc- .acctaac'ctip^ tatcacatta tcctgtagtg 1140 

tggcaggtga '^ccggttcct . aatat^att gggatgttgg taacctggtt tccaaacata 1200 

tgaatgaaac aagccacaca cagggcfecct taaggataac taacatttca tccgatgaca 1260 

gtgggaagca gatctctfcgtj;gtggcgg^aa atcttgtagg agaagatcaa gattctgtca 1320 

acctcactgt gcattttgca ccaactatca catttctcga atctccaacc tcagaccacc 13 80 

actggtgcat tccattcact^. gtgaaaggca -accccaaacc agcgcttcag tggttctata 1440 

acggggcaat. atfcgaatgag- tccaaataca tctgtacfcaa aatacatgtt accaatcaca 1500 

cggagtacca cgg'ctgcctc cagctggata atcccactca catgaacaat ggggactaca 1560 

ctctaatagc. caagaattfag tatgggaagg atgagaaaca gatttctgct cacttcatgg 1620 

gctggcctgg aattgac^at ggtgcaaacc caaattatcc tgatgtaatt tatgaagatt 1680" 

atggaactgc agagaat^o- atcg^ggaca ccacgaacag aagtaatgaa atcccttcca 1740 , 

cagacgtcac tgafeaaaacc ggtcgcrgaad atctctcggt ctatgctgtg gtggtgattg 1800 

cgtctgtggt ggg^tt^gc cttjbtg^a tgctgtttct gcttaagttg gcaagacact 1860 

ccaagtttgfg ; qa fe^aa^geit ■fe^etcat^t ttggatttgg gaaagtaaaa tcaagacaag 1920 

gtgttggccc agcctcc££t ; atcagcaa.tsr atgatgactc tgccagccca ctccatcaca 1980 

tctccaatgg gragtaacact ^ ccatcttqt.t cggaaggtgg cccagatgct gtcattattg 204 0 

gaatgaccaa .^tcqct^c . attgaaaatc cccagtactt tggcatcacc aacagtcagc 2100 

tcaagccaga cacatt^gtt; • cagcacatca agcgacataa cattgtfcctg aaaagggagc 2160 

taggcgaag^-agcp^ "ctataacctc tgtcctgagc 2220 

aggacaagat- cttggt^gca . gtgaagatfcc tgaaggatgc cagtgacaat gcacgcaagg 2280 

acttccaccg; t^ggcic^g^ctcctgacca acctccagca tgagcacatc gtcaagttct .2340 

atggcgtctg cgtggagggc, gaccccctca tca'tggtctt tgagtacatg aagcatgggg 2400 

acctcaacaagttoctc^ gagggcaacc 2460 

cgcccacgga -ab^ 2 S20 • . 

tggtctacct . ggc£t qc'cag . cacttcg^gc accgcga ttt ggccaccagg aac tgcctgg • 2580 
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tcggggagaa cttgctggtg . aaaatcgggg actttgggat gtcccgggac gtgtacagca 
ctgactacta qagggtcggfc ggccaqacaa tgctgcccat tcgctggatg cctccagaga 
gcatcatgta caggaaattc acgacggaaa gcgacgtctg gagcctgggg gtcgtgttgt 
gggagatttt cacctatggo aaacagccct ggtaccagct gtcaaacaat gaggtgatag 
agtgtatcac tcagggccga gtcctgcagc gaccccgcac gtgcccccag gaggtgfcatg 
agctgatgct gggrgtgctgg; cagcgagagc cccacatgag gaagaacatc aagggcatcc 
ataccctcct tcagaacttg gccaaggcat ctccggtcta cctggacatt ctaggctagg 
gcccttttcc ccagaccgat ccttcccaac gtactcctca gacgggcfcga gaggatgaac 
atcttfctaac .tgccgctgga ggccaccaag dtgctctcct fccactctgac agtattaaca 
tcaaagactc .cgagaagctc tcgagggaag- cagtgtgtac ttcttcatcc atagacacag 
tattgacttc £ttttggcat: tatctctt^tc tctctttcca tctcccttgg ttgttccttt . 
ttcttttttt aaa-ttjjttctt -tttcfctctitt- tttt'tcgtct tccctgcttc acgattctta 
ccctttcttt tgaatca'atc .tggctticfegc attac.tatta actctgcata gacaaaggcc 
ttaacaaacg taatttgtta tatcajgcaga cactccagtt tgcccaccac aactaacaat 
gccttgtfcgt attcctgcct ttgatgtgga tgaaaaaaag ggaaaacaaa tatttcactt 
aaactttgtc acttct^ctg tacagatatc gagagfcttct atggattcac ttctatttat 
ttattattat tactgttctt attgtttttg gatggcttaa gcctgtgtat aaaaaagaaa 
acttgtgttc aatctgtgaa;. gccttta&ct atg^gagatt aaaaccagag agaaagaaga 
tttattatga acc^caatat gggaggaaca- aagacaac'ca ctgggatcag ctggtgtcag 
tccctactta ggaaatactc agcaaptgtt. agctgggaag aatgtattcg gcaccttccc 
ctgaggacct ttctgaggag taaaaagact actggcctct gtgccatgga tgattctttt 
cccatcacca gaa^tgatag cgtgcagtag agagcaaaga tggcttccgt gagacacaag 
atggcgcata gtgtgctcgg acacagtttt gtcttcgtag gttgtgatga tagcactggt 
. -ttgtttctca agcgctatcc acagaacqtt tgtcaacttc- agttgaaaag aggtggattc 
atgtccagag ctcatttcgg ggtcaggtgg: gaaagcc 
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2640 

2700 

2760 

2B20 

2860 

2940 

3000 

3060 

3120 

3180 

3240 

3300 

3360 

3420 

3480 

3540 

3600 

3660 

3720 

3780 

3840 

3900 

3960 

4020 

4057 



<2io> 464' ; " : • 

' <211> 23*13. -; . : . 

<212> ■ PRT," ." \ . " i \'/ 
<213> Homo : sapiens*. »-.' •"" » 

"<400> ' 464/H r'y>r t ::,: '' : 'ij^' '. ■ ■ .." " 

Met Arg. lie iteu .Lys, Arg. ?ho Leu- Ala Cys lie Gin Leu Leu Cys Val 

1 ' ^'vv-' V • V".Y ' ' 10 ; ' 1S 

Cys Arg Leii "Asp iTrp A'ia AarL Gly-Tyr Tyr Arg Gin Gin Arg Lys Leu 

. . : 20;:.. - : - : •• v. 2 s /; ' 30 

Val' Glu Glu-Mle Gly' Tip Ser.Tyr Thr .Gly Ala Leu Asn Gin Lys Asn 
35. 40 45 

Trp Gly. Lys. Lys.Tyrfcro Tnr Cys Asn Ser Pro Lys Gin Ser Pro lie 

so ■■".•■"V-.: 55". /- '" .60 . 



Asn He Asp'Giu Asp- L'eu Thr' Gin Val Asn Val Asn Leu Lys Lys Leu 

65 '■..■:'-v>:V.^7o- ;\: ■, ;.. '* • ; 75 . so 
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Lys Phe Gin Gly Trp: Asp Lys Thr Ser Leu Glu Asn Thr Phe lie His 

£5. ' ■. . -. 90' 95 

Asn Thr Gly Lys Thr Val Glu He Asn Leu Thr Asn Asp Tyr Arg Val 
100 • 10S 110 

Ser Gly Gly- Va^. Ser Glu Met Val Phe Lys Ala Ser Lys He Thr Phe 
115 . ' 120 • 125 

His Trp Gly Lys Cys'Asn Met' Ser- Ser Asp Gly Ser Glu His Ser Leu 

130 . . . 135 ' ' N 140 

Glu Gly Gin Lys Phe Pro Leu Glu Met Gin He Tyr Cys Phe Asp Ala 

145 / •. -.ISO : . "'155 160 

. Asp Arg Phe Ser Ser Phe Glu Glu- Ala Val Lys Gly Lys Gly Lys Leu 

I'-.'.. 16.5-Y "*- '*" _ 170 m 1 1 175 

Arg Ala Leu Ser He * Leu Phe' Giu Val Gly Thr Glu Glu Asn Leu Asp 
.180/ -. - V;. ; >' 185 ■ 

Phe Lys Ala lie lie.' Asp Gly' Val "Glu Ser Val Ser Arg Phe Gly Lys 

195 ;' '"'200.' ' 205 

. Gin Ala Ala 'Leu Asp' Pro Phe 'lie Leu Leu Asn Leu Leu Pro Asn Ser 
210 215. 220 

Thr Asp Lys ^T^/Tyx .He Tyr Asn Gly Ser Leu Thr Ser Pro Pro Cys 

22 5 ... . v'.2"3 0 • •» . 235 240 

Thr Asp Thr- Val Asp. Trp He Val Phe Lys Asp Thr Val Ser lie Ser 

'. 245, ■ 250 255 

Glu Ser Gin Leu- Ala Val Phe Cys Glu Val Leu Thr Met Gin Gin Ser 
2G6 ' .265 270 

Gly Tyr Val- Me't LeU Met Asp. Tyr Leu Gin Asn Asn Phe Arg Glu Gin 

275/ . "... ■/ },f-', y 280.. 285 

Gin Tyr -LysVpHe- ^ G^ .Val*. Phe Ser Ser Tyr. Thr Gly Lys Glu 

290 ■ 295 • ■:: ' •*"/.'* 300 

Glu He His Glu AO:^..Vai.G^is- Ser. Ser Glu Pro Glu Asn Val Gin Ala 

305 vi;v/310 ' >*JS\ ' ' 315 320- 

. Asp Pro Glu Asij; .T^ -.Thr Ser . Leu : Leu Val Thr Trp Glu Arg Pro Arg 

' '•3.2 ; 5 ; ; : ■' ' .330 .335 

Val Val Tyr Asp Thr Met .lie Glu Lys : Phe Ala Val Leu Tyr Gin Gin 
340.; *• \ ■'■ . • ' -'345 . 350 

Leu Asp Gly ^Glu' Asp Gin Thrs Lys. His' Glu Phe Leu Thr Asp Gly Tyr 
355" .->' ■»". 360. 365 



Gin Asp. Leu Gly..Aia : lie Leu Asn' Asn Leu Leu Pro Asn Met Ser Tyr 

37Q •'•" • 375 *' 1 380- 
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Val Leu Gin, He. .Val Ala lie Cys. Thr Asn Gly Leu Tyr Gly Lye Tyr 
385 - 390 .. V" 395 .400 



Ser Asp Gin Leu. He ;Val Asp Met Pro Thr Asp Asn Pro Glu Leu Asp 

... 405'. . 410 415 

Leu Phe Pro- Glu Leu lie Gly Thr Glu Glu lie lie Lys Glu Glu Glu 
420 * ' 425. 430 

Glu Gly Lys Asp lie Glu Glu Gly Ala He Val Asn Pro Gly Arg Asp 
43S. ' 440 445 

Ser Ala .Thr Asn Gin. He Arg -Lys Lys Glu Pro Gin lie Ser Thr Thr 

450 .. **" 455 460 

Thr His Tyr :. Asn- Arg ;Ile Gly Thr -Lys Tyr Asn Glu Ala Lys Thr Ash 

465 •- : .^*^° • * • 475 - " 480 

Arg Ser Pro. Thr* Arg. Gly Ser. Glu Phe Ser Gly Lys Gly Asp Val Pro 

V4.85 : : * . .." '/ ; 490 " * 495 

Asn Thr Ser Leu- Asn. Ser Thr Ser Gin Pro Val Thr Lys Leu Ala . Thr 
500. •-■ 505 510 

Glu Lys Asp He Ser Leu Thr : Ser : Gln Thr Val Thr Glu Leu Pro Pro 

515 ' : .5^0"; 525 

His Thr Val Glu Gly Thr Ser Ala Ser Leu Asn Asp Gly Ser Lys Thr 
530. • : :. 535. ■/,..' S40 

Val Leu Arg Ser Pro His Met Asn Leu Ser Gly Thr Ala Glu Ser Leu 
545 550 . 555 560 

Asn Thr Val Ser lie Thr Glu Tyr Glu Glu Glu Ser Leu Leu Thr Ser 

.565' 570 575 

Phe Lys Leu Asp . Thr Gly Ala Glu Asp Ser Ser Gly Ser Ser Pro Ala 
580 . • 585 590 

Thr Ser Ala lie Pro Phe lie Ser Glu Asn lie Ser Gin Gly Tyr He ' 
595;-. ... -600' 605 

Phe Ser . Ser Glu AsxtPro Glu.tnr 1 lie Thr Tyr Asp Val Leu He Pro' 

610 v eis- \.': • *. r r 620 

Glu Ser Ala-Arjgr -Asn; Ala : s'er';Gi:U Asp /Ser Thr Ser Ser Gly Ser Glu 

625 . .^: : - ; .€30 "{\/<\. - ; 635 • . * 640 

Glu Ser. Leu- Lys Asp-Pro Ser Met'- Glu Gly Asn Val Trp Phe Pro Ser 

645 - * ' .• . • ' ess. 

Ser Thr Asp .'lie Thr Ala' Gin Pro- Asp Val Gly Ser Gly Arg Glu Ser 

;660. "-; V 665 . \ 670 

Phe Leu Gin Thr. Asn Tyr Thr. Glu He Arg Val Asp Glu Ser Glu Lys 
675- ' ■* • ./680 ' 685 

' • ; -.*."•'■ 

Thr Thr Lys Ser.. Phe \ Ser Ala "Giy. Pro VaX Met Ser Gin. Gly Pro Ser 
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690 ' 695 . 700 



Val Thr Asp. Leu Giu Met Pro' His Tyr Ser Thr Phe Ala Tyr Phe Pro 
705 710 715 720 



Thr Glu Val Thr. Pro His Ala Phe Thr, Pro Ser Ser Arg Gin Gin Asp 
725 • 730 735' 



Leu Val Ser Thr Val Asn Val Val Tyr. Ser Gin Thr Thr Gin Pro Val 
740- . -745 750 



Tyr Asn Gly. Glu Thr Pro Leu Gin Pro Ser Tyr Ser Ser Glu Val Phe 
755 760 765 



Pro Leu Val Thr Pro Leu Leu Leu : Asp Asn Gin He Leu Asn Thr Thr 
770 7.75. 780 



Pro Ala. Ala Ser- Ser.. Ser Asp Ser Ala Leu His Ala Thr Pro Val Phe 
785 ■ ;:790 . ' ■ 795 800 



Pro Ser Val Asp/yal.'Ser .Ph'e Glu .Ser lie Leu Ser Ser Tyr Asp Gly 

\ ; BQ5.* '; . -'I* . 810' 815 



Ala Pro Leu Leu Pro. Phe Ser s/er Ala . Ser Phe Ser Ser Glu Leu Phe 

820 V. '5 •835.'"'' 830 



Arg His Leu His Thr Val Ser .Gin lie Leu Pro Gin Val Thr Ser Ala 
.835 ' '840' .845 



Thr Glu Ser Asp. Lys Val Pro- Leu. His. Ala Ser Leu Pro Val Ala Gly 
850 855 860 

Gly Asp Leu Leu Leii Glu Pro Ser Leu Ala Gin Tyr Ser Asp Val Leu 
865 ' : '870 875 880 



Ser Thr; Thr His Ala Ala Ser. Glu- Thr Leu Glu Phe Gly Ser Glu Ser 
.8,85 . 890* 895 



Gly Val Leu Tyc Lys' Thr Leu . Met Phe" Ser Gin Val Glu Pro Pro Ser 

• 9Qp;'- y'V-_ • \"7 ; 90S* . , * 910 

Ser Asp Ala Me 1 1; Met! His Ala 'Arg Ser Ser Gly Pro Glu Pro Ser Tyr 

915? ' '92,0/' 925 . 

Ala Leu Ser Asp . Asn ;Giu- Giy/s4r Gin His He Phe Thr Val Ser Tyr 

930 v\V V' : V. . 935" '.':*.-..' 940 

Ser Ser Ala /lie. Prb:yal His' ; Asp 'Ser Val Gly Val Thr Tyr Gin Gly 

945 (95.0 ' 955 960 



Ser Leu:- Phe Ser Gly Pro Ser Hi's lie Pro lie Pro Lys .Ser Ser Leu 

: ; ;; 965.^' ■ '*:/\ .970 . „ 975 

lie Thr Pro Thr: Ala. S.er Leu 'Leu Gln'OPro Thr His Ala Leu Ser Gly 
• .^980; v- \-."" .-985 990 



Asp Gly- Glu Trp . Ser Gly Ala' Ser Ser Asp Ser Glu Phe Leu Leu Pro 
995 ' . 1000 1005 
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Asp 


Thr 
1010 


Asp .Gly Leu' Thr Ala ilieu Asn He Ser Ser 
1615. 1020 


Pro Val 


Ser 


Val 


Ala 
102S 


Glu Phe Thr Tyr Thr. Thr Ser Val Phe Gly 
'1030. 1035 


Asp Asp Asn 


Lys 


Ala 
1040 


Leu Ser Lys- Ser Glu 'lie lie Tyr Gly Asn 
; !; ' . .1045. 1050- 


Glu 


Thr Glu 


Leu 


Gin 
1055 


lie Pro. Ser /Phe Asn Glu Met. Val Tyr Pro 
1060 1065 


Ser 


Glu 


Ser 


Thr 


Val 
1070 


Met Pro Asn Met Tyr ..Asp Asn Val Asn Lys 
1075 1080 


Leu 


Asn 


Ala 


Ser 


Leu. 
1085 


Gin Glu Thr Ser Val * Ser lie Ser Ser Thr 
y • ''I- :1??6 ; 1095 


Lys Gly Met 


Phe 


Pro' 

nop 


Gly Ser .L.4y. Ala. His ;,Thr Thr Thr Lys Val 
. --iips 1110 


Phe Asp His 


Glu 


He 
1115 


•Ser G-in Vai -Pro :Glu X' Asn Asn Phe Ser Val 
'.' '. -.1120^:; . ';*•" 1125 


Gin 


Pro 


Thr 


His 


Thr 
1130 


Val Ser. Glii Ala> S&r -.'cGly Asp Thr Ser Leu 

' ' : :; vV\'= *i? 5 -. 1 1140 


Lys 


Pro 


Val 


Leu 


Ser 

1145 


Ala Asn Ser Glu' Pico "Ala Ser Ser Asp Pro 

• .;'ll50-: * ..- '. .1155 


Ala 


Ser 


Ser 


Glu 


Met 
1160 


Leii -Ser ;?co' Ser Thr ' : Gln. Leu Leu PJhe Tyr 
•-. ' "■lifes"'*' / * H70 


Glu 


Thr 


Ser 


Ala 


Ser 
1175 


Phe Ser . Thr Glu Val Leu- Leu Gin Pro Ser 
1180' 1185 


.Phe 


Gin Ala 


Ser 


Asp 
1190 


Val Asp .Tphr Leu '.Leu ' Lys Thr Val Leu Pro 
>.. ~ '. .1195'-. - . 1200 


Ala 


Val 


Pro 


Ser 


Asp 
1205- 


Pro; iXe * £eu'£Val" Glu" ;)Tnr. Pro'' Lys Val Asp 
■ V^y.^'^V. 7.1216 '• •■ • 1215 


Lys 


lie 


Ser. 


Ser 


Thr 
1220 


Met Leu rkis;'- Leu .IJLjb Aval Ser . Asn Ser Ala 

"" /\. W..- I'i?25/^V \. \: ' ' 1230 


Ser 


Ser 


Glu 


Asn 


Met 
1235 


Leu His" 'Ser\-Thr -pet -^VaLl Pro Val Phe Asp 

•■ ^f/^-K'r'v • - / - • 1245 


Val 


Ser 


Pro 


Thr 


Ser 
125p 


His.. Met -His; ServAla; : -:^er .Leii. Gin Gly Leu 

' ' : ' ; ' V**-";?' ] -1?^"" / * ' : I 260 


Thr 


He 


Ser 


Tyr 


Ala 
1265 


"Ser. Glu Lys, ' Tyr Glu -Pro Val. Leu Leu Lys 
- ^* i 2 '7.P* '.* .-*:' '•' 1275 


Ser 


Glu 


Ser 


Ser* His 


•Gln'-V^l Val*'Pi?o ^Ser..' ? Leu Tyr. Ser Asn Asp 


Glu 


Leu 


Phe 



1280 ; 12.85 J/. 1290 
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Gin Thr- Ala Asn'-Leu Glu'-. lie ,'■ Asn G lh Ala His Pro Pro Lys Gly. 

1295 -■■;■<:■■'• •i3oo;. v, - ; 1305 



Arg His Val Phe Ala -Thr Pro . .Val Leu Ser lie Asp Glu Pro Leu 
1310 i3lS . " 1320 



Asn Thr Leu He Asn Lys Leu.."; He His Ser Asp Glu He Leu Thr 
1325. 1330;' • . ' 1335 



Ser Thr- Lys Ser Ser Val -Thr-.. .Gly Lys Val Phe Ala Gly He Pro 
1340 ' ' 1345 ■ :: 1350 



Thr Val Ala Ser Asp Thr Phe Val Ser Thr Asp- His Ser Val Pro 
1355. .1360 ' 1365 



lie Gly Asn Giy.His Val Ala- He Thr Ala Val Ser Pro His Arg 
1370 ' '•'**.•;' 1375 1380 

Asp Gly Ser Val Tar . Ser ,:Thr Xys Leu, Leu Phe Pro Ser Lys Ala. 
1385 :O390.-i\V ' 1395 

Thr Ser. Glu.LeU. Ser His; Ser 'Ala Lys Ser Asp Ala Gly Leu Val 
1400 . •";»'•-*.: / .1405;':; *. ' 1410 

Gly Gly Gly Glu -Ajap/Gly .•"Asp'; Thr Asp : Asp Asp Gly Asp Asp Asp 
1415 ''£&<£•.'.}• 1425 

Asp Asp 'Ar^/Asp. j3£r; Asp 'Gly/ ^Leu Ser -He His Lys Cys Met Ser 
1430 ' . 1 , 14 35 1440 



Cys Ser Ser. Tyr Arg -Glu Ser- \<Sln Glu Lys Val Met Asn Asp Ser 
1445 - . 1450 ' ' 1455 

Asp Thr His Glu Asn : Ser Leu' Met ASp Gin Asn Asn Pro He Ser 
1460 ■ f 14:65"..-: . 1470 



Tyr Ser Leu" Ser Glu Asn . Ser . Glu Glu Asn Asn Arg Val Thr Ser 
1475 . 1480. ' 1485 

Val Ser Ser A$p* Ser : Gin. Thr ■.'■.Gly Met Asp Arg Ser Pro Gly Lys 
1490 . : 14951' / • - '1500 

. Ser Pro • Ser; AOi; Ash. ; ^iy;.ifeU' : Ser Glhi-Lys His Asn Asp Gly Lys 
.1505 ;. . ;>V -'V'A^/^tglO?:; -. \* isi5 

Glu Glu. Asn Asp iiJUs". 01n j-T^r ''./.Gly Ser. Ala Leu Leu Pro Leu Ser' 
1520' .... ;:• '.Tj;.':' ;iS25v/" ; . . 1530 

Pro Glu •Ser. L^s/ : Aia"Trp : Aia ' -:vai Leu,Thr Ser Asp Glu Glu Ser 
1535 ■ \;-\ ') . ' ' vis^P^v. ' ... 154S 

Gly Ser Gly Gin Gly TThr. Ser W^Asp Ser Leu Asn Glu Asn Glu Thr 

• 1550 j .; :;.;- ; ^v-: : c.; xfs*^:- ■ ;. ■ . lseo 

Ser Thr"; Asp Phe -:Ser:Wp; >ia'V'':Asp Thr Asn Glu Lys Asp Ala Asp 
1565 . • < ^ . . 1575 
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Gly. lie Leu A3;a Ala Gly. Asp Ser Glu lle Thr Pro Gly Phe Pro 
1580 '.' ' 1,5.85" • 1590 

Gin Ser Pro Thr Ser Ser Val ..Thr Ser Glu Asn Ser Glu Val Phe 
1595 1600 1605 

His Val Ser Glu Ala.; Glu Ala Ser Asn. Ser Ser His Glu Ser Arg 
1610 1615. • 1620 



lie Gly -Leu Ala Glu Gly Leu - Glu Ser Glu Lys Lys Ala Val lie 
' 1625 . -1630 1635 



Pro Leu Val lie "Val .Ser Ala . Leu Thr Phe lie Cys Leu Val Val 
.1640 ■;*••. 1645 • 1650 



Leu Val Gly lie . Leu He .Tyr Trp Arg Lys Cys Phe Gin Thr Ala 
1655 1660 1665 



His Phe Tyr Leu Glu Asp Ser Thr Ser Pro Arg Val lie Ser Thr 

1670 ; . V" 1675 . 1680 

'Pro Pro Thr Pro' lie Phe : Pro -jl'le Ser Asp Asp Val Gly Ala lie 

•1685 ; VY ;.'.\ .1690 1695 

Pro lie Lys His ..Pjae ; P.ro Lys .'His Val. Ala Asp Leu His Ala Ser 

170b .o : 'V/.-.' ;i.?os'-. 1710 

Ser Gly Phe THr Glu -Glu Phe .''.Glu Thr Leu Lys Glu Phe Tyr Gin 

17X5 .«."! ; 1720 " , 1725 



Glu Val Gin. Ser Cys ; Thr Val.. J As, p -Leu Gly He Thr Ala Asp Ser 
1730 1735- • 1740 

Ser Asn* His. Pro Asp. Asn Lys His Lys. Asn Arg Tyr He Asn He 
1745 '• ;*:•.';; -1750' • 1755 

Val Ala Tyr- Asp His Ser Ar/g "Val Lys. Leu Ala Gin Leu Ala Glu 
1760 * . V/ . ." 1 7 6 5j .■ 1770 

Lys Asp Gly Lys' £eu .-Thr Asp - Tyr. lie Asn Ala Asn Tyr Val Asp 
1775 ' 1780 • 1785 

Gly Tyr Asn Arg Pro -Lys Ala : .Tyr He Ala. Ala Gin Gly Pro Leu 
1790 . '.7.. :.: /1795\ '. , \ 1800 

Lys. Ser .Thr. Aia 'Giu/.Asp- Phe- -.^rp- Arg Met He Trp Glu His Asn 

is ps <\ • ~ j- . > v_V '. - ;. ' •ora^oV /■ • • • isis 

Val Glu yjE^.."agV^jJc 'Md^^cle.^^Ebr- Asri -Leu Val Glu Lys Gly Arg 

1820 \ : \ y *lx.\i>\f { : • -.:i82Sv;/. ' 1830 

Arg Lys [C^'-^pJii}^pry^\y^'Svso Ala Asp Gly. Ser Glu Glu Tyr 
1835 ',;•' . : .. -1840 *. . 184 S 

Gly Asn ;'*Phe Leji ' ^^ *hr G^n ^Lys Ser Val Gin Val Leu Ala Tyr 

1850 / y ; .:: -y. : "- i85'5.V• . 1 .• : i860 ■ 

Tyr Thr . Val*. Arg 'Asn jpae Thr -/Leu Arg Asn Thr Lys He Lys Lys 



WO 2005/071059 



701 



1865 1870/ 1875 



Gly Ser. Gin' Lys Gly- Arg- -?ro Ser Gly Arg Val Val Thr Gin Tyr 
1880 1885- ■• 1890 



His Tyr Thr Gin Trp Pro Asp ; Met Gly Va.1 Pro Glu Tyr Ser Leu 
1895- * v . .iSOO!"' " 1905 



Pro Val Leu. Thr Phe Val Arg Lys Ala Ala Tyr Ala Lys Arg His 

1910 . 1915... ' ' 1920 

Ala Val Gly Pro Val Val Val His Cys Ser Ala Gly Val Gly Arg 
1925 193 0 * 1935 



Thr Gly Thr Tyr ile Val Leu Asp Ser Met Leu Gin Gin lie Gin 
1940 1945-; 1950 



His Glu Gly Thr Val Asn lie Phe Gly Phe Leu Lys His lie Arg 
1955 . • ■ . . -I960 . 1965 



Ser Gin Arg Asn' Tyr "Leu Val Gin Thr Glu Glu" Gin Tyr Val Phe 
1970 1975- / • 1980 

lie His Asp Thr- Leu Val Glu Ala lie Leu Ser Lys Glu Thr Glu 
1985 ' = ' "'■ • '1990.'. 1995 



Val Leu Asp Ser Bi-s lie. «is;' ; ,Ala Tyr Val Asn Ala' Leu Leu lie 
2000' "r." "2005!; 2010 



Pro Gly Pro ..Ala Gly Lys Tor -' Lys Leu Glu Lys Gin Phe Gin Leu 
2015" '. •«•:"" •. -'2020; ' 2 025 



Leu Ser. Gin Ser Asn lie. Gin. -.Gin Ser Asp Tyr Ser Ala Ala Leu 
203.0 203S : " 2040 



Lys Gin Cys Asn Arg - Glu Lys '■ Ash Arg Thr Ser Ser lie lie Pro 
2045 ' 205Q.. ' ■ *' ' -2055 



Val Glu Arg Ser Arg Val Gly lie Ser Ser Leu Ser Gly Glu Gly 

2060 '20.65 ' 2070 

Thr Asp- Tyr lie. Asn Ala • Ser • • Tyr' lie Met Gly Tyr Tyr Gin Ser 

2075 " "'3080 .. ' . 2085 • 

Asn Glu Phe.;lie;*lie*;Thr : Gln/.;His Pro *Leu Leu His Thr lie Lys 

2030 •':>•:.:'. V'" 2095-': ; ' ' 2100 

Asp Phe . Trp; Arg : MeV:ile' -Trp . .Asp His Asn Ala Gin Leu Val Val 

2105 '.. . : . t\ ■ \ -2j^lo'. v • • 2115 



Met lie Pro Asp. q3,y Gin .Asn : ,Met Ala- Glu Asp Glu Phe Val Tyr 
2120 ' * ' V; v T ; ; , ; ;2125 .;.' 213 0 

Trp Pro. Lys- Asp^GXpa-^iro'-'iEie/f.Ara Cys . Glu Ser Phe Lys Val Thr' 

2135, - . . , ?i 4 .Pv ': 2145 

Leu Met* Ala qiu Glu'liis ' L^s" '.''.Cys Leu; Ser ; Asn* Glu Glu Lys Leu 
2150"' ':" .-"."A'.**.'. "2155'* 2160 
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He Il.e Gin Asp Phe .He Leu ;Glu Ala Thr Gin Asp Asp Tyr Val 
. 216S 2170 ' ' " 2175 



Leu Glu Val Arg His. Phe Gin : Cys Pro Lys Trp Pro Asn Pro Asp 
2180 \2185 ' ' 2190 



Ser Pro lie Set Lys Thr ..Phe. '^Glu Leu He Ser Val He Lys Glu 
2X95 . 2200.. 2205 



Glu Ala Ala Asn Arg Asp, Gly " Pro . Met He Val His Asp Glu His 
2210 ■ ' 2215-V : 2220 



Gly Gly Val .Thr Ala Gly Thr 'Phe Cys Ala Leu Thr Thr Leu Met 
2225 * "223 0. 2235 



His Gin Leu Glu Lys Glu *Asn *Ser Val Asp Val Tyr Gin Val Ala 
2240 .2245 2250 



Lys Met He . Ash Leu Met Arg Pro Gly Val Phe Ala Asp He Glu 
2255 2260 . 2265 



Gin. Tyr- Gin Phe- Leu .Tyr "Lys. . Val He Leu Ser Leu Val Ser Thr 
2270 - • 2275/ 2280 

Arg Gin Glu Glu. -Asp. Pro'vSer vTHr Ser Leu Asp Ser Asn Gly Ala 
2285 • * 2290 ; " • 2295 



Ala Leu Pro Asp. Gly Asn lie ; s Ala Glu ' Ser Leu Glu Ser Leu Val 
23 00 23 05 2310 

<2io> • 465. ' ; • ..." 

<211> 7941 . ' ./ . 

<212> DNA '.. .\ . / y J - 

<213> -Homo sapiens/ 

<400> 46S . 

cacacatacg cacgcacgafc ctcacttcga. tctatacact ggaggattaa aacaaacaaa 
caaaaaaaac atttccttcg;. ctccccc.tcc ctctccactc .tgagaagcag aggagccgca 
cggcgagggg ccgcagaccg' tctggaaatg cgaat.cctaa agcgtttcct cgcttgcatt 
cagctcctct gtgtttg.ccg' cctggattgg.'gctaatggat actacagaca acagagaaaa 
cttgttgaag agattggctg gtcctataca ggagcactga atcaaaaaaa ttggggaaag 
aaatatccaa catgtaatag cccaaaacaa tctcctatca atattgatga agate ttaca 
caagtaaatg tgaatcttaa gaa^cttaaa' tttcagggtt gg^ataaaac atcattggaa 
aacacattca ttcataacao. tgggaaaaca gtgrgaaatta . atctcactaa ■ tgactacegt.. 
gtcagc'ggag gagtittqaga-Jaatg agat'aacttt tcactgggga 

aaatgeaata 4^c.atf3tga .^tggatpagag catagtttag aaggacaaaa atttccactt 



gagatgeaaa; tpt^c^fctt \ tg^tgeg^c" cgabtttcaa gttttgagga agcagtcaaa 
. ggaaaaggga agttaagagc ! .tt^tcdatt ttgtttgagg ttgggacaga agaaaatttg" 
'gatttcaaag/qgat'tatt^^ agtgttagtc .gttttgggaa geaggctget 

ttagatccat tcatactgtt' gaaccttctg ccaaactcaa ctgacaagta ttacatttac 
aatggctcat .tgacate£cc/ tc'cctgcaca gacacagttg actggattgt ttttaaagat 
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acagttaigca tctfctgaaag ccagttggct" gttttttgtg aagttcttac aatgcaacaa 960 

tctggttatg tcatigatgat ggaatactta caaaacaatt ttcgagagca acagtacaag 1020 

ttctctagac aggtgttttc ctcatacact ggaaaggaag agattcatga agcagtttgt 1080 

agttcagaac cagaaaa'tgt • tcaggctgac ccagagaatt ataccagcct tcttgttaca 1140 

tgggaaagac ctcgagtcgt tta'tgatacc atgattgaga agtttgcagt tttgtaccag 1200 

cagttggatg gagaggacca aaccaagcat gaatfctttga cagatggcta tcaagacttg 1260 

ggtgctattc tcaataattt-gctabcqaat atgagttatg fctcttcagat agtagccata 1320 

tgcactaatg gqttatatgg aaaatacagc gaccaactga ttgtcgacat gcctactgat 1380 

aatcctgaac. ttgatctttt ccctgaajita attggaactg aagaaataat caaggaggag 1440 

gaagagggaa aagacattga- agaaggcgct attgtgaatc ctggtagaga cagtgctaca 1500 

aaccaaatca ggaaaaagga ac.c'ccagatb- tct.accacaa cacactacaa tcgcataggg 1560 

acgaaataca afcgaagccaa ■ gactaaccga tccccaacaa gaggaagtga att etc tgga 1620 

aagggtgatg ttcccaatac atctttaaat- tccacttccc aaccagtcac taaattagee 1680 

acagaaaaag atatttcctt- gacttctcag aetgtgactg aactgccacc tcacactgtg 1740 

gaaggtactt cagcctcttt . aaatgatggc tctaaaactg ttcttagatc tccacatatg 1800 

aacttgtegg 1 ggactgeaga atccttaaat acagtttcta taacagaata tgaggaggag 1860 

agtttattga ccagttt:caa- gct-tgatlact ggagctgaag attcttcagg ctccagtccc 1920 

gcaacttctg ctatec'^ttJ/MtctjBtgag aacatatccc aagggtatat attttcctcc 1980 

gaaaacccag agacaataac "atatgatgtc cttatpaccag aatctgetag aaatgettec 2040 

. gaagattcaa-' cfctcat;cagg ; ttcagaa^aa' tcactaaagg atccttctat ggagggaaat 2100 

gtgtggtfcfcc*, ctagcfc"c£ac agacataaca gcacagcccg atgttggatc aggcagagag 2160 

agctttctcc a^ctaatta cactgfcgata cgtgttgatg aatctgagaa gacaaccaag 2220 

tccttttctg caggccc'agii. gatgtcacag ggtccctcag fctacagatct ggaaatgeca 2280 

cattattcta cctttgccta ettegcaaqt gaggtaacac etcatgettt taccccatcc 2340 

tc'cagacaac aggatttggt ctccacggtc aacgtggtat actcgcagac aacccaaccg 2400 

gtatacaatg gtg-a^ca^^ gtgaagtctt tcctct agtc 2460 

acccc t tfigjfe . tgcttgacaa ; tcaga tec t c aacac taccc ' ctgc tgette aagtagtgat 2520 

tcggccttgc atg'ctacgqc tgtatttpec agtgtcgatg tgtcatttga atccatcctg 2580 

'tcttcctatg.a^gtgca^^ cttccttcag tagtgaattg 2640 

tttcgccatc tgcataca^t.ttctcaaatc cttcqacaag ttacttcagc taccgagagt 2700 

gataaggtgc ecttgeatge; fctctctgcca. gtggctgggg . gtgatfctgct attagagece 2760 

agccttgctc .agta'ttctgrk tgt^ctgtcb actactcatg ctgettcaga gacgctggaa 2820 

tttggtagtg aatctgg£^;/tc^ tttctcaagt - tgaaccaccc . ' 2880 

agcagtgatg ccatgafcgcav tgcat^^ct' teagggectg aaccttctta tgccttgtct 2940 

gataatgagg gctcccaaca. catcttc^ct- gtt'tct.taca gttctgcaat acctgtgcat 3000 

gattctgtgg *^gtiaac.tta ' tca%ggtj;cc ttatttagcg gccctagcca tataccaata 3 060 

cctaagtctt- . cgt:taa't'aac\cccaactgca teattactge agcctactca tgccctctct 3120 

ggtgatggg : g.aatggtctgg; agdctct^ ttcttttacc tgacaca'gat 3180 
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gggctgacag ccctfcaacafc .ttcfctcacct gfcfctcfcgtag ctgaafcfcfcac atatacaaca 


3240 


tctgtgtttg gtgatgataa, taaggcgctt tctaaaagtg aaataatata tggaaatgag 


3300 


actgaactgc aaattccttc tttcaatgag afcggfcfcfcacc cttctgaaag cacagfccatg 


3360 


cccaacatgt atgafcaatgt aaataag.fctg aatgcgtctt tacaagaaac ctctgtttcc 


3420 


atttctagca ccaacrggoat- gtttccaggg. tcccttgctc ataccaccac taaggttfctt 


3480 


gat cat gaga ttagtcaagt tccagaaaat aacttttcag ttcaacctac acatactgtc 


3540 


tc tcaagca t , ctggtgacac - ttCgcttaaa cc tgfcgc tta gtgcaaactc agagccagca 


3 600 


tcctctgacc . ctgcttc tag tgaaatgtta tctccttcaa ctcagctc tt - attttatgag 


3 660 


acctcagctt ctttfcagta.c: tgaagtatt'g ctacaacctt cctttcaggc ttctgatgtt 


3 720 


gacaccttgc ttaaaactgt tcttccagct gtgcccagtg atccaatatt ggttgaaacc 


3780 


cLLdddytty acaaaatcag' CLCcacaatg Lugcacccca ccgcaccaaa cccugCLCca 


3 84 0 


dy uyciciddOci ugctgodcuv tacaccugua ccagct.Ti.ccg ai.gpyt.cgcc cacLCCucac 


3 900 


afcgcactctg ctt'cacttca\.aggtttgacc atttcctatg caagtgagaa atatgaacca 


3 960 


gtcttgttaa aaagcgaaag . x tcccaccaa. guggcacctL cutty uacag uaatgaugag 


4020 


ttgttccaaa cggccaattt • ggagattaac caggcccatc ccccaaaagg aaggcatgta 


4 080 


tttgctacac ctgttttatc ■ aattgatgaa ccattaaata cactaataaa taagcttata 


4140 


cattccgatg aaattttaac ctccaccaaa agttctgtta ctggtaaggt atttgctggt 


4200 


attccaacag fctgcfcfccfcga "tacAtt'tgta tctactgatc attctgttcc tataggaaat 


4260 


gggcatgttg cjcafcfcaijagc jtgfcfctcfcccc cacagagatg- gttctgtaac - ctcaacaaag 


432 0 


ttgctgtttc cttctaaggc aacttctgag • ctgagtcata gtgccaaatc fcgatgccggt 


4380 


fcfcagtgggfcg gtgg^gaaga .tggtgaoabt gatgatgatg gfcgatgatga tgatgacaga 


4440. 


gatagcgacg gcctatccac jccataagcgt atgccatgct catcctatag agaatcacag 


4500 ' 


gaaaaggtaa tgaatgattc agapacccac' gaaaacagtc ttatggatca gaataatcca 


4560 


dLtttdtacc caccacccga' gaactccgaa gaagacaaca gagtcacaag cgtaccctca 


4620 


yauayL^ddd ui-yy Leicggd cagaagccct ggcaaaccac cat, cage aaa cgggCuauCG 


4680 


v,aaaay wud el Ly ct uygxicicA. ctgacjij aaaau gaCattCdyel CCggcagcgC UCuyCLuCCt 


4740 


uuva^^^v, t.y - cio. uv- t.cia.ciy t, . 0. t-y y y vjdy tu ccgacaagtg augaagaaag uggaccaggg 


4800 


'-aayytcttLL '-aya^raguut.' taatgagaat . gagacttcca .cagacutcag uuccgcagac 


4860 


ac taatgaaa .aag^tgctga - tgggatcc tcf ■ gcagcaggtg actcagaaat aac tcctgga 


4920 


utcccacagc ccccaacacc. atctgccacc agegagaact cagaagtgtt ccacgtttca 


4980 


gaggcagagg ccagcaacag.. tagecatgag tetegcattg gtctagctga ggggttggaa 


5040 


uv.uyeigaaga aggcagct,at acccctcgxg accgcgccag ccctgacttt tatctgtcta • 


5100 


crtCTQtt C tto" tcrcTCrtattc t : eatctactcrct acrcraaafc.Grct" t" r*r»a rr^ r*t- rrr" apar<l*ff har 


3 XD \J 


ttacraocraca fftacatcrrp +- a fr^ <Tt", +— =d raapaprfai* ' ^{■t*f'/ir<aa(-f- 

>j v>a\iayyyuu, way AM u (fid Ud UvwaUdwUULt . UaaudCCtaL wtttCCclatt ; 




tcaCTat Cratcf t CCrCraorca'at" tccaata!aacr cacfcfcheraa aerraVcrf*iTrp anahhhapaf- 




CTC3.3IQt~.3Crt*Cr grot* >■ t aphffia «* a rr a =v4- ♦» 4* i-ta <*r apaptTTa'aafv — > y*-4- 4- 4- 4- -» • j-.,-. -■ -, _,- r 1 - j-. j . l_i 

3vaa 3 bayi,y yy uuLd^uyd.' ayajaC'vugay acaccgaaag agttLtacca ggaagcgcag 


5340 


agctgtactg : ; ttga ; ct^a.gg.; tafetocagca . g^'ca'gctcca accacccaga caacaagcac 


.5400 


. aagaatcgat acataa^tkt; vegtt^e'etat' gatca'tagca gggttaagct agcacagctt 


5460 < 


gctgaaaagg-^ ateaatgeca attatgttga tggctacaac 


5520 
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•agaccaaaag cttatattgc tgcccaaggc ccactgaaat ccacagctga agatttctgg 
agaatgatat gggaacataa t'gtggaagtt attgtcatga taacaaacct cgtggagaaa 
ggaaggagaa aatgtgatca.- gtactggcct gccgatggga gtgaggagta cgggaacttt 
ctggtcactc agaagagtgt ■- gcaagtgctt gcctattata ctgtgaggaa ttttactcta 
agaaacacaa aaataaaaaa gggctcccag. aaaggaagac ccagtggacg tgtggtcaca 
cagtatcact acacgcagtg[.;gcctgacatg ggagtaccag agtactccct gccagtgctg 
acctttgtga g^aaggcagfc ctafcgccaa£. cgccatgcag tggggcctgt tgtcgtccac 
tgcagtgctg "gagttggaa.ST aacaggcaga tatattgtgc tagacagtat gttgcagcag 
attcaacacg aagga.a,qtgt caac'atafctt ggcttcttaa aacacatccg ttcacaaaga 
aafctatttgg teckaactg^i- .ggagcaatat gtcttcattc atgatacact ggttgaggcc 
atacttagta aagaaactiga. ggtgctggac agtcatattc atgcctatgt taatgcactc 
. ct'cattcctg gaccagcagg' caaaacaaag ctagagaaac aattccagct .cctgagccag 
• tcaaatatac agcagagtga '.. qtattctgca gccctaaagc aatgcaacag ggaaaagaat 
cgaacttctt ctatcatc,cc f fcgtggaaaga tcaagggttg gcatttcatc cctgagtgga 
gaaggcacag actacatcaa tgcctcctat- atcafcgggct attaccagag caatgaattc 
atcattaccc agcaccctct ccttcatacc atcaaggatt tctggaggat gatatgggac 
cataatgccc aacfcggfcggt :tatgattcct' gatggccaaa acatggcaga agatgaattt 
gtttactggc "caaataaaga; tgagcctata aattgtgaga gctttaaggt cactcttatg 
gctgaagaac acaaatgtct atctaatgag gaaaaiaptta taattcagga ctttatctta 
. gaagctacac aggatgafcta . tgtacttcfaa- gtgaggcact ttcagtgtcc taaatggcca. 
aatccagata gccccattag taaaactttt* gaacttataa gtgfctataaa agaagaagct 
gcqaataggg- atggg.cb'fca^t' gattgttcat- gatgagcatg gaggagtgac ggcaggaact 
ttctgtgctc,.tgadaaccQfc tatgca^aa ctagaaaaag aaaattccgt ggatgtttac 
caggtagcca .agatgatcaaVtctgajtgagg cca^gagtct fctgctgacat tgagcagtat 
cagtttctct -acaaagtgat cctcagcet.t; gtgagcacaa ggcaggaaga gaatccatcc 
acctctctgg aca'gtaatigg tgcagca'titg : cctgatggaa atatagctga gagcttagag 
tctttagttt aacacagaaa . ggggtggggp gactcacajbc tgagcattgt tttcctcttc 
ctaaaattag gcaggaaaat/aagtctagtt ' ct.gttatctg ttgatttccc atcacctgac 
agtaactttc-atgacatagg attctgc^gc caaatttata tcattaacaa tgtgtgcctt 
tttgcaagac ttg'tkattta ctta£tatgt ttgaactaaa atgattgaat tttacagtat 
ttctaagaat . ggaattgtgg 'tatttitBtc .tgtattgatt ttaacagaaa atttcaattt 
atagaggtta, ggaattccaa .". acfcaca^raaa atgtttgttt. ttagtgtcaa atttttagct 
gtatttgtag caajtipatcag '.jgtttgctaga aatataactt ttaatacagt agcctgtaaa * 
taaaacactc .jb^qca^^gaVtajtJbcaa^a'.t tfcfcacaactg cagtattcac ctaaagtaga 
aajtaatctgt tactWtt^,/.aaafcactgcc ctagtgtctc catggaccaa atttatattfc 
ataattgtag a^'iett£ta£- tt^cta : qtg agtcaagttt tctagttctg tgtaattgtt 
tagtttaatg ac^^^^psL. : tikgp^3t,p-. ttactctacc agttttctga cattgtattg 
tgttacct^/gt^ttaact^ ! ' ttgfcttc^gq^ atgtaatttt aacttttgtg gaaaatagaa. 
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ataccttcafc ttt^aaagaa • gtttttatga gaataacacc ttaccaaaca ttgttcaaat 7860 
ggtttttatc caag'gaattg caaaaata'aa tataaatatt gccattaaaa aaaaaaaaaa 7920 
aaaaaaaaaa aaaaaaaaaa. a 7941 

<210> 466 . 

<211> 419 

<212> PRT 

<213> ; Homo sapiens 

<400> 466 .. .. ..*...•.; 

Met His Leu 'Leu . Gly. Phe .Phe Ser Val Ala Cys Ser Leu Leu Ala Ala 

1 , .--!s.f -/ • ; • ■ : * 10 . 15 

Ala Leu Iri*urPro\G.ly .Pro Arg Glu Ala Pro Ala Ala Ala Ala Ala Phe 

20- * * ■'•* 25 ;. 30 

Glu Ser' Gly Leu Asp Leu Ser ' Asp Ala Glu Pro Asp Ala Gly Glu Ala 

3'5. .' :' : -ip. : ■ 45 

Thr Ala. Tyr Ala Ser Lys Asp Leii" Glu Glu Glu Leu Arg Ser Val Ser 

50 .*' . 55\ 60 



Ser Val. Asp Glu Leu Met Thr, Val .Leu Tyr Pro Glu Tyr Trp Lys Met 
65 - • 70 75 80 



Tyr Lys Cys Gln'Leu Arg Lys Gly Gly Trp Gin. His Asn Arg Glu Gin 

• . 85: • 90- 95 



Ala Asn- Leu Asn' Ser . Arg Thr Glu Glu Thr lie Lys Phe Ala Ala Ala 
100 • 105 110 



His Tyr Asn' .Thr Glu lie Leu Lys Ser lie Asp Asn Glu Trp Arg Lys 
115': •■" ... * .120 125 



Thr Gin Cys . Met Prb, Arg Glu" VaJ. Cys lie Asp Val Gly Lys Glu Phe 

130 . .±35. '.; " ' . *' 140 

Gly Val Ala . Thr". AsW'Tte Phk-'Phe Lys'->ro Pro Cys Val Ser Val Tyr 

145 / V'.\/i5Q '■. *" 155' 160 

Arg Cys -Gly-'. Gly' cys.'Cys Ash Ser Glu ".Gly Leu Gin Cys Met Asn Thr 

; : 'T65; *- ■ :- : ; ; V s 170 . 175' 



Ser Thr Ser •T^./.Leu. Ster Lys Thr 'Leu Phe Glu He Thr Val Pro Leu 
180 : ". . '; 185.. 190 



Ser Gin Gly Pro" Lys Prp. Val Tnr .lie Ser. Phe Ala Asn His Thr Ser 
195' "■ 200 205 



Cys Arg Cys Met; Ser/Lys Leu Asp : Val Tyr Arg Gin Val. His Ser He 
210 ' V - 215 220 



lie Arg Arg^Serv.i^uVprb Ala. .Thr* Leu ^Pro Gin. Cys Gin Ala Ala . Asn 

225- ■:. r a>V : #&*P •". -*"/ V \ : '23s 240 

Lys Thr Cys'. Pro .'.Thr; Asn Ty^'Met-Trp Asn Asn His He Cys Arg Cys 

v:"- v " * • '250. 255 
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Leu Ala Gin Glu Asp Phe- Met Plie Sex, Ser Asp Ala Gly Asp Asp Ser 
260 265 270 



Thr Asp Gly. Phe His Asp lie Cys Gly Pro Asn Lys Glu Leu Asp Glu 
275 280 285 



G1U Thr Cys Gin Cys Val Cys Arg : Ala Gly Leu Arg Pro Ala Ser Cys 
290' 295. 300 



Gly Pro His Lys. Glu. lieu Asp Arg Asn Ser Cys Gin Cys Val Cys Lys 
305 V 3-10 . - 315 320 



Asn Lys Leu Phe . Pro .Ser . Gin Cys Gly Ala Asn Arg Glu Phe Asp Glu 
V 325 : v 330 335 



Asn Thr Cys Gin Cys Val Cys Lys Arg. Thr Cys Pro Arg Asn Gin Pro 

3 V 40- ... .- 345 350 



Leu Asn Pro Gly Lys .Cys Ala Cys : Giu.Cys Thr Glu Ser Pro Gin Lys 
355 36*0. 3 65 



Cys Leu Leu Ly# Gly . Lys Lys: Phe. His. His Gin Thr' Cys Ser Cys Tyr 
370 - • .375 " 380 



Arg Arg Pro Cys Thr Asn Arg Gin- Lys Ala Cys Glu Pro Gly Phe Ser 
385 390 " 395 400 



Tyr Ser Glu Glu Val Cys Arg Cys Val Pro Ser Tyr Trp Lys Arg Pro 
405 410 415 



Gin Met Ser 



<210> 467 / .. # . 

<211> 2076 " . v ; 

<212> DNA .V-v' ' - ' 

<213 > Homo sapiens " ':•} '• ■ 

<400> 467- ■ ■ 

cggggaaggg gagggaggag gggrg^cgagg* gctctggcgg gtttggaggg gctgaacatc 60 

• gcggggtgtt ^tgsrtgtccc ccgcccc^cc tctccaaaaa gctacaccga cgcggaccgc 12 0 

ggcggcgtcc. tccctqgccc .tcgcttcacc tcgcgggctc cgaatgcggg gagctcggat 180 

gtccggtttc i ctgt'gag'gct-. tttacctgac acccgccgcc tttccccggc actggctggg 240 

agggcgccct gcaaagttgg . gaacgcggag • ccccggaccc gctcccgccg cctccggctc 300 

■ gcccaggggg ggtc.gccggg a^gag<?.ccgg gggagaggga ccaggagggg cccgcggcct 360 

cgcaggggcg ccpgcgcccc cacccctgcc cccg.ccagcg gaccggtccc ccacccccgg 420 

tccttccacc atgcacttgc -fcgggcttctt. ctctgtggcg tgttctctgc tcgccgctgc 480 

gctgctcccg ggtpctcgcg aggcgcccgc cgccgccgcc gccttcgagt ccggactcga 540 

cctctcggac gcggagcccg acgcgggqga ggccacggct tatgcaagca aagatctgga 600 

ggagcagtta cggtct^tgt" ccagtgtaga tgaactcatg actgtactct acccagaata 660 

. ttggaaaatg tac%^^^q; agctkaggaa aggaggfetgg caacataaca gagaacaggc' 720 
caacctcaac tcaaggacag.yaagagactat aaaatttgct gcagcacatt ataatacaga • 780 
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gatcttgaaa agtattgata atgagtggag aaagactcaa tgcatgccac 
tatagatgtg gggaaggagti ttggagtcgc gacaaacacc ttctttaaac 
gtccgtctac agatgtgggg gttgc.tgcaa tagtgagggg ctgcagtgca 
cacgagctac ctcagcaaga cgttatttga aattacagtg cctctctctc 
accagtaaca. atcagttttg ccaatcacac ttcctgccga tgcatgtcta 
ttacagacaa. gttcattcca. ttattagacg ttccctgcca gcaacactac 
ggcagcgaac aagacctgcc ccaccaatta catgtggaat aatcacatct 
ggctcaggaa gatttfcatgt ttt'cctcgga tgctggagat gactcaacag 
tgacatetgt ggaccaaapa aggagctgga tgaagagacc tgtcagtgtg 
ggggctfccgg cctgccagct gtggacccca caaagaacta gacagaaact 

. tgtctgtaaa aacaaapt;ct tococagcca. atgtggggcc aaccgagaat 
cacatgccag ; .fcgtgtatgta aaagaacctg. ccccagaaat caacccctaa. 
atgtgcctgt , .gaafcgtapag. aaagfccqaca. gaaatgcttg ttaaaaggaa 

. ccaccaaaca tgcagctgtt acagacggcc atgtacgaac cgccagaagg 
aggatttt.ca tatagtga;ag; aagtgtgtog ttgtgtccct tcatattgga 
aatgagctaa .gattgtactg ttttccagtt" catcgatttt ctattatgga 
gccacagtag aaotgfcctgt gaacagagag .accctfcgtgg gtccatgcta 
aagtctgtcfc ttcctgaapc. atgtggataa.. ctttacagaa atggactgga 
aaaaggcctc ttgtaaagac tggttttctg ccaatgacca aacagccaag 
tgtgatttct fctaaaagaat' gactatataa ttfcatttcca ctaaaaatat 
ttcattthta tagcaacaac aattggtaaa actcacfcgtg atcaatattt 
caaaatatgt . fctaaaataaa atgaaaattg tattat 



gggaggtgtg 


840 


ctccatgtgt 


900 


tgaacaccag 


960 


aaggccccaa 


1020 


aactggatgt 


1080 


cacagtgtca 


1140 


gcagatgcct 


1200 


atggattcca 


1260 


tctgcagagc 


1320 


catgccagtg 


1380 


ttgatgaaaa' 


1449 


atcctggaaa. 


1500 


agaagttcca 


1560 


cttgtgagcc 


1620 


aaagaccaca 


1680 


aaactgtgtt 


1740 


acaaagacaa 


1800 


gctcatctgc 


1860 


attttcctct 


1920 


tgtttctgca 


1980 


ttatatcatg 


2040 




2076 



<210> 468 

<211> 592 

<212> PRT 

<213> Homo sapiens-. 

<400> 468 . '\ 

Met Arg Val : . Leu' Cys'vAla Phe'Pro'.Glu Ala Met Pro Ser Ser Asn-Ser 

.1 '■■/-5-..>; : .'-v' '.10 s - • 15 



Arg Pro ' Pro Ala Cys/- Leu ' ^la ' Pro. Gly Ala Leu Tyr Leu Ala Leu Leu 

. ' . . 20 : ;- \;\!.- m " , .• '25 "■ 30 

, * * . " • * r ' '• v " ■ ' ' *' ■ 

Leu His Leu .Ser Leu Ser Ser Gin" Ala Gly Asp Arg Arg Pro Leu Pro 

■ -.35 • ■ 40 • • 45 



Val Asp Arg, Ala Ala Gly Leu Lys* "Glu Lys Thr Leu He Leu Leu Asp 

50 - V • . .. 55 . 60 



Val Ser. "Thr. Lys. Asn;. Pro Val Arg. Thr Val Asn Glu Asn Phe Leu Ser 

65 - . 70 " .; : 75 80 



Leu Gin Leu Asp Pro Ser lie He '.His Asp Gly Trp Leu Asp Phe Leu 

* . as *■'• : . . '•: • ..90.' 95 



Ser- Ser Lys. .Arg.- Leu; Val ilir Leu Ala Arg Gly Leu Ser Pro Ala Phe 
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1.00 . - 105 110 



Leu Arg Phe Gly Gly Lys Arg Thr Asp Phe Leu Gin Phe Gin Asn Leu 
115 " 120 125 



Arg Asn Pro Ala. Lys Ser Arg Gly Gly Pro Gly Pro Asp Tyr Tyr Leu 
130 135 140 



Lys Asn Tyr Glu Asp Asp lie Val- Arg- Ser Asp Val Ala Leu Asp Lys 
145 ..150 : . 155" 160 



Gin Lys Gly Gys Lys . lie Ala . Gin His Pro Asp Val Met Leu Glu Leu 
.'•'165 ' . 170 175 



Gin Arg Glu Lys Ala Ala Gin Met His Leu Val Leu Leu Lys Glu Gin 
i80 v 185 ' 190 



Phe Ser- Asn Thr- TJar'Ser Ash Leu lie Leu Thr Ala Arg Ser Leu Asp 

195 - " '.' ' /20O. 205 

Lys Leu Tyr Asn Phe Ala Asp' Cys .' Ser Gly Leu His .Leu lie Phe Ala 
210 " "'; 215 220 

Leu Asn Ala Leu Arg Arg Asn Pro . Asn Asri Ser Trp Asn . Ser Ser Ser 
225 230 235 240 



Ala Leu Ser Leu, Leu .Lys Tyr Ser Ala S~er Lys Lys Tyr Asn lie Ser 
'245 '250 255 



Trp Glu Leu Gly Asn Glu Pro Asn Asn Tyr Arg Thr Met His Gly Arg 
26.0 ' 265 270 



Ala Val Asn Gly Ser Gin Leu Gly Lys Asp Tyr He Gin Leu Lys Ser 
275 280 285 



Leu Leu Gin Pro He ; Arg Tie Tyr Ser Arg" Ala Ser Leu Tyr Gly Pro . 
290 295 ■ " 300 

Asn He Gly Arg. Pro 1 ; Arg tiys ; Asn .Val lie Ala Leu. Leu Asp Gly Phe. 

305 ■ /:V5 i'o ' **•"/" " / 315 • 320 

■ ■ « \ • 

Met Lys'vai Ala- Gly Ser . Tt^; Val. Asp Ala Val Thr Trp Gin His Cys 
\ 32S''- \ J 330 335 



Tyr He Asp Gly Arg Val Vai .Lys Val Met Asp Phe Leu Lys Thr Arg 

34p' 1 "'v.- ... ;."345. • 350 



Leu Leu Asp. Thr, L^u Ser Asp- Gin. '.lie. Arg Lys He Gin Lys Val Val 

• 35S ; ... . .y., • • •• '36Q.. • 365 



Asn Thr Tyr Thr** Pro "Gly Lys "Lys lie Trp Leu Glu Gly Val Val Thr 
370 \ : 375. 3.80 

Thr Ser Ala Gly Gly' Thr Asn Asn' Leu Ser Asp Ser .Tyr Ala Ala Gly 
385 '. ' \. ,390 . ■" 395 400 

Phe Leu Trp Leu, Asn.; .Thr Leu Gly Met- Leu Ala Asn Gin Gly He Asp 

• •*:. 4 CJ.5 '* : * 410 415. 
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Val Val- lie Arg His Ser Phe . Phe Asp His Gly Tyr Asn His Leu Val 
420 - 425 '. • 43 0 

Asp Gin Asn Phe Asn Pro" Leu Pro Asp Tyr Trp Leu Ser Leu Leu Tyr 
435 ' 440 ■ 445 



Lys Arg Leu lie Gly Pro Lys Val Leu Ala Val His Val Ala Gly Leu 
450. 455 460 



Gin Arg. Lys Pro Arg.. Pro Gly Arg Val Ik Arg Asp Lys Leu Arg lie 
465 . * 470 475 480 

Tyr Ala His- Cys Thr Asn His His. Asn. His Asn. Tyr Val- Arg Gly Ser 
4 85-." ' : • 490 . 495 

He Thr Leu " Phe /lie* Xle Asn Leu; His Arjg -Ser Arg Lys Lys lie Lys 
"500- •" ' . - *: '505 510 

Leu Ala Gly .Thr" Leu-.Arg Asp ; Lys Leu Val His Gin Tyr Leu Leu Gin 
515 '.-.'520 525 

Pro Tyr' Gly Gin Glu Gly Leu Lys m Ser Lys Ser Val Gin Leu Asn Gly 

530 535 . i- : 540 ■ 



Gin Pro Leu Val . Met. Val Asp, Asp' Gly. Thr Leu Pro Glu Leu Lys Pro 
545 550 " . * 555 560 



Arg Pro Leu, Arg .Ala Gly: Arg. Thr.. Leu- Val lie Pro Pro Val Thr Met 
565 . 57 b 575 

Gly Phe Phe Val Val ■ Lys Asn Val Asn Ala Leu Ala Cys Arg Tyr Arg 
580 585 590 



<210> 469 
<211>. 2096 

<2i2> dna : : " 

<213> Homo ■ sapiens ' " •- 

<4o'o> 469".'.;... "V 

aaggacaatt agtcactkgc . gagajcccagt aggaagagacj gtttaaatca gagggattga . 6 0 

atgagggtgc .tttgtgc'ctt ccctgaagcc atgccctcca* gcaactcccg cccccccgcg 120 

tgcctagccc cggg^gctct ctacfctggctr ctgttgctcc atctctccct ttcctcccag" 180 

gctggagada.%gagacc;ctt: gcctgtag : ac? agagctgcag gtttgaagga aaa'gaccctg 240 

attctacttg atgtga'gcac caagaaccca gtcaggacag tcaatgagaa cttcctctct 3 00 

ctgcagctgg. atccgtcc'at- cattcatgat ' ggctggctcg atttcctaag. ctccaagcgc 360 

ttggtgacdc tggc.ccjgggg; actttcgccc. gccKttctgc gcttcggggg caaaaggacc 42 0 

gacttcctgc agttccagaa; cctg^ggaac ccggcgaaaa .gccgcggggg cccgggcccg 480 

gattactatc fc'caakaacta ta tgaggatgac- attgt.tcgaa gtgatgttgc cttagataaa 540 

cagaaaggct gcaagattgc "■ pcagcaccct gatgttatgc tggagctcca aagggagaag 600 

gcagctcaga tgcatctggt; tcttttaaag gagcaattct ccaatactta cagtaatctc 660 

atattaacag ccaggtctcfe'- 'agacaaactt;- fcataaictttg ctgattgctc tggactccac ■ 720 

ctgatatttg Ctctaaatgc "actgcgtcgt aatcccaata actcctggaa cagttctagt 780 



WO 2005/071059 



711 



PCT/IL2005/000107 



gcccfcgagtc tgttgaagta cagcgccagc 


aaaaagtaca 


acatttcttg 


ggaactgggt 


840 


aatgagccaa ataactatcg gaccatgcat 


ggccgggcag 


taaatggcag 


ccagttggga 


900 


aaggattaca tccagctgaa gagccfcgttg 


cagcccatcc 


ggattfcattc 


cagagccagc 


960 


ttatatggcc 'cfcaafcafcfcgg gcggccgagg 


aagaatgtca 


fccgcccfcccfc 


agatggattc 


X020 


afc.craacrcifc.CTcr cacrcraacrfcac acrfcacratcrca 


gttacctggc 


aacattgcta 


cattgatggc 


1080 


cgggtggtca aggtgatgga cfcfcpctgaaa 


acfccgcctgt 


tagacacact 


ctctgaccag 


1140 


atfcaggaaaa ttcagaa'agfc ' ggt tiaataca 


tacactccag 


gaaagaagat 


ttggcttgaa 


1200 


ggfcgfcggtga- ccaccfccagc* fcggaggcaca 


aacaatctat 


ccgattccfca 


tgctgcagga 


1260 


tfccttatggt .tgaacactfct aggaafcgctg 


gccaatcagg 


gcattgatgt 


cgtgatacgg 


1320 


cac fccafct t,t. 1 1 gac cat gg * a fcacaa fcriac 


ctcgfcggacc 


agaattttaa 


cccattacca 


1380 


' gactactggc fccfccfccfcccfc- cfcaciaagcjgc 


ctgatcggcc 


ccaaagtctt 


ggctgtgcat 


1440 


ataactagcrc tccaaccrtraa gccacggcct 


ggccgagfcga 


tccgggacaa 


actaaggatt 


1500 


tatgctcact gcacaaapca ccacaaccac 


■ aac tacgt t c 


gtgggtccat 


tacacttttt 


1560 


atcatcaact fcgcafccga fcc aagaaagaaa ■ 


atcaagctgg 


cfcgggactcfc 


cagagacaag 


1620 


cfcggfcfccacc 'agfca.ccfcgcfc gcagccctat 


aqgcaggagg 


gcctaaagtc 


caagtcagtg 


1680 


caactgaatg gccagcccfcfc. agfcgafcggfcg. 


qaccracggga 


ccctcccaga 


attgaagccc 


1740 


cgcccccttc gggccggccg' gacattggtc 


atccctccag 


tcaccatggg 


nt-t-t-t-ft- rr+- rr 

cttttctyty 


1800 


gtcaagaatg tcaatgcttt ggcctgccgc 


fcaecgataag 


ctAtcctcac 


actcatggct 


1860 


accagtgggc ctgbtgggct- ]gcttccactc. 


ctccactcca 


gtagtatcct 


ctgttttcag 


1920 


acatcctagc aaccagcccc. tgctgcccca 


tcctgctgga 


atcaacacag 


acttgctctc 


1980 


caaagagact aaa'tgtcata- gcgtgatctt 


agcctaggta 


ggccacatcc 


atcccaaagg 


2040 


aaaatgtaga catcacctgt acctatataa' 


ggataaaggc 


atgtgtatag 


agcaaa 


2096 
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